Table S2. Statistic summary of sequencing data.

Items FW SW
Raw data 59119968 45418088
Raw bases(bp) 8867995200 6812713200
Average reads length of raw 150 150
bases(bp)
Q20 bases(bp) 8623049242 6607824764
Q20 (%) 97.24% 96.99%
Clean data 57361528 43641780
Clean bases(bp) 8297792492 6339940190
Average reads length of 144 66 145.27
Clean bases(bp)
Q20 bases(bp) 8139091232 6213834036
Q20(%) 98.09% 98.01%




