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Subsystem Information

Subsystem St S

Subsystem Coverage Subsystem Category Distribution Subsystem Feature Counts
m Cofactors, Vitamins, Prosthetic Groups, Pigments (99)
@M Cell Wall and Capsule (37)
@M Virulence, Disease and Defense (65)
Adhesion (29)
Toxins and superantigens (0)
Bacteriocins, ribosomally synthesized antibacterial peptides (4)
@ Resistance to antibiotics and toxic ¢ ds (23)
Copper homeostasis (1)
Bile hydrolysis (2)
Cobalt-zinc-cadmium resistance (6)
Multidrug Resistance, 2-protein version Found in Gram-positive bacteria (3)
Mercuric reductase (2)
Mercury resistance operon (1)
Resistance to fluoroquinolones (2)
Fosfomycin resistance (1)
Beta-lactamase (1)
Cadmium resistance (2)
Multidrug Resistance Efflux Pumps (2)
Virulence, Disease and Defense - no subcategory (0)
Detection (0)
Invasion and intracellular resistance (9)
@ M Potassium metabolism (5)
@ M Photosynthesis (0)
Miscellaneous (10)
Phages, Proph ble el | ids (20)
Membrane Transport (39)
Iron acquisition and metabolism (50)
RNA Metabolism (35)
Nucleosides and Nucleotides (84)
Protein Metabolism (147)
Cell Division and Cell Cycle (5)
Motility and Chemotaxis (0)
Regulation and Cell signaling (32)
Secondary Metabolism (5)
DNA Metabolism (59)
Fatty Acids, Lipids, and Isoprenoids (50)
Nitrogen Metabolism (17)
Dormancy and Sporulation (8)
Respiration (17)
Stress Response (32)
Metabolism of Aromatic Compounds (3)
Amino Acids and Derivatives (234)
Sulfur Metabolism (9)
Phosphorus Metabolism (10)
Carbohydrates (171)

Figure S1. Annotation summary for MRSA strain Karak2019-A29 using RAST subsystem

7
MDPI
/



Table S1 Virulence factors detected in A29 genome in the current study based on Virulence factor tool VirulenceFinder-2.0 Server (last accessed
14/1/2024)

CP104989.1 Staphylococcus aureus

aur 99.87 1530/ 1530 strain Karak2019-A29 chromosome 145284..146813 aureolysin AP014653.1
CP104989.1 Staphylococcus aureus serine protease

splA 99.86 708 / 708 strain Karak2019-A29 chromosome 1122500..1123207 splA AP014942.1

splB 99.72 723 /723 CP104989.1 Staphylococcus aureus 1123332..1124054 serine protease AP014942.1

strain Karak2019-A29 chromosome splB

gamma-
CP104989.1 Staphylococcus aureus hemolysin
higB 99.8 977 / 977 strain Karak2019-A29 chromosome 1342648..1343624 component B BA000033.2
precursor
higC 99.89 948 / 948 G 018 28 BEIIEERS EUET 1343626..1344573 hemolysin AP014653.1
’ strain Karak2019-A29 chromosome a -
component C
CP104989.1 Staphylococcus aureus leukocidin D
lukD 99.69 983 / 984 strain Karak2019-A29 chromosome 1110128..1111110 component AP014653.1
CP104989.1 Staphylococcus aureus leukocidin E
lukE 99.79 936 / 936 strain Karak2019-A29 chromosome 1109191..1110126 component AP014942.1
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Table S2 SNP analysis of the A29 genome mapped to the antimicrobial resistance genes in CP047022.1
genome (Danish MRSA isolate)

Entry number
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