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Section 1 Collection and Taxonomy of Evlachovaea sp. CMB-F563 

BLAST search (closet match) 

An NCBI-BLAST database search of 18s rRNA sequence established a 99% similarity 
for CMB-F563 with Evlachovaea sp. (Figure S1. Blast search (closest match) for CMB-F563 

 

Figure S1. Blast search (closest match) for CMB-F563 

 

Phylogenetic Tree and Microscopic image of CMB-F563 

Phylogenetic tree obtained by PhyML Maximum Likelihood analysis was constructed using 

the top similar 18S rRNA sequences displayed after BLAST on Genbank RNA NCBI database 

using CMB-F563 18S rRNA as queries. The JC69 model was used to infer phylogeny 
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sequences.1 Sequences alignments were produced with the MUSCLE program.2 Phylogenetic 

tree was constructed using the UGENE program using the aforementioned models and 

visualized using Ugene’s tree view (Figure S2). Based on the paper published by Humber et 

al3, the morphology and the molecular taxonomy of Evlachovaea genus places this genus 

closely to Isaria and Cordyceps genera. In addition to the 18s rRNA sequence analysis, the 

taxonomic identification of CMB-F563 as a Evlachovaea sp. was supported by a microscopic 

examination of its conidia (i.e. fungal spores) and phialides (i.e. flask-shaped projections from 

the dilated part of the top of fungal conidia) (Figure S2 inset). 
  

 
Figure S2. Phylogenetic analysis of CMB-F563 using PhyML Maximum likelihood analysis 
of ITS DNA sequences using the optimal nucleotide substitution model determined by 
jModeltest22 using UGENE software [2]. Phylogenetic relationship of CMB-F563 with 
selected strains (nucleotide collection Genbank) shown with their accession numbers indicated 
in brackets, highlighted in blue. Microscopic image for CMB-F563 (inset).  
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Section 2 NMR data of synthetic 2,4-dinitrobenzaldehyde Schiff bases (9) and (10) 

 
Figure S3. 1H NMR (600 MHz, methanol-d4) spectrum for 2,4-dinitrobenzaldehyde Schiff base (9). * 
Residual methanol solvent 

 
Figure S4. 13C NMR (150 MHz, methanol-d4) spectrum for 2,4-dinitrobenzaldehyde Schiff base (9) 
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Figure S5. 2D NMR ROESY (methanol-d4) spectrum for 2,4-dinitrobenzaldehyde Schiff base (9) 

Table S1. 1D and 2D NMR (600 MHz, methanol-d4) data for 2,4-dinitrobenzaldehyde Schiff base (9) 

 
Pos. dH, m (J Hz) dC COSY HMBC ROESY 
1 7.61, s 124.7  2, 3, 7 5′a, 5′b 
2 --- 138.8    
3 --- 146.7    
4 8.75, d (2.2) 122.0 6  2, 3, 5, 6  
5 --- 146.4    
6 8.32, dd (9.1, 2.2) 127.7 4, 7 2, 4, 5  
7 8.25, d (9.1) 128.5 6 1, 3, 5  
1' --- 174.7    
2' 4.51, dd (8.7, 3.0) 66.3 3′a, 3′b 1′, 3′, 4′, 5′  
3' a 2.16, m 29.6 2′, 3′b, 4′ 1′, 2′, 4′  
 b 2.36, m  2′, 3′a, 4′   
4' 2.16, m 23.7 3′a, 3′b, 5′a, 5′b 2′, 3′, 5′  
5' a 3.49, dd (17.8, 7.4) 50.0 4' 2′, 3′, 4′ 1 
 b 3.60, m  4'  1 
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Figure S6. 1H NMR (600 MHz, methanol-d4) spectrum for 2,4-dinitrobenzaldehyde Schiff base (10) 

 

 
 
Figure S7. 13C NMR (150 MHz, methanol-d4) spectrum for 2,4-dinitrobenzaldehyde Schiff base (10) 
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Figure S8. 2D NMR ROESY (methanol-d4) spectrum for 2,4-dinitrobenzaldehyde Schiff base (10) 

 
Table S2. 1D and 2D NMR (600 MHz, methanol-d4) data for 2,4-dinitrobenzaldehyde Schiff base (10) 

 
Pos. dH, m (J Hz) dC COSY HMBC ROESY 
1 7.60, s 124.2  2, 3, 7 2′, 5′a, 5′ 
2 --- 138.9    
3 --- 146.5    
4 8.72, dd (2.2, 0.3) 122.0 6  2, 3, 5, 6  
5 --- 146.2    
6 8.29, ddd (9.0, 2.2, 0.3) 127.6 4, 7 2, 4, 5  
7 8.26, d (9.0) 128.4 6 1, 3, 5  
1' --- 176.1    
2' 4.45, dd (8.7, 3.3) 66.4 3′a, 3′b 1′, 3′, 4′, 5′ 1 
3' a 2.15, m 29.8 2′, 3′b, 4′ 1′, 2′, 4′  
 b 2.3, m  2′, 3′a, 4′   
4' 2.16, m 23.7 3′a, 3′b, 5′a, 5′b 2′, 3′, 5′  
5' a 3.47, m 50.0 4' 2′, 3′, 4′ 1 
 b 3.60, m  4'  1 
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Figure S9. UHPLC-DAD (400 nm) chromatograms of synthetic 9 and 10 and their UV-vis (UHPLC-
DAD, H2O/MeCN plus TFA) spectrum (inset) 
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