












[bookmark: _Toc46095490][bookmark: _Toc46251770]Supplementary Figure7. Phenogram of Hail 1072 accessions based on SRAP data constructed according to Jaccard (1908) genetic similarity matrix and clustered with the UPGMA method. Each arm of the tree corresponds to the scaled genetic similarity. Numbers at the branches indicate bootstrap values, computed from 100 replications of the data.
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