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Figure S1. (a) The cell viability of HEK293 incubated with various concentrations of ZQX-1 in
the dark for 4 h, followed by irradiation at 420 nm for 20 min and further incubation in the dark
for 0.5 h. The cell viability (%) of HEK293T cells are present as mean + SD, n=6. (b) Ru
concentrations determined by ICP-MS in A549, HeLa and HEK293T cells exposed to ZQX-1 (5
uM) for 4 h in the dark. All results are present as mean + SD, n=3.
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Figure S2. Differentially expressed proteins (DEPs) identified in A549 cells in LZ group with a
fold changes (FC) <-1.2 and > -1.3 (a) or of > 1.2 and < 1.3 (b), compared to those in A549 cells in
LB group.
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Figure S3. Bioinformatics
analysis of the differentially
expressed proteins (DEPs) with
|[FC| > 1.2 identified in A549
cells exposed to 0.5 uM of
7ZQX-1 under irradiation at 420
nm. Top 20 GO annotated (a)
cellular component, (b)
molecular functions and (c)
biological process of the DEPs.
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Figure S4. The KEGG pathway annotation of the differentially expressed proteins with |[FC| > 1.2
identified in A549 cells treated with 0.5 uM of ZQX-1 under irradiation at 420 nm.
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Figure S5. Schematic diagram generated by IPA of EIF2 signaling pathway with which the DEPs
with [FC| >1.2, identified in A549 cells exposed to 0.5 uM of ZQX-1 under irradiation at 420 nm,

are associated. The red color represents the protein (or complex) upregulated, green

downregulated.
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Figure S6. Schematic diagram generated by IPA of elF4 and p70S6K signaling pathway with which
the DEPs with |[FC| > 1.2, identified in A549 cells exposed to 0.5 uM of ZQX-1 under irradiation at 420
nm, are associated. The red color represents the protein (or complex) upregulated, green
downregulated.
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Figure S7. Schematic diagram generated by IPA of oxidative phosphorylation signaling pathway
with which the DEPs with |[FC| > 1.2, identified in A549 cells exposed to 0.5 uM of ZQX-1 under
irradiation at 420 nm, are associated. The red color represents the protein (or complex)

upregulated, the orange represents the complex or compound predictively upregulated
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Figure S8. Schematic diagram generated by IPA of granulocyte-macrophage colony-stimulating factor
(GM-CSF) signaling pathway with which the DEPs with |[FC| = 1.2 identified in A549 cells exposed to
0.5 uM of ZQX-1 under irradiation at 420 nm. The red represents the protein (or complex) upregulated,
green downregulated.
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Figure S9. Schematic diagram generated by IPA of TCA cycle 1 signaling pathway with which the
DEPs with [FC[>1.2, identified in A549 cells exposed to 0.5 uM of ZQX-1 under irradiation at 420 nm,
are associated. The red color represents the protein (or complex) upregulated.



Ingenuity Canonical Pathways

W positive z-score z-score =0 M negative z-score no activity pattern available

2 Hlﬂﬂﬂﬂﬂlﬂlﬂﬂﬂﬂnnnnn
[ JELIL LT UREARECA 0L LRI

S

B PP PO P e B P S BB

SRPLFPFPIFLLLEL 2 D& B W

PO NP P ® g_',\‘i?\cb
22 e &

B & {(\ e&\ G{;‘\ ,\0 QV‘ R

RWEFEE S R
N &

Figure S10. The Top 20 canonical pathways with which the DEPs with |[FC| > 1.2, identified in A549
cells exposed to 0.5 uM of ZQX-1 under irradiation at 420 nm, are associated. Green line indicates p <
0.05; Orange represents activation of the pathway, blue inhibition of the pathway.
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Figure S11. Schematic diagram generated by IPA of HIF1a signaling pathway with which the
DEPs with |FC| > 1.2, identified in A549 cells exposed to 0.5 uM of ZQX-1 under irradiation at
420 nm, are associated. The red color represents the protein (or complex) upregulated, green
downregulated.
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Figure S12. Schematic diagram generated by IPA of integrin signaling with which the DEPs with
|[FC| > 1.2, identified in A549 cells exposed to 0.5 uM of ZQX-1 under irradiation at 420 nm, are
associated. The red color represents the protein (or complex) upregulated, green downregulated.



