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Abstract: Introduction: The landscape of gastric cancer treatment has changed owing to the widespread
use of immune checkpoint inhibitors. Autophagy, involved in regulating the immune system, is a
potential trigger of immunity in tumors. This study aims to find molecular-based evidence for the
effectiveness of FLOT chemotherapy with immune checkpoint inhibitors in gastric cancer patients.
Materials and Methods: Three patients with advanced gastric cancer received FLOT neoadjuvant
chemotherapy with immunotherapy and surgery. IHC was used to determine the PD-L1 status. Real-
time PCR was used to analyze expression patterns of transcriptional growth factors, AKT/mTOR
signaling components, PD-1, PD-L1, PD-L2 and LC3B. The LC3B content was measured via Western
blotting analysis. Results: The combination of FLOT neoadjuvant chemotherapy and immunotherapy
was found to be efficient in patients with a PD-L1-positive status. Gastric tumors with a PD-L1-
positive status exhibited autophagy activation and decreased PD-1 expression. Conclusions: FLOT
chemotherapy combined with immune checkpoint inhibitors showed high efficacy in gastric cancer
patients with a positive PD-L1 status. Autophagy was involved in activating the tumor immunity.
Further research is needed to clarify the mechanism of effective anticancer treatment.
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1. Introduction

Gastric cancer (GC) is one of the most common malignant neoplasms [1,2], ranking
sixth in terms of incidence (5.7%) and second (9.3%) in terms of mortality in Russia. The
early diagnosis rate for gastric cancer remains low. The percentage of Stage II and III
cancers ranges from 39.9% to 44.9% [3,4]. Surgery is currently the gold standard for gastric
cancer treatment, supplemented by neoadjuvant or adjuvant chemoradiotherapy [3].

In recent years, a large number of studies have focused on searching for additional
prognostic and predictive molecular markers [5,6]. The Cancer Genome Atlas (TCGA) pilot
project, initiated in 2006, has investigated more than twenty types of cancers with poor
prognosis. Based on the Cancer Genome Atlas Research Network, gastric cancers can be
classified into several molecular subtypes:

(1) Epstein–Barr virus positive tumors with PIK3CA mutations, DNA hypermethylation
and JAK2, CD274 (also known as PD-L1) and PDCD1LG2 amplification (also known
as PD-L2) (9%);

(2) Microsatellite unstable tumors with mutations in oncogenes (22%);

Curr. Issues Mol. Biol. 2023, 45, 7642–7649. https://doi.org/10.3390/cimb45090481 https://www.mdpi.com/journal/cimb

https://doi.org/10.3390/cimb45090481
https://doi.org/10.3390/cimb45090481
https://creativecommons.org/
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://www.mdpi.com/journal/cimb
https://www.mdpi.com
https://orcid.org/0000-0002-5269-736X
https://doi.org/10.3390/cimb45090481
https://www.mdpi.com/journal/cimb
https://www.mdpi.com/article/10.3390/cimb45090481?type=check_update&version=2


Curr. Issues Mol. Biol. 2023, 45 7643

(3) Genomically stable tumors, found in diffuse gastric cancers with RhoA mutations or
fusion (20%);

(4) Chromosomal instable tumors with tyrosine kinases mutations (50%).

Despite the presence of molecular subtypes, there is a lack of effective molecular
markers in ordinary clinical practice to predict the response to anticancer therapy [6].
Gastric cancers have three predictive markers (Her2neu (receptor of epidermal growth
factor), PD-L (programmed cell death ligand), and MSI (microsatellite instability)) for
individualized treatment. They are mostly prescribed for metastatic cancers [5]. Her2neu
status has already become routine in clinical practice [6,7]. The use of immune checkpoint
inhibitors in gastric cancer treatment shows promise [8]. The incidence of gastric cancer
with MSI-High varies from 10 to 22% [9,10].

