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Figure S1. Alignment of consensus sequence of H.dauricus and other
sturgeon around the insertion (including the upstream and downstream
sequences of 300 bp). The red underline marks the specific insertion of
H.dauricus. The green and blue underline mark the dominant and co-dominant
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CAATATGAATGGGTTGTCAGTACTGTAATAGTAACAGTATCAATGTTCCTTGTTGTTTGACTGC: C TTCAGTTTTTAACAGCTGC
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CCTCTGTTC: CTGGTTTTTTGTACCTC TGGCGGCTCTATTTGTCATT Primer pair(Hdau216p)
CCTCTGTTC: CTGTTTTTTT CTC. T GGCTC ATT ———— Primer pair(Hdau195I)

primers(Hdau216p/Hdau195I) respectively.



