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Figure S28. *H NMR of Manzamine A (CDCL3, 600 MHz)
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Figure S29. 3C NMR of Manzamine A (CDCL3, 150 MHz)
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Figure S30. 2D-COSY Spectrum Manzamine A (CDCL3, 600 MHz)
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Figure S31. 2D edited g-HSQC Spectrum of Manzamine A (CDCL3, 600 MHz