Patients with non-metastatic gastric cancer and MSI-High had higher overall survival
compared to patients with microsatellite stability (MSS) cancers [10]. However, the effec-
tiveness of targeted drugs in therapy for resectable gastric cancers is still unclear. Anti-PD1
drugs (nivolumab and pembrolizumab) as well as anti-Her2neu drugs (trastuzumab) are
prescribed for treating metastatic gastric cancers [2]. Furthermore, the investigation into
the biological features that determine the response to anticancer therapy is ongoing [6].

In this study, we present clinical cases of patients with resectable gastric cancer who
underwent FLOT chemotherapy with immunotherapy. Our goal was to identify the biolog-
ical features of effective anticancer therapy by taking a molecular-based approach. This
study aims to find molecular-based evidence for the effectiveness of FLOT chemotherapy
with immune checkpoint inhibitors in gastric cancer patients.

2. Materials and Methods
2.1. Clinical Characteristics of Patients

Three patients with gastric cancers were enrolled in our study. They underwent FLOT
therapy with immune checkpoint inhibitors and achieved a complete pathological response
(Table 1). The median age was 58.0 years (ranging from 38 to 63 years). We assessed the
effectiveness of neoadjuvant FLOT chemotherapy with immunotherapy (pembrolumab
400 mg over 6 weeks) based on the RECIST 1.1 criteria (complete or partial response, stable
disease, progressive disease). Two patients showed a partial response, while one patient
showed stable disease.

Table 1. Clinical characteristics of patients included in the study.

Age Gender Localization of
the Tumor

PD-L1
(CPS)

The Volume of
Surgical Intervention TNM

58 male body 10 radical distal
gastrectomy T3N0M0

38 male body and pyloric
antrum 25 combined gastrectomy T3N0M0

63 female body 20 radical total
gastrectomy T3N0M0

We evaluated chemotherapy tolerance using the NCIC common toxicity criteria grad-
ing system. Radical surgery was performed 4–8 weeks after completing the chemotherapy.
The extent of surgical intervention depended on the tumor location. The frequency and
nature of postoperative complications were assessed using the Clavien–Dindo scale. Nau-
sea was observed in all three cases (100%). Two patients (66.6%) experienced Grade 1–2
hematological toxicity. These toxic reactions did not require a reduction in the initial drug
dosage.

This work was approved by the Local Committee of Medical Ethics, Cancer Research
Institute, Tomsk National Research Medical Center of the Russian Academy of Sciences, on
the basis of Minute No. 5, dated 24 April 2019.
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The Mandard score was used to assess tumor regression after neoadjuvant chemother-
apy. Post-operative biopsy samples of normal gastric and tumor tissues were used for the
investigation. Samples were reviewed separately by two independent pathologists. The
PD-L1 status was determined using the SP263 test on the BenchMark ULTRA platform
(Ventana, Roche, Indianapolis, IN, USA). The PD-L1 status was positive with CPS > 10
(Figure 1).
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2.2. Molecular Characteristics of Tumors
2.2.1. RNA Extraction

Biopsy tissues were frozen and stored at t = 80 ◦C. The tumor samples were incubated
in RNAlater solution (Ambion, Foster City, CA, USA) for 24 h at +4 ◦C and then stored at
−80 ◦C. Total RNA was extracted using the RNeasy Mini Kit (Qiagen, Hilden, Germany).

PCR was performed in 25 µL reaction volumes containing 12.5 µL of BioMaster
HS-qPCR SYBR Blue (2×) (Biolabmix, Novosibirsk, Russia) and 300 nM of each primer
(Table 2).
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Table 2. Primers sequences.