Table S1. MS/MS raw data for protein identification and quantification in A549 cells.

Checked |FDR |Master | Accession n |value: |score [ hPeptides #PSMs peptides #AAs MW [kDal calc ol |Sequest | (by Search Process | Compene Function Plam Ds GenelD | GenelD |Symbol |me |Pathways ways Pathways Pathway |eRatio: | (Contro) T ereto s e s [Sample: Sample: |Sample: Sample: |Sample: Sample: |Groups ons
FALSE |High  Master Prc QINYI-1 Cytochrom 0 6264 2 2 3 2 87 101 6.04 5.67 2  cell organi mitochonc Pf06747 51287  |ENSGO000 COA4 11 Mitochonc 2 High High  High High  High High 1
FALSE |High  Master Prc 015116 U6 snRNA o 7447 12 1 1 1 133 152 522 247 1 metabolic cytoplasm protein bir P01423 27257 |ENSGO00O LSM1 |8 RNA degra MRNA dec a High High  High High  High High 1
FALSE |High  Master Pr QUNZN8-1 CCRA-NOT 0001  4.398 2 1 2 1 540 597 766 484 1 cell differe cvtoplasm catalvtic a Pf04153 4848 ENSGO00D CNOT2 |12 RNA degra P53 requl 10 High High  High High  High High 1
FALSE | Medium | Master Pr Q9YSS2  Serine/thr 0023 1533 1 1 1 1 142 637 171 1 cell organi cytoplasm| catalytic a Pf00038,F 9578 ENSGO00D CDCA28PB 14 [ High High  High High  High High 1
FALSE High  Master Pr QUUPUS  Ubiauitin « 0 14633 1 3 4 3 260 2942 6.14 399 3| metabolic catalvtica Pf00443,F 23358 ENSGO00D USP24 |1 Ub-specific 4 High High  High High  High High 1
FALSE |High  Master Prc QSHYK3-1 2-methoxy 0002  3.584 4 1 1 1 327 371 695 0 1 metabolic membrane catalytic a P01170,F 84274  ENSGO00D COQS |12 Ubiquinon Ubiauinol 3 High High  High High  High High 1
FALSE |High  MasterPr(QQULV3 Ciplinter: 0003 2849 1 1 1 1 898 100 6.11 183 1 membrane metal ion | Pf12171 25792 ENSGO00O CIZ1 9 o High High  High High  High High 1
FALSE |High  MasterPr(PS2758  2-minobu 0002  3.548 12 1 2 1 137 145 8.68 415 1 metabolic cytoplasm  catalytic a P01042 10247 | ENSGO0OO HRSP12; R 8 [ High High  High High  High High 1
FALSE |High  Master Prc Q8TAS6 retinitispi 0004 2771 4 1 1 1 221 26.1 9.79 174 1 metabolic cvtosolnu| metal ion 6100 ENSG0000 RP9 7 Spliceoson 1 High High  High High  High High 1
FALSE | Medium | Master Prc QOUHN6-] Cell surfac 001 2.049 1 1 1 1 1383 143 815 0 1 developm( membran¢ catalytic a P10162 23670  ENSGO00D TMEM2 |9 [ High High  High High  High High 1
FALSE |High | Master Prq Q13243-1 Serine/arg 0 29684 2 6 10 5 272 312 1159 20 6 cell organi cytosol:nu protein bir Pf00076, F 6430 | ENSGO000 SRSFS 14 Heroes sim mRNA Pro Cleavage ¢ 14 High High  High High  High High 1
FALSE |High  Master Pr P02649  Apolipoprc 0004  2.643 3 1 1 1 317 361 573 182 1 cell comm cytoplasm  antioxidan Pf01442 348 ENSGO00D APOE |19 Alzheimer' Vitamin 81 Post-trans| EE] High High  High High  High High 1
FALSE | High  Master Pr QSWVMO Dimethvla o san 10 3 3 3 346 395 9.26 225 3 cell organi mitochonc catalytic a Pf00398 51106 ENSGO00O TFBIM 6 Energy Me Transcripti 9 High High  High High  High High 1
