
Table S5 FW_vs_SW.UP AND DOWN_KEGG_enrichment 
id Description Significant UP DOWN Annotated Pvalue Qvalue 

ko04024 cAMP signaling 

pathway 
54/724 2 52 590/27594 1.87E-15 9.13E-14 

ko04261 Adrenergic 

signaling in 

cardiomyocytes 

52/724 3 49 478/27594 4.52E-18 6.62E-16 

ko04022 cGMP - PKG 

signaling 

pathway 

52/724 3 49 518/27594 1.40E-16 1.02E-14 

ko04510 Focal adhesion 52/724 8 44 722/27594 6.32E-11 7.11E-10 

ko04144 Endocytosis 52/724 3 49 1152/27594 0.000113008 0.000271063 

ko04151 PI3K-Akt 

signaling 

pathway 

49/724 4 45 981/27594 1.46E-05 4.65E-05 

ko04015 Rap1 signaling 

pathway 
48/724 8 40 555/27594 5.85E-13 1.07E-11 

ko04010 MAPK signaling 

pathway 
48/724 17 31 751/27594 1.65E-08 1.11E-07 

ko04921 Oxytocin 

signaling 

pathway 

47/724 7 40 526/27594 3.18E-13 7.75E-12 

ko04810 Regulation of 

actin 

cytoskeleton 

46/724 9 37 752/27594 1.19E-07 6.02E-07 

ko04020 Calcium 

signaling 

pathway 

43/724 2 41 477/27594 2.47E-12 3.62E-11 

ko04360 Axon guidance 42/724 2 40 461/27594 3.17E-12 4.21E-11 

ko04014 Ras signaling 

pathway 
41/724 2 39 527/27594 7.42E-10 6.78E-09 

ko04390 Hippo signaling 

pathway 
40/724 6 34 432/27594 6.35E-12 7.74E-11 

ko04972 Pancreatic 

secretion 
36/724 4 32 321/27594 2.72E-13 7.75E-12 

ko04728 Dopaminergic 

synapse 
36/724 1 35 418/27594 5.43E-10 5.67E-09 

ko04910 Insulin signaling 

pathway 
36/724 0 36 663/27594 3.75E-05 0.000105413 

ko04530 Tight junction 33/724 7 26 415/27594 2.03E-08 1.29E-07 

ko04919 Thyroid 

hormone 

signaling 

pathway 

33/724 8 25 491/27594 9.82E-07 4.10E-06 



ko04722 Neurotrophin 

signaling 

pathway 

32/724 0 32 459/27594 6.49E-07 2.79E-06 

ko04970 Salivary 

secretion 
31/724 4 27 256/27594 1.65E-12 2.68E-11 

ko04013 MAPK signaling 

pathway - fly 
31/724 0 31 379/27594 2.86E-08 1.61E-07 

ko04114 Oocyte meiosis 31/724 1 30 521/27594 2.35E-05 7.03E-05 

ko04068 FoxO signaling 

pathway 
30/724 1 29 506/27594 3.39E-05 9.92E-05 

ko04670 Leukocyte 

transendothelial 

migration 

29/724 7 22 326/27594 1.27E-08 9.30E-08 

ko04520 Adherens 

junction 
29/724 6 23 330/27594 1.67E-08 1.11E-07 

ko04915 Estrogen 

signaling 

pathway 

29/724 0 29 416/27594 2.16E-06 8.55E-06 

ko04145 Phagosome 29/724 0 29 644/27594 0.003675173 0.00716981 

ko04911 Insulin secretion 28/724 3 28 188/27594 1.16E-13 4.24E-12 

ko04270 Vascular 

smooth muscle 

contraction 

27/724 2 25 328/27594 1.96E-07 9.25E-07 

 
 
 
 
 
 
 
 
 
 


