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Supplemental Figure S1B o _
Xenobiotic Metabolism
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Supplemental Figure S1C
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Supplemental Figure S1D
Glycolysis Cholesterol Homeostasis
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Supplemental Figure S1E
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Supplemental Figure S2A
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Supplemental Figure S3 (Movies)
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Supplemental Figure S4A
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Supplemental Figure S4B

Vasicine (peganine) in Vasaka Isoorientin (Homoorientin; Luteolin 6-C-glucoside) in Vasaka
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Supplemental Figure S5a
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Relative Abundance

Supplemental Figure S5b
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Supplemental Figure S6A

9(10)-EpOME in Vasaka 12(13)-EpOME in Vasaka
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Supplemental Figure S6B

9,10-DiIHOME in Vasaka 12,13-DiHOME in Vasaka
Top: mzspec: GNPS: TASK-70ee48d645ee477d979dbcf5Sh7bd8eb6-spec/spec-00019.mzML:scan:7124 Top: mzspec:GNPS:TASK-70ee48d6435ee477d979dbcef5b7bd8eb6-spec/spec-00019.mzML:scan: 7062
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Supplemental Figure S6C

9(S)-HODE in Vasaka (Positive ESI) 13(S)-HODE in Vasaka
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Supplemental Figure S6D

9-ox00DE/9-KODE in Vasaka
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Supplemental Figure S6E

13-HpODE in Vasaka
9-HpODE in Vasaka
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Supplemental Figure S6F
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Supplemental Figure S7

TRPA1 Activation TRPA1 Activation +A967079 TRPA1 Inhibition

*okok ok 60

@
[=]
]

o
=]
1
*
*
*
*
o
o
L
*
*
*
%

N
o
1

Calcium Flux
(% lonomycin)
= N w B
o o o o
L 1 1 L
E ‘
[ ]
o3
b
b
J
Calcium flux
(%lonomycin)
n w
o o o
L 1 1

Calcium flux

(%lonomycin)
o 5 8 8 8
L L L L L
>
[+
[«

10
e T T T T I
> M N N N © T T
& N © & & 9 RS O T TR R R
<@ NS N N N N & &3 W & N N &
<& & S & & 9 o3 N3 oY of 2 < <
v o & & L & & © &S & o
o qg\ & o \5\0 . ,O‘@ o K R



	Slide 1
	Slide 2
	Slide 3
	Slide 4
	Slide 5
	Slide 6
	Slide 7
	Slide 8
	Slide 9
	Slide 10
	Slide 11
	Slide 12
	Slide 13
	Slide 14
	Slide 15
	Slide 16
	Slide 17
	Slide 18
	Slide 19