FALSE High  Master Pr QUIO9  NADH deh 0 1318 2 3 3 3 145 7.1 9.63 488 3 cell organi cytosol;me catalytic a PfOS071 55967 | ENSGOOOO NDUFA12 12 Parkinson' Electron Ty Complex | 12 High High  High High  High High 1
FALSE |High  Master Pr QINUQ7 Ufml-spec 0005 2554 2 1 1 1 469 53.2 7.01 2.96 1 metabolic cvtoplasm catalvtica P07910 55325 | ENSGO00O UFSP2 |4 [ High High  High High  High High 1
FALSE |Medium | Master Pr QINWS | Androgen- 0032 1394 4 1 1 1 25 282 825 0 1 membrane protein bir Pf04750 51390 ENSGO0D AIG1 6 [ High High  High High  High High 1 (sl
FALSE | Medium | Master Prc QSTOF9-1 Coiled-coil 001 2.056 1 1 1 1 858 942 5.26 0 1 metabolic nucleus | DNAbindi P00168 200014  ENSG000D CC2D18 |1 [ High High  High High  High High 1
FALSE |High  MasterPr(P83436  Conserved 0004 2786 1 1 2 1 770 863 547 209 1 cell organi Golgizmen|protein bir P10191 91949 ENSG000D COG7 |16 COPL-medi 1 High High  High High  High High 1
FALSE High  Master Pr Q92783 signal tran 0 625 4 2 3 2 540 59.1 482 212 2 cell comm cytoplasm  protein bir P00018, F 8027 | ENSG000D STAM |10 Endocytosi VEGFA-VE Cargo reco 23 High High  High High  High High 1
FALSE | Medium | Master Pr QINXF1  Testisexp 0016 1703 2 1 1 1 929 1056 936 209 1 metabolic cytoplasm  protein bir P12333 54881  ENSGO00D TEXI0 |9 Major patt 4 High High  High High  High High 1
FALSE |Low Master Prc 000423-1 Echinoden  0.051 118 2 1 1 1 815 898 7.06 226 1 cell differe cytoplasm  metal ion | P00400, F 2009 ENSGO00D EMLI |14 [ High High  High High  High High 1 m2ss(100)
FALSE |High  Master Pr QHICA  Protein un o 5952 3 1 1 1 597 666 696 193 1 defense re endoplasn protein bir P05978 | 81622 ENSG000D UNC93B1 11 Trafficking, 8 High High  High High  High High 1
FALSE High | Master Prc QOUBBI-1 Tuftelin-in o 8964 3 2 2 2 837 %68 5.67 593 2 cell organi cvtoplasm  DNA bindi Pf01585,F 24144 ENSGO00D TFIP11 |22 MRNA Spli a High High  High High  High High 1
FALSE |High  Master Pr Q72422 SUZ doma o 733 19 2 2 2 152 17 895 a7 2 Pf12752,F 26099 | ENSGOOOO/SZRD1 1 [ High High  High High  High High 1
FALSE High  Master Prc Q6PIX6  UPFOS98 o 5981 7 1 1 1 216 239 9.14 381 1 Pf14956 414919 | ENSGO00D CBorf82 |8 [ High High  High High  High High 1
FALSE |High  Master Pr QOYSJS  Pleckstrin o asn 8 1 1 1 127 139 9.67 19 1 cell death; cytoplasm PfO0169 23612 | ENSGOOOO PHLDA3 1 [ High High  High High  High High 1
FALSE | Medium | Master Pr QOUH17-1DNAC-> 0016 1708 2 1 1 1 382 259 6.06 185 1 defense re nucleus | catalvtic a Pf05240,F 9582 ENSGO00D APOBEC3E 22 Formation a High High  High High  High High 1
FALSE |High  Master Pr 075976  Carboxype o 4865 2 2 2 2 1380 1528 605 215 2 metabolic membrane catalytic a Pf00246, F 1362 | ENSG000O CPD. 7 Golgi Asso. 5 High High  High High  High High 1
FALSE | Medium | Master Pr( P04156-1 Majorpric 0017 1679 3 1 3 1 253 276 9 0 1 cell organi cell surfac metal ion | Pf00377, F 5621 ENSG0000 PRNP |20 Prion disez Copper ho NCAM1 i 3 High High  High High  High High 1
FALSE |Low Master Prc QSTHR3 | EF-hand 2 0071 1035 1 1 1 1 101 1728 84 0 1 metabolic nucleus | metal ion | Pf0B976, F 64800 ENSGOOOD EFCABG |22 Androgen 1 High High  High High  High High 1 Ika083);
