
 
Table S1 Primers used for gene expression validation 

Gene ID Description Sequence (5′-3′) 

TRINITY_DN55519_c0_g1 atp1a3a F:TCGACGCCCACGGATTAAAG 

  R:TGCTATGCGACCCATGACTG 

TRINITY_DN52256_c1_g1 CAP_ED F:TTCAGCCGCCTTCCTATTTC 

  R:CTTGCCTGTGATTCAGATCG 

TRINITY_DN45331_c0_g1  EFh F:CGCGTCAGGGAAATCTATTG 

  R:CTCTACTGACCTCGAACTTG 

TRINITY_DN45723_c0_g1 Na_K-ATPase F:CACTGCAACTGACAGGAATG 

  R:GCCTGCAGATTCAACGTTAG 

TRINITY_DN51579_c5_g2 CNGA1-3 F:ACTCACCCTACTCCACTACG 

  R:TGAGGAGGAGGAGGATGAAG 

TRINITY_DN52760_c7_g1 map2k1 F:CATACTCGGCAAGATCAGTG 

  R:GGTTCCGACGAACGAATTAG 

TRINITY_DN45700_c0_g1 
Calmodulin and 
related proteins F:TCAACACCGACCTGATGATG 

  R:GGAGAAGCAGTCGAAGATAG 

TRINITY_DN52686_c0_g2 
Calcium transporting 
ATPase 

F:TTTGACTCGACGTTGCTGTG 

  R:CATCGGAGAGTCCTCTAATG 

TRINITY_DN57869_c1_g1 PI-PLC-X F:ATCTACTCTTTGGGCGTTCC 

  R:GGTATCTGCCACTGAAACTC 

TRINITY_DN48705_c0_g1 STKc_cGK F:GAGAACTGCTACCGTCAGAG 

  R:GACTGCTGATGATGCTATGC 

TRINITY_DN55158_c1_g3 BKKCa 3 F:GCGTCTCCAGAAGTCCAAAC 

  R:AGCCACTTGTGAGACCAATC 

TRINITY_DN50768_c0_g1 SERCA F:TACGAATGGCTCGACGAAAG 

  R:TGGCCCAAATGAACTACCTG 

TRINITY_DN58008_c0_g1 HSL F:TGCCATAGAAAGGCTCAAGG 

  R:AGTGCTGCACCCATCTTATC 

TRINITY_DN56475_c0_g2 PBP1_NPR F:CACTTGACCCTCCAATTGAC 

  R:GCCTGCAAATAGGACTGAAC 

TRINITY_DN51639_c0_g1 G-alpha F:CAACAATCGCTGGTTCAAGG 

  R:CGCAGGTGAAATGCGTGTAG 

 


