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Supplementary Figure S1  
The overview of the protein-protein interaction (PPI) network analysis of the overlapping genes. The 
584 genes were input into the STRING database, and achieved a PPI network of 214 nodes and 428 
edges. The nodes represent the query proteins, and the edges represent protein-protein associations. 
The color of the nodes was proportional to the number of degrees. The darker the node’s color was, 
the more multi-functional the protein was. 


