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Figure S4. HPLC chromatograms of (a) 1-methylpyrene, (b) products of biodegradation, (c)



the fractionated metabolic product (1IMP_F).

Figure S5. Three-dimensional scanning of Aem with fixed Aex of 260 nm (left panel) and the
optimum Aem (right panel) for (a)l-methylpyrene, (b) the fractionated metabolic product
(IMP_F).

Figure S6. The mass fragmentation spectrum of the identified metabolic products of (a)
3,6DMPhe FI, (b) 3,6DMPhe F2, and (c) IMP_F with their derivatized structures.

Figure S7. The mass fragmentation spectrum of an authentic standard of 1-pyrenemethanol
with the derivatized structure.

Figure S8. The chemical structures of (a) phenanthrene and (b) pyrene with their carbon

numbering.
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Figure S1. Relative peak areas of (a) 3,6-dimethylphenanthrene and generated peak and (b) 1-

methylpyrene and generated peak during biodegradation tests.
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Figure S2. HPLC Chromatograms of (a) 3,6-dimethylphenanthrene, (b) products of
biodegradation, (c) the first fractionated metabolic product (36DMPhe F1) and (d) the second

fractionated metabolic product (36DMPhe F2).
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Figure S3. Three-dimensional scanning of Aem with fixed Aex 0of 260 nm (left) and the optimum
Aem (right) for (a) 3,6-dimethylphenanthrene and (b) the first fractionated metabolic product

(36DMPhe_F1) and (c) the second fractionated metabolic product (36DMPhe F2).
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Figure S4. HPLC chromatograms of (a) 1-methylpyrene, (b) products of biodegradation, (c)

the fractionated metabolic product (IMP_F).

6.00
Minutes

7.00 .00 9.00 10.00 11.00 1200



(>

A (nM)

. 7 7 T 7 7 ¥ ¥ ¥ 7 7 7
000 100 200 300 400 500 600 7.00 800 900 1000 11.00 1200
Time (min)

(b)

A (NM)
g 8
R =

T T T T T T T T T T T
0.00 1.00  2.00 3.00 4.00 500 6.00 700 8.00 900 1000 11.00 12.00

Time (min)

11

12

13

14

15

Figure S5. Three-dimensional scanning of Aem with fixed Aex of 260 nm (left panel) and the

optimum Aem (right panel) for (a) 1-methylpyrene, (b) the fractionated metabolic product



16

17

18

19

(a)

(b)

Figure S6. The mass fragmentation spectrum of the identified metabolic products of (a)

3,6DMPhe FI1, (b) 3,6DMPhe F2, and (c) IMP_F with their derivatized structures.
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21  Figure S7. The mass fragmentation spectrum of an authentic standard of 1-pyrenemethanol

22 with the derivatized structure.
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Figure S8. The chemical structures of (a) phenanthrene and (b) pyrene with their carbon

numbering.
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