FALSE |High  Master Pr QSWOV3 Protein FA 0003  3.448 3 1 1 1 765 85 529 222 1 Pf10257 57700 | ENSGOOOO FAM16081 10 [ High High  High High  High High 1
FALSE | Medium | Master Prc Q6GX9-1 Methylthic 0029 1436 5 1 1 242 271 712 0 1 cell death; cytoplasm catalvtic a Pf00596 51074  ENSGO00O APIP |11 Metabolic Methionin 7 High High  High High  High High 1
FALSE |High  Master Pr( P31483  nucleolysit 0 999 8 3 4 2 386 29 7.74 0 3  cell death; cytoplasm protein bit P00076, F 7072 | ENSGO00O TIAL 2 FGFR2 alte 5 High High  High High  High High 1
FALSE | Medium | Master Pr Q9Y5Q9 | Generaltr 002 1609 1 1 1 1 886 1012 507 0 1 metabolic membrane DNA bindi Pf13414,F 9330 ENSGO00D GTF3C3 |2 RNA Polyn 6 High High  High High  High High 1
FALSE |High  Master Prc Q9Y223-1 bifunction 0 22506 8 a 5 a 722 792 68 1512 4 metabolic cytoplasm catalytic a Pf00370, F 10020 | ENSG0000 GNE 9 Metabolic Sialic acid 12 High High  High High  High High 1
FALSE |High  Master Prc P09132-1 Signal recc 0 5676 8 1 1 1 144 161 9.85 329 1 cell organi cytoplasm  protein bir P01922 | 6728 ENSGO00D SRP19 |5 Protein ex| SRP-depen 4 High High  High High  High High 1
FALSE |High | Master Prc P60983  glia matur o 9374 2 2 2 2 142 16.7 529 29 2| metabolic enzyme re Pf00241 2764 ENSGO00D GMFB |14 [ High High  High High  High High 1
FALSE |High  MasterPr(P14384  Carboxype 0002  3.886 2 1 1 1 443 505 7.36 0 1 metabolic cell surfaci catalytic a Pf00246, F 1368 | ENSGO000 CPM 12 Post-trans| 3 High High  High High  High High 1
FALSE |Low Master Prc Q8NAUS | T-complex 0062 1107 1 1 1 1 519 58.1 4.96 0 Pf05794 255304 |ENSGO00O TCP11L2 |12 [ High High  High High  High High 1
FALSE |High  Master Pr QSTGF2  Ubiquitin: 0002  3.883 1 1 1 1 19 17 734 168 1 regulation cytoplasm  protein bir P00627, F 55833 ENSGO00D UBAP2 |9 [ High High  High High  High High 1
FALSE |High  Master Pr( Q00613 heatshock 0003  3.237 2 1 1 1 529 57.2 519 204 1 cell organi chromosor DNA bindi Pf00447,F 3207 | ENSGO00O HSFL |8 Legionello Attenuatic 8 High High  High High  High High 1
FALSE |High  Master Pr Q96NA2-1 Rab-intera 0001  4.502 3 1 1 1 401 42 559 0 1 cell organi cytosolsen! protein bit Pf09744, F 83547 | ENSGOOOD RILP. 17; CHR_H Salmonellc MHC class 5 High High  High High  High High 1
FALSE | Medium | Master Prc Q13642-1 Isoform 1, 0013 1865 5 1 1 1 280 319 832 0 1 cell differe cytoplasm, metal ion | P00412 2273 |ENSGO00D FHLL (X Notch Sigr. 1 High High  High High  High High 1
FALSE |High  Master Pr( P57105  Synaptoiar 0001 4507 1 1 1 1 145 159 63 0 1 regulation membrane protein bir P00S95, F 55333 ENSGO00D SYNJ2BP |14 [ High High  High High  High High 1
FALSE |High  Master Pr 015091  Mitochonc o 6219 3 1 1 1 583 673 8.78 352 1 metabolic mitochonc catalytic a 9692 ENSGO00D KIAAD391 14 RNA proc, 5 High High  High High  High High 1
FALSE High  Master Prc Q35Y69-1 Mitochonc 0 4650 2 1 1 1 923 1017 652 324 1 metabolic |cytoplasm  catalvtic a Pf00171, F 160428  ENSGO00O ALDH1L2 |12 One carbo Metabolist 5 High High  High High  High High 1