Gene Primers

LC3B F 5′-CCCAAACCGCAGACACAT-3′, R 5′-ATCCCACCAGCCAGCAC-3′;
mTOR F 5′-CCAAAGGCAACAAGCGAT-3′, R 5′-TTCACCAAACCGTCTCCAA-3′;
AMPK F 5′-AAGATGTCCATTGGATGCACT-3′, R 5′-TGAGGTGTTGAGGAACCAGAT-3′;
CAIX F 5′-GTTGCTGTCTCGCTTGGAA-3′, R 5′-CAGGGTGTCAGAGAGGGTGT-3′;
HIF-1 F 5′-CAAGAACCTACTGCTAATGCCA-3′, R 5′-TTTGGTGAGGCTGTCCGA-3′;
EPAS1 F 5′-TGGAGTATGAAGAGCAAGCCT-3′, R 5′-GGGAACCTGCTCTTGCTGT-3′;

NFKB1 F 5′-CGTGTAAACCAAAGCCCTAAA-3′, R
5′-AACCAAGAAAGGAAGCCAAGT-3′;

RELA F 5′-GGAGCACAGATACCACCAAGA-3′, R 5′-GGGTTGTTGTTGGTCTGGAT-3′;
VEGFA F 5′-AGGGCAGAATCATCACGAA-3′, R 5′-TCTTGCTCTATCTTTCTTTGGTCT-3′;
KDR: F 5′-AACACAGCAGGAATCAGTCA-3′, R 5′-GTGGTGTCTGTGTCATCGGA-3′;
4-BP1 F 5′-CAGCCCTTTCTCCCTCACT-3′, R 5′-TTCCCAAGCACATCAACCT-3′;
AKT1 F 5′-CGAGGACGCCAAGGAGA-3′, R 5′-GTCATCTTGGTCAGGTGGTGT-3′;
C-RAF F 5′-TGGTGTGTCCTGCTCCCT-3′, R 5′-ACTGCCTGCTACCTTACTTCCT-3′;
GSK3b F 5′-AGACAAGGACGGCAGCAA-3′, R 5′-TGGAGTAGAAGAAATAACGCAAT-3′;
70S kinase
alpha F 5′-CAGCACAGCAAATCCTCAGA-3′, R 5′-ACACATCTCCCTCTCCACCTT-3′;

PDK1: F 5′-TCACCAGGACAGCCAATACA-3′, R 5′-CTCCTCGGTCACTCATCTTCA-3′;
VHL F 5′-GGCAGGCGAATCTCTTGA-3′, R 5´-CTATTTCCTTTACTCAGCACCATT-3′;

PD-L2 F 5′-GTTCCACATACCTCAAGTCCAA-3′, R
5′-ATAGCACTGTTCACTTCCCTCTT-3′;

PD-L1 F 5′-AGGGAGAATGATGGATGTGAA-3′, R
5′-ATCATTCACAACCACACTCACAT-3′;

PD-1-1 F 5′-CTGGGCGGTGCTACAACT-3′, R 5′-CTTCTGCCCTTCTCTCTGTCA-3′;
GAPDH F 5′-GGAAGTCAGGTGGAGCGA-3′, R 5′-GCAACAATATCCACTTTACCAGA-3′.

To activate the Hot Start DNA polymerase and denature DNA, a pre-incubation at
95 ◦C for 10 min was performed. This was followed by 45 amplification cycles consisting
of denaturation at 95 ◦C for 10 s and annealing at 60 ◦C for 20 s (iCycler iQ™, BioRad,
Hercules, CA, USA).

The fold changes were estimated using the ∆∆Ct method, where the total ∆∆Ct
represented the fold change in the gene level in cancerous tissue compared to normal
tissue. The ratio of specific mRNA/GADPH (GADPH as a control) amplification was then
calculated.

2.2.2. Determination of LC3B Content

To determine the LC3B content, electrophoresis SDS-PAGE (Laemmli) was used. The
protein was transferred to a PVDF membrane with a pore size of 0.2 µm (Uber, GE Health-
care, Solingen, Germany) at either at 150 mA or 100 V for 1 h using a Bio-Rad Mini
Trans-Blot electrophoresis cell. The membrane was incubated overnight at 4 ◦C with a
1:2500 dilution of monoclonal mouse anti-human LC3B (Affinity Biosciences, Cincinnati,
OH, USA).

