Supplementary data, Figure S1. Bayesian cladogram based on a fragment of the mitochondrial ND4 gene.
The numbers above and below branches are Bayesian posterior probabilities and maximum likelihood ultrafast bootstrap values

Green: Platysternon megacephalum megacephalum/shiui

Red: P. m. peguense (Subclade 1)

Orange: P. m. peguense (Subclade 2)

Blue: P. m. peguense (Subclade 3)
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