FALSE | Medium | Master Pr 095104  Splicingfa 001 2.077 1 1 1 1 1147, 1258 9.55 184 1 nucleus | RNA bindi Pf00076, F 57466 | ENSGOO0O SCAF4 21 [ High High  High High  High High 1
FALSE |Low Master Prc P50542-1 Peroxisom 0059 1127 3 1 1 1 639 708 454 0 1 cell organi cytoplasm  protein bir Pf00S15, F 5830 ENSGO00D PEXS |12 Peroxisom €3 ubiquiti 5 High High  High High  High High 1
FALSE |High  Master Pr( P31751 | RAC-beta o 4637 2 1 1 1 81 55.7 637 0 1 cell death; cytoplasm catalytic a Pf00069, F 208 ENSG0000 AKT2 |19 T cell recej AMP-activ Regulation 170 High High  High High  High High 1
FALSE High  Master Prc Q14103-4 Isoform 41 0 14022 59 2 64 1 287 307 841 14338 21 metabolic  cytosol:nu DNA bindi Pf00076, F 3184 HNRNPD 4 mRNA Pro| AUFL (hnR 4 High High  High High  High High 1/1024;
FALSE |High  Master Prc AGNKD9  Coiled-coil 0004  2.804 3 1 1 1 419 452 6.96 w2 1 developme Pf10226 317762 |ENSGOOOO CCDCBSC |14 [ High High  High High  High High 1
FALSE High  Master Pr Q92733  proline-ric o 58 3 1 1 1 491 524 51 338 1 metabolic nucleus | protein bir Pf10253 5546 ENSGO00D PRCC |1 Transcripti MRNA Spli 5 High High  High High  High High 1
FALSE |High  Master Prc Q6PIM3-] Lethal(2)g 0007 2249 1 1 1 1 1020 1134 752 0 1 cell divisio cytoplasm, enzyme re Pf08366 3993 ENSGO00O LLGL2 |17 Tight junct 2 High High  High High  High High 1
FALSE | Medium | Master Pr Q8WYQ3 | Coiled-coll 0022 1591 6 1 1 142 141 784 0 1 cell organi mitochonc Pf06747 400916 ENSGOOOO CHCHDIO 22; CHR H Mitochonc 2 High High High High  High High 1
FALSE |High  Master Pr( 075934  Pre-mRNA o 21933 31 5 6 5 225 261 566 1038 5. cell organi nucleus;sp| protein bir P05700 | 10286 ENSG000D BCAS2 |1 Spliceoson MRNA Spli 5 High High  High High  High High 1
FALSE  Low Master Prc 014638 | Ectonuclec 0057 1142 2 1 1 1 875 1001 657 252 1 metabolic extracellul catalvtic a Pf01033,F 5169 | ENSGO000 ENPP3 |6 Nicotinate L3 Signal  Vitamin B¢ 11 High High  High High  High High 1/1K504;
FALSE | Medium | Master Prc Q96RL6  Sialicacid- 0013 1931 2 1 3 1 698 757 75 0 1 membrane protein bir Pf00047, F 114132 | ENSGO00O SIGLECI1 |19 Immunore. 3 High High  High High  High High 1
FALSE High  Master Prc Q96471 Protein dic o 858 6 3 4 3 454 518 491 315 3 cellular ho cell surfaci catalytic a Pf000SS, F 54495 | ENSGO00O TMX3 18 Platelet de 4 High High  High High  High High 1
FALSE |High  Master PrQ9YSB8  Nucleoside 0002  3.652 5 2 2 2 376 as 6.47 0 2 metabolic cytosol | catalytica Pf00334 29922 ENSGOOOO NME7 1 Pyrimidine Interconve 3 High High  High High  High High 1
FALSE |Low Master Prc Q13464 Rho-associ  0.054 116 1 1 1 1 134 1581 59 0 1 cell death; cvtoplasm  catalvtic a Pf0009, F 6093 ENSGO00D ROCK1 |18 Chemokind Androgen  EPHA-med 57 High High High High  High High 1
FALSE |High  MasterPr(P42574 | Caspase-3 0004 2712 4 1 1 1 277 316 654 0 1 cell death; cytoplasm| catalytic a Pf006S6 | 836 ENSGO000| CASP3 |4 Pathways | miRNA Re Ligand-ind 8 High High  High High  High High 1