PVDF samples were incubated using the Amersham ECL Western blotting detection
analysis system (Amersham, Chicago, IL, USA). The results were standardized using beta-
actin expression in a sample and expressed as percentages relative to the protein content in
non-transformed tissues. The protein level in normal gastric tissue was considered as 100%.

2.2.3. Immunohistochemical Staining of PD-L1

The formalin-fixed and paraffin-embedded (FFPE) primary tumor samples were used
for IHC staining. The monoclonal mouse anti-human PD-L1 antibody (Clone 22C3, Dako,
Glostrup, Denmark, 1:50) was used as the primary antibody. The procedures were per-
formed with the Bond-Max Automated IHC Stainer (Leica Biosystems Newcastle Ltd.,
Melbourne, Victoria, Australia) according to the following protocol. Four-micrometer sec-
tions were cut from the paraffin blocks, deparaffinized with xylene, and pre-treated with the
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Epitope Retrieval Solution 2 (EDTA buffer, pH 9.0) at 100 ◦C for 40 min. The sections were
then incubated with the primary antibody at room temperature for 90 min. After staining
with the primary antibody, sections were incubated with the polymer at room temperature
for 8 min using the Bond Polymer Refine Detection Kit (Leica Biosystems, Newcastle Ltd.,
Newcastle Upon Tyne, UK) and then developed with 3,3′-diaminobenzidine chromogens
for 10 min. Counterstaining was performed with hematoxylin.

3. Results

All patients included in the study showed a response to the FLOT therapy with
immunotherapy. The CPS score of patients ranged from 10 to 25 percent, indicating a
positive PD-L1 status (Figure 1).

We investigated the transcriptional profile of tumors and the content of autophagy-
related protein, LC3B (Table 3). We expressed the mRNA level in relative units and analyzed
changes in gene expression between the test sample and the reference sample. We studied
the components of AKT/mTOR signaling cascade (4EBP1, AKT, c-RAF, mTOR, GSK-3β,
70S 6 kinase, PDK1, PTEN), transcriptional factors (NF-kB p65, NF-kB p50, HIF-1, HIF-
2), growth factors (VEGF. VEGFR2, CAIX), PD-1, PD-L1, PD-L2, VHL, AMPK and LC3B.
Additionally, we measured the protein levels of LC3B, an autophagy-related protein, in both
cancerous and adjacent non-transformed tissues (represented as a percentage) (Figure 2).

Table 3. Molecular characteristics of tumors included in the study.

Indicator Tumor 1 Tumor 2 Tumor 3

4EBP1 expression, Relative Units 2.88 1.97 0.13
AKT expression, Relative Units 1.27 0.50 1.00

c-RAF expression, Relative Units 1.56 0.30 1.00
GSK-3β expression, Relative Units 0.86 0.79 2.46

70S 6 kinase expression, Relative Units 0.72 1.07 1.00
mTOR expression, Relative Units 0.97 0.54 1.00
PDK1 expression, Relative Units 0.54 0.93 4.00
PTEN expression, Relative Units 2.12 0.54 2.00

NF-kB p65 expression, Relative Units 2.81 0.74 1.41
NF-kB p50 expression, Relative Units 1.36 0.19 0.25
VEGFR2 expression, Relative Units 0.58 0.25 1.00

VEGF expression, Relative Units 0.18 0.21 0.03
CAIX expression, Relative Units 0.32 0.47 1.00
HIF-1 expression, Relative Units 27.21 0.04 16.00
HIF-2 expression, Relative Units 54.05 0.73 0.16
VHL expression, Relative Units 1.10 0.12 2.00
PD-1 expression, Relative Units 0.69 0.66 0.50

PD-L1 expression, Relative Units 0.31 0.31 8.00
PD-L2 expression, Relative Units 1.91 0.54 1.00
AMPK expression, Relative Units 0.00 0.74 2.00
LC3B expression, Relative Units 1.56 1.12 2.00

LC3B protein, % 111.53 175.00 231.98
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We identified the variable expression patterns in the studied indicators. The most
significant changes were observed for the LC3B. Its mRNA (>1.00) and protein content
(>100 percent) were high compared to the normal tissues. Although there were modifi-
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cations in PD-L1 and PD-L2 mRNA level, the PD-1 expression (programmed cell death
receptor) was consistently low in all cases.

