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Figure S1: IL-12 profile in serum. MSD-VPLEX Inflammatory Panel of blood serum from TBI
patients and age matched controls. Box and whisker plots show mean and quartiles. Dots
correspond to data points outside the 5" and 95 percent confidence interval. N: Control: 21,

TBI: 45.
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Figure S2: A) Autocorrelation Plot of all analytes examined in this study; B) p-values for the
respective comparisons shown in the autocorrelation plot.
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Figure S3: Residual Analysis. Residual analysis of the multivariate linear regression models used to explain GCS (A)

and GOS-E (B) were performed to determine the goodness of fit of each of the models.



