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Table S1. The effect of interfering materials at 10~ glucose, 107! glucose+102 interfering species.

Change in Absorbance

. Absorbance (A) at Amax = (AA) Compared to Absorb-
Sample Solution

530 nm ance of the Glucose (0.578
a.u.)
Glucose 0.578 ---
Glucose + sodium pyruvate 0.548 -0.030
Glucose + arginine 0.624 +0.046
Glucose + glutamic acid 0.574 -0.004
Glucose + tryptophan 0.574 -0.004
Glucose + leucine 0.597 +0.019
Glucose + sodium lactate 0.609 +0.031
Glucose + phenylalanine 0.599 +0.021

Table S2. The effect of different interfering ions at different concentrations.

Change in Absorbance
Sample Absorbance (A) at (AA) Compared to Ab-
Solution Amax=530nm sorbance of the Glucose
(0.576 a.u.)
10-* M glucose 0.576 -
10-M glucose +10“M sodium pyruvate 0.532 -0.044
102 M glucose 0.578 -
10M glucose +10-°*M sodium pyruvate 0.574 -0.004
10! M glucose 0.59 ---
10-"M glucose +102M sodium pyruvate 0.56 -0.03
10-* M glucose 0.955 -
10> M glucose + 10~ M arginine 0.996 +0.041
102 M glucose 0.952 ---
102 M glucose + 10 M arginine 0.953 +0.001
10 M glucose 0.974 -—-

101 M glucose + 102 M arginine 1.02 +0.046
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10 M glucose 1.031 ---

10 M glucose + 104 M glutamic acid 0.952 -0.079
102 M glucose 0.957 --—-

102 M glucose + 10 M glutamic acid 0.962 +0.005
101 M glucose 0.992 -—-

10 M glucose + 102 M glutamic acid 0.988 -0.004
10 M glucose 1.239 --—-

10 M glucose + 104 M glutamic acid 1.245 +0.006
102 M glucose 1.237 -—-

102 M glucose + 10 M glutamic acid 1.235 -0.002
10 M glucose 1.233 -—-

10' M glucose + 102 M glutamic acid 1.229 -0.004
10 M glucose 0.677 -—-

10 M glucose + 10~ M leucine 0.753 +0.076
102 M glucose 0.738 ---

102 M glucose + 10 M leucine 0.812 +0.074
10 M glucose 0.716 -—-

10! M glucose + 102 M leucine 0.735 +0.019
10 M glucose 0.554 ---

10 M glucose + 10 M lactate 0.601 +0.047
102 M glucose 0.592 -—-

102 M glucose + 10 M lactate 0.63 +0.038
10 M glucose 0.656 -

10! M glucose + 102 M lactate 0.687 +0.031
10 M glucose 1.083 -

10 M glucose + 10~ M phenylalanine 1.095 +0.012
102 M glucose 1.107 -—-

102 M glucose + 10 M phenylalanine 1.142 +0.035
10 M glucose 1.07 -

10 M glucose + 102 M phenylalanine 1.091 +0.021
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Figure S1. "H-NMR spectra of (a) glucose, (b) ionophore-NPBA, and (c) their mixture (glucose—
NPBA complex).