4. Discussion

It is widely known that so-called immunity checkpoints play a crucial role in control-
ling the anticancer immune response. This type of immunotherapy has been successfully
used to treat various types of cancers including breast, lymphoma, and colorectal cancer.
Immune checkpoint blockade (ICB) has become the standard of care for several metastatic
epithelial cancers and has significantly improved the life expectancy of many patients [11].

PD-1/PD-L1 pathway blockade works as an effective and practical therapy for gas-
tric cancer immunotherapy [11,12]. PD-1 and PD-L1 co-expression predicts a favorable
prognosis in gastric cancer [12]. It is known that PD-L1 expression is more prevalent in
men with papillary unclassified HER2/neu+ EBV+ proximal gastric cancer and PIK3CA
mutation [13], associated with an MSI-High status [14,15].

A phase III Asian ATTRACTION 04 randomized study demonstrated an increase in
the overall survival rate in patients treated with immune checkpoint inhibitors [13]. The
KEYNOTE-059 clinical trial (Cohort 1; Phase II) showed a higher objective response rate
in patients with positive PD-L1 status who received pembrolizumab (PD-1 inhibitor) in
combination with capecitabine and cisplatin compared to those with a negative status [15].
The phase III KEYNOTE-059 study included a third non-PD-L1+/− cohort of patients, and
it further supported the higher response rate in PD-L1-positive patients who underwent
chemotherapy with anti-PD-1 drugs [16].

The neoadjuvant therapy with immune check-point blockage was found to be highly
effective, which is associated with changes in dominant tumor subclones and immune
microenvironments [17]. Consequently, cellular biological processes are responsible for
the anticancer therapy effect. The most powerful one is autophagy, which determines the
aggressive biological features of cancer [6,7]. Our previous research showed an increase in
LC3B content with reduced response to FLOT chemotherapy [11]. The studied molecular
indicators also revealed autophagy activation in gastric cancers with positive PD-L1 status.
It is a sign of unfavorable prognosis in cancers. Additionally, a decrease in PD-1 expression
in tumors was revealed. It was found to be essential for antitumor response [18]. There-
fore, the combination of autophagy activation and a lack of antitumor immunity may be
significant molecular features in PD-L1-positive gastric cancers.

Recently, it has been suggested that tumor molecular profiling could improve the
treatment of patients with gastric cancers [19]. Evidently, genomic alterations in gastric can-
cers affect the therapy response and patient survival [20]. Nevertheless, this classification
was not able to develop a prognostic stratification system for gastric cancer. NGS technol-
ogy is unacceptable for routine molecular diagnostics. It could not reveal any prognostic
indicators associated with cancer biology.

Currently, there is a significant focus on finding prognostic indicators for cancer
based on oncogenic processes. Implementing these indicators in clinical practice will help
practitioners to choose a personalized therapy for patients. Despite the worldwide use
of immune checkpoint inhibitors in the treatment of gastric cancer, there are biological
processes that hinder their effectiveness. Therefore, improving the efficacy and response
rates of immunotherapy has become a challenge. The most promising indicators are the
autophagy-related proteins and the level of PD-1 receptors. Our analysis of clinical data
highlights the biological features of effective anticancer therapy, but further investigation is
needed.

