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Module Membership in magenta4 module
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Module Membership in plum4 module
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Module Membership in brown4 module
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Module Membership in magenta4 module
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Module Membership in plum4 module
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Module Membership in deeppink module
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Module Membership in deeppink module
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Figure S1. Correlation between WGCNA parameters. Scatterplots of gene significance for ERL-resistance and EMT intermediate 
phenotypes versus module membership and connectivity of selected modules. In brown4, magenta4, and plum4, gene significance for 
ERL-resistance and/or EMT intermediate phenotype exhibit good significant correlations (ρs > 0.3, p-value < 0.05) implying that hub 
genes of the module also tend to be correlated with the biological phenotypes of interest. Conversely, the module membership and 
connectivity parameters of the deeppink module members don’t show any significant correlation with either ERL-resistance or EMT
intermediate phenotypes. ERL = erlotinib; EMT = epithelial-mesenchymal transition.


