Mass spectra of oligonucleotides.

RNA substrate
5’ — CUC AAG UCU UGU AUG GGA CUC 3’; M(calc) 6650.018
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wt-Dz
5’ — GAG TCC CAT A GG CTA GCT ACA ACG A AA GACTTG AG 3’; M(calc) 10798.107

221202 MCDNA 89 (0.917) M1 [EVO,It14] (Gs,0.040,717:2000,0.10,L33,R33); Cm (58:98)
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RcdA5-Dz
5’ — GAG TCC CAT A GGCT R-cdAGCT ACA ACGA AA GAC TTG AG 3’; M(calc) 10796.047

’
221202_DNATSRA 97 (0.997) Sb (25.15.00 ). M1 [Ev-367470.1t21] (Gs,0.040,717:2000,0.10,L33.R33); Cm (97:193)
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ScdA5-Dz

5’ — GAG TCC CAT A GG CT S-cdAGCT ACA ACG A AAGAC TTG AG 3’; M(calc) 10796.047
221202_DNA15SA 25 (0.277) Sm (SG, 1x2.00); M1 [Ev-327261.1t22] (Gs,0.040,758:2000,0.10,L33,R33); Cm (17:78) 1: TOF MS ES-
100 10795.8008 5.94e5
10794.8008
10796.8008
10793.8008
10797.8008
< 10792.8008 il 10798 9004
10799.8008
10791.8008 10833.8008
10800.8008 108234.8008
10835.8008
_ 10849 8008
10790.8008 ‘ ’\ 10871 .8008 10893.8008
b {\I{ T iy
|
W MWW,\JJ . w}U ” “”L nmh | I ‘ Lh;' ﬂ “ ‘JUWH l | i,"’h'h\li’t!' hH \ﬁl"r'l"wu\ Wv't".";uu%“u‘hu'n“.“,'ﬁu'ﬂ‘n“ﬂ.’mﬂ‘fwJw.mm W
1 D".’GD I 107:'80 I 1DSDD 1 0820 10340 1 0860

10380

T Mass
10900 10920 10940 10960



RcdA15-Dz
5’ — GAG TCC CAT A GG CTA GCTACA ACG R-cdA AA GAC TTG AG 3’; M(calc) 10796.047

221202_DNAZ25RA 89 (0.917) Sb (25,15.00 ); M1 [Ev0,It19] (Gs,0.040,925:1907,0.10,L33,R33); Cm (88:131)
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ScdA15-Dz

5’ — GAG TCC CAT A GG CTA GCTACA ACG S-cdA AA GAC TTG AG 3’; M(calc) 10796.047

221202_DNA25SA 161 (1.637) M1 [Ev-177214 1t16] (Gs,0.040,1113:2000,0.10,L33,R33); Sb (25,15.00 ); Cm (126:197)
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