5. Conclusions

Thus, we have highlighted the clinical cases that demonstrate the high efficacy of
combining FLOT chemotherapy with immune checkpoint inhibitors in gastric cancer
patients who have a PD-L1-positive status. These tumors exhibit autophagy activation,



Curr. Issues Mol. Biol. 2023, 45 7648

which leads to changes in immunity. However, further investigation is necessary to identify
the molecular and biological indicators associated with effective anticancer treatment.
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Appendix A

Figure 1 shows high-grade adenocarcinoma with cricoid cells. PD-L1 tumor status
positive (CPS-60). Figure 2 shows western Blot image of LC3 content in gastric cancers.

References
1. Bang, Y.J.; Van Cutsem, E.; Fuchs, C.S.; Ohtsu, A.; Tabernero, J.; Ilson, D.H.; Hyung, W.J.; Strong, V.E.; Goetze, T.O.; Yoshikawa, T.;

et al. KEYNOTE-585: Phase III study of perioperative chemotherapy with or without pembrolizumab for gastric cancer. Future
Oncol. 2019, 15, 943–952. [CrossRef] [PubMed]

2. He, Q.; Chen, J.; Zhou, K.; Jin, C.; Wang, A.; Ji, K.; Ji, X.; Zhang, J.; Wu, X.; Li, X.; et al. Effect of Additional Trastuzumab in
Neoadjuvant and Adjuvant Treatment for Patients with Resectable HER2-Positive Gastric Cancer. Ann. Surg. Oncol. 2021, 28,
4413–4422. [CrossRef] [PubMed]

3. Lee, D.; Choi, J.; Oh, H.J.; Ham, I.H.; Lee, S.H.; Nomura, S.; Han, S.U.; Hur, H. Molecular and Immune Profiling of Syngeneic
Mouse Models Predict Response to Immune Checkpoint Inhibitors in Gastric Cancer. Cancer Res. Treat. 2023, 55, 167–178.
[CrossRef] [PubMed]

4. Wu, L.; Cai, S.; Deng, Y.; Zhang, Z.; Zhou, X.; Su, Y.; Xu, D. PD-1/PD-L1 enhanced cisplatin resistance in gastric cancer through
PI3K/AKT mediated P-gp expression. Int. Immunopharmacol. 2021, 94, 107443. [CrossRef] [PubMed]

5. Sun, L.; Wang, Q.; Chen, B.; Zhao, Y.; Shen, B.; Wang, H.; Xu, J.; Zhu, M.; Zhao, X.; Xu, C.; et al. Gastric cancer mesenchymal stem
cells derived IL-8 induces PD-L1 expression in gastric cancer cells via STAT3/mTOR-c-Myc signal axis. Cell Death Dis. 2018, 9,
928. [CrossRef] [PubMed]

6. Wang, X.; Wu, W.K.K.; Gao, J.; Li, Z.; Dong, B.; Lin, X.; Li, Y.; Li, Y.; Gong, J.; Qi, C.; et al. Autophagy inhibition enhances PD-L1
expression in gastric cancer. J. Exp. Clin. Cancer Res. 2019, 38, 140. [CrossRef] [PubMed]

7. Spirina, L.; Avgustinovich, A.; Afanas’ev, S.; Volkov, M.; Dobrodeev, A.; Cheremisina, O.; Kostromitsky, D. PD-L1 Status in Gastric
Cancers, Association with the Transcriptional, Growth Factors, AKT/mTOR Components Change, and Autophagy Initiation. Int.
J. Mol. Sci. 2021, 22, 11176. [CrossRef] [PubMed]

8. Wang, Z.; Wang, X.; Xu, Y.; Li, J.; Zhang, X.; Peng, Z.; Hu, Y.; Zhao, X.; Dong, K.; Zhang, B.; et al. Mutations of PI3K-AKT-mTOR
pathway as predictors for immune cell infiltration and immunotherapy efficacy in dMMR/MSI-H gastric adenocarcinoma. BMC
Med. 2022, 20, 133. [CrossRef]