FALSE High | Master Pr Q9BU23-1 Lipase mat o ae76 3 1 1 1 707 796 101 43 1 metabolic endoplasr protein bir P06762 91289 ENSGO000 LMF2 |22 Assembly ¢ 4 High High  High High  High High 1
FALSE High  Master Prc Q9Y4G6  Talin-2 [Of o 17894 1 a 8 o 2542 2714 557 1535 4 cell organi cytoplasm protein bir Pf00373, F 83660 | ENSGOO0O TLN2 15 Platelet ac a High High  High High  High High 1
FALSE |High  Master Prc QUNWVS  BRISC and 0 5856 3 1 3 1 329 365 464 569 1 cell divisio cytoplasm  protein bit 29086 ENSGO00D BABAM1 |19 Homologo. G2/M DN# 17 High High  High High  High High 1
FALSE | Medium | Master Prc QHOXA  Protein FA 0014 1805 2 1 1 1 552 59.6 6.28 163 cell surfac 83986 ENSGO0OD ITFG3; FAN 16 [ High High  High High  High High 1
FALSE High  Master Pr Q8IXQS kelch-likel  0.008 219 2 1 1 1 586 659 6.48 0 1| metabolic cytoplasm catalytic a PIO0GS1, F 55975 ENSGO00O KLHL7 7 [ High High  High High  High High 1
FALSE |High | MasterPrQ86U28 iron-sulfur 0002 4145 8 1 1 1 154 165 525 16 1 cell organi mitochonc metal ion | Pf01521 | 122961  ENSGO00D ISCA2 |14 Mitochonc 2 High High  High High  High High 1
FALSE High  Master Prc P04920-1 Anion exct o 9795 3 3 3 3 14 1369 629 257 3 cellular ho membrane protein bir Pf009SS, F 6522 | ENSGO000 SLC4A2 7 Gastric aci Bicarbonat 8 High High  High High  High High 1
FALSE | Medium | Master Pr Q9BRT3  migration 0033 1383 8 1 1 1 115 124 437 222 1 cell death; cytoplasm, protein bir Pf10262 84299 ENSGO00O MIEN1 |17 [ High High  High High  High High 1
FALSE |High  Master Pr Q8NGA1 Olfactoryi 0008 2219 2 1 2 1 313 48 891 0 1 regulation membrané receptor a PfO0001, F 125963  ENSGO000 ORIM1 19 Offactory t Offactory ¢ s High High  High High  High High
FALSE |High | Master Pr Q460NS-1 Isoform 1, 0006 2378 1 1 1 1 1720 1936 7.97 0 1 metabolic cytoplasm| catalytic a Pf00644, F 54625 PARP14 3 [ High High  High High  High High 1
FALSE |High  Master Prc P10398-1 serine/thr: 0 5353 2 1 1 1 606 675 9.01 0 1 cell differe cvtosolimi catalvtic a Pf00069, F 369 ENSGO000 ARAF X Insulin sigr Integrin-m Paradoxic: 54 High High  High High  High High 1
FALSE |High  Master Pr QUHLA  Dipeptidyl 0 9195 5 2 2 2 492 54.3 632 412 2 metabolic cytosoliex! catalytic a PfODS61, F 29952 | ENSGOO0O DPP7 9 Neutrophil 3 High High  High High  High High 1
FALSE | Medium | Master Prc P12109  Collagena 0015 1746 1 1 1 1 1028 1085 5.43 0 1 cell differe extracellul protein bir P00092,F 1291 ENSG000D COL6AL |21 ECM-recer, miRNA tar ECM prote 2 High High High High  High High 1
FALSE |High  MasterPr(P49354 proteinfar 0001  4.499 3 1 1 1 379 4 5.08 389 1 cell organi cytoplasm catalytica Pf01239 (2339 |ENSGOO0O FNTA |8 Terpenoid Signaling £ 10 High High  High High  High High 1
FALSE_High ___ Master Pr Q2NKX8 _ Dna excisii 0006 2479 1 1 i 11250 141 531 g 1_cell divisio chromosor catalytica Pf00176,F 54821 ENSGO00O ERCCEL X Amplificat 16 High High __ High High ___ High High 1




