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Supplementary Figure S1.  Primer sequences and PCR conditions for mice genotyping. 
A) Shown are the primer sequences used for OGT, ApoE and Myh11-Cretg genotyping, B) 
PCR cycling conditions used for mice genotyping.  



 

2 

Supplementary Figure S2.  Real-time PCR conditions. A) qPCR primer sequences and 
B) qPCR cycling conditions. 

Supplementary Figure S3. (A-C) Validation of SMC-specific OGT deletion in ApoE-/- mice. 
Aortic lysates derived from smOGTWTApoE-/- and smOGTKOApoE-/- mice were subjected to 
immunoblotting.  Shown are representative immunoblots and corresponding summary 
graphs depicting fold-change in protein expression normalized to Ponceau S for total 
protein staining. D-E) Western diet feeding increases fasting blood glucose levels 
accompanied with increased O-GlcNAc protein expression in the aortic vessels of 
smOGTWTApoE-/- mice. n=7-11 mice per group, ****p<0.0001. 
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Supplementary Figure S4.  Full blots for Figure 4 images.  Blue box outlines the bands 
used in the corresponding images. 

Supplementary Figure S5.  Plaque area, lipid burden and SM contractile marker 
expression in normal chow-fed smOGTWTApoE-/- and smOGTKOApoE-/- mice. Shown are 
representative A) hematoxylin & eosin (H&E)- and B) Oil red O-stained images of aortic 
root sections derived from 14-wks old normal chow-fed smOGTWTApoE-/- and 
smOGTKOApoE-/- mice.  Representative immunoblots of aortic lysates from normal chow-
fed smOGTWTApoE-/- and smOGTKOApoE-/- mice depicting O-GlcNAc, LMOD1 and ACTA2 
expression are shown in panel C); Ponceau S shows total protein staining. 

Supplementary material:  The following Supplemental data are included in this 
manuscript: Supplementary Figures S1-S5. 

 