9. Chida, K.; Kawazoe, A.; Kawazu, M.; Suzuki, T.; Nakamura, Y.; Nakatsura, T.; Kuwata, T.; Ueno, T.; Kuboki, Y.; Kotani, D.; et al. A
Low Tumor Mutational Burden and PTEN Mutations Are Predictors of a Negative Response to PD-1 Blockade in MSI-H/dMMR
Gastrointestinal Tumors. Clin. Cancer Res. 2021, 27, 3714–3724. [CrossRef] [PubMed]

10. Samstein, R.M.; Lee, C.H.; Shoushtari, A.N.; Hellmann, M.D.; Shen, R.; Janjigian, Y.Y.; Barron, D.A.; Zehir, A.; Jordan, E.J.; Omuro,
A.; et al. Tumor mutational load predicts survival after immunotherapy across multiple cancer types. Nat. Genet. 2019, 51,
202–206. [CrossRef] [PubMed]

11. Sinha, D.; Moseley, P.; Lu, X.; Wright, Q.; Gabrielli, B.; Frazer, I.H.; Cruz, J.L.G. Repurposing of Commercially Existing Molecular
Target Therapies to Boost the Clinical Efficacy of Immune Checkpoint Blockade. Cancers 2022, 14, 6150. [CrossRef] [PubMed]

http://doi.org/10.3390/cimb44070190
http://doi.org/10.2174/1381612826666201120155120
http://doi.org/10.2174/1381612826666201120155120
https://doi.org/10.2217/fon-2018-0581
https://www.ncbi.nlm.nih.gov/pubmed/30777447
https://doi.org/10.1245/s10434-020-09405-6
https://www.ncbi.nlm.nih.gov/pubmed/33393029
https://doi.org/10.4143/crt.2022.094
https://www.ncbi.nlm.nih.gov/pubmed/35609622
https://doi.org/10.1016/j.intimp.2021.107443
https://www.ncbi.nlm.nih.gov/pubmed/33581579
https://doi.org/10.1038/s41419-018-0988-9
https://www.ncbi.nlm.nih.gov/pubmed/30206229
https://doi.org/10.1186/s13046-019-1148-5
https://www.ncbi.nlm.nih.gov/pubmed/30925913
https://doi.org/10.3390/ijms222011176
https://www.ncbi.nlm.nih.gov/pubmed/34681840
https://doi.org/10.1186/s12916-022-02327-y
https://doi.org/10.1158/1078-0432.CCR-21-0401
https://www.ncbi.nlm.nih.gov/pubmed/33926917
https://doi.org/10.1038/s41588-018-0312-8
https://www.ncbi.nlm.nih.gov/pubmed/30643254
https://doi.org/10.3390/cancers14246150
https://www.ncbi.nlm.nih.gov/pubmed/36551637


Curr. Issues Mol. Biol. 2023, 45 7649

12. Wu, Y.; Cao, D.; Qu, L.; Cao, X.; Jia, Z.; Zhao, T.; Wang, Q.; Jiang, J. PD-1 and PD-L1 co-expression predicts favorable prognosis in
gastric cancer. Oncotarget 2017, 8, 64066–64082. [CrossRef] [PubMed]

13. Spirina, L.V.; Avgustinovich, A.V.; Bakina, O.V.; Afanas’ev, S.G.; Volkov, M.Y.; Kebekbayeva, A.Y. LC3B, mTOR, AMPK Are
Molecular Targets for Neoadjuvant Chemotherapy in Gastric Cancers. Curr. Issues Mol. Biol. 2022, 44, 2772–2782. [CrossRef]
[PubMed]

14. Sah, B.K.; Zhang, B.; Zhang, H.; Li, J.; Yuan, F.; Ma, T.; Shi, M.; Xu, W.; Zhu, Z.; Liu, W.; et al. Neoadjuvant FLOT versus SOX
phase II randomized clinical trial for patients with locally advanced gastric cancer. Nat. Commun. 2020, 11, 6093. [CrossRef]
[PubMed]

