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Figure S1. Workflow for predicting the structure of aptamers and
selecting target proteins.

Table S1. Plasma membrane proteins differentially expressed in the MDA-
MB-231 strain selected after the validation stage.

Gene ID UNIPROT Cellular location (Uniprot)
CSKP 014936-3 plasma membrane
TMEM205 K7ELQ9 plasma membrane
TM209 Q965K2-2 plasma membrane
TM245 Q9H330-2 plasma membrane
SCAM4 Q969E2-2 plasma membrane
AGRE5 P48960 plasma membrane
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Figure S2. Representation of the electrostatic potential of the proteins
selected for the molecular docking step. Analysis of the electrostatic
potential of the CASPK (A), TM9S3 (B), TMEM205 (C), and CD151 (D)
proteins. Blue indicates a positive charge and red indicates a negative
charge.