15. Kang, Y.K.; Chen, L.T.; Ryu, M.H.; Oh, D.Y.; Oh, S.C.; Chung, H.C.; Lee, K.W.; Omori, T.; Shitara, K.; Sakuramoto, S.; et al.
Nivolumab plus chemotherapy versus placebo plus chemotherapy in patients with HER2-negative, untreated, unresectable
advanced or recurrent gastric or gastro-oesophageal junction cancer (ATTRACTION-4): A randomised, multicentre, double-blind,
placebo-controlled, phase 3 trial. Lancet Oncol. 2022, 23, 234–247. [PubMed]

16. Fuchs, C.S.; Doi, T.; Jang, R.W.; Muro, K.; Satoh, T.; Machado, M.; Sun, W.; Jalal, S.I.; Shah, M.A.; Metges, J.P.; et al. Safety and
Efficacy of Pembrolizumab Monotherapy in Patients with Previously Treated Advanced Gastric and Gastroesophageal Junction
Cancer: Phase 2 Clinical KEYNOTE-059 Trial. JAMA Oncol. 2018, 4, e180013. [CrossRef] [PubMed]

17. Li, S.; Yu, W.; Xie, F.; Luo, H.; Liu, Z.; Lv, W.; Shi, D.; Yu, D.; Gao, P.; Chen, C.; et al. Neoadjuvant therapy with immune checkpoint
blockade, antiangiogenesis, and chemotherapy for locally advanced gastric cancer. Nat. Commun. 2023, 14, 8. [CrossRef]
[PubMed]

18. Dong, W.; Gong, M.; Shi, Z.; Xiao, J.; Zhang, J.; Peng, J. Programmed Cell Death-1 Polymorphisms Decrease the Cancer Risk: A
Meta-Analysis Involving Twelve Case-Control Studies. PLoS ONE 2016, 11, e0152448. [CrossRef] [PubMed]

19. Lin, X.; Zhao, Y.; Song, W.M.; Zhang, B. Molecular classification and prediction in gastric cancer. Comput. Struct. Biotechnol. J.
2015, 13, 448–458. [CrossRef] [PubMed]

20. Guo, H.; Tang, H.; Zhao, Y.; Zhao, Q.; Hou, X.; Ren, L. Molecular Typing of Gastric Cancer Based on Invasion-Related Genes and
Prognosis-Related Features. Front. Oncol. 2022, 12, 848163. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.18632/oncotarget.19318
https://www.ncbi.nlm.nih.gov/pubmed/28969052
https://doi.org/10.3390/cimb44070190
https://www.ncbi.nlm.nih.gov/pubmed/35877414
https://doi.org/10.1038/s41467-020-19965-6
https://www.ncbi.nlm.nih.gov/pubmed/33257672
https://www.ncbi.nlm.nih.gov/pubmed/35030335
https://doi.org/10.1001/jamaoncol.2018.0013
https://www.ncbi.nlm.nih.gov/pubmed/29543932
https://doi.org/10.1038/s41467-022-35431-x
https://www.ncbi.nlm.nih.gov/pubmed/36596787
https://doi.org/10.1371/journal.pone.0152448
https://www.ncbi.nlm.nih.gov/pubmed/27031235
https://doi.org/10.1016/j.csbj.2015.08.001
https://www.ncbi.nlm.nih.gov/pubmed/26380657
https://doi.org/10.3389/fonc.2022.848163
https://www.ncbi.nlm.nih.gov/pubmed/35719914

	Introduction 
	Materials and Methods 
	Clinical Characteristics of Patients 
	Molecular Characteristics of Tumors 
	RNA Extraction 
	Determination of LC3B Content 
	Immunohistochemical Staining of PD-L1 


	Results 
	Discussion 
	Conclusions 
	Appendix A
	References