FALSE |Low Master Prc Q14C87 | Transmem 0054 1163 1 1 1 1 109 1222 573 0 1 regulation membrane protein bir 121256 ENSGOOOO TMEM132 12 o High High  High High  High High 1
FALSE |Medium | Master Pr Q14061  cytochrom 0012 1971 1u 1 1 1 63 69 724 0 1 cell organi cytoplasm | metal ion | Pf0S051 | 10063 ENSGO00D COX17 |3 Metabolic  Electron Ty Mitochonc 3 High High  High High  High High 1

FALSE |High  Master Prc P28062-1 Proteasom 0006  2.381 5 1 2 1 276 303 7.43 246 1 cell differe cvtoplasm  catalvtic a P00227 5696 ENSGO000 PSMB8 |6 CHR HS Proteasom Proteasor Reulation 152 High High  High High  High High 1

FALSE |High | Master Pr Q96P16-1 Regulatior  0.003 33 5 1 1 1 312 357 7.55 365 1 metabolic protein bir P04818 | 55197  ENSGO00O RPRD1A |18 RNA polyn 3 High High  High High  High High 1

FALSE High  Master Prc Q9Y385  ubiquitin< o 4657 3 1 2 1 318 352 674 0 1 metabolic cvtoplasm catalvtica P00179 51465 | ENSGO000 UBE2JL |6 Ubiauitin 1 Parkin-Ubi Antigen pr| 9 High High  High High  High High 1

FALSE High  Master Pr( P30154  Serine/thn o 31 13 8 1u 1 601 662 494 2002 8 cell death; membrane protein bir Pf13513, F 5519 | ENSGO00O PPP2RIB |11 Qocyte me Focal Adhe Glycolysis; 125 High High  High High  High High 1

FALSE |High  MasterPr(Q9UQ13 Leucineric 0002  3.915 2 1 1 1 582 648 846 365 1 regulation cvtoplasm  enzvme re Pf12799,F 8036 ENSG000D SHOC2 |10 Ras signali 1 High High  High High  High High 1

FALSE |High | Master Prc Q8IUH4  Palmitoylt o 577 3 1 1 1 622 708 807 429 1 regulation endoplas | catalytic a Pf00023,F 54503 ENSGO00D ZDHHCI3 |11 [ High High  High High  High High 1

FALSE | Medium | Master Prc Q8NS67  Zincfinger 0018 166 4 1 1 1 271 305 9.17 0 1 metabolic nucleus | metal ion 84240 ENSGO00D ZCCHCO |5 o High High  High High  High High 1

FALSE |High  Master Pr Q15653-1 NF-kappa- 0002  3.901 4 1 1 1 356 377 asa 0 1 metabolic cytoplasm| protein bir P00023,F 4793 ENSGO00D NFKBIB | 19; CHR H NOD-like r IL-1 signali IKBKG defi 60 High High  High High  High High 1

FALSE |High  Master Pr( P07951-2 Isoform 21 0 61438 37 15 32 3 284 33 467 5194 15 cell organi cvtoskelet: protein bir P00261,F 7169 ENSGO00D TPM2 |9 Striated M 1 High High  High High  High High 1

FALSE High  Master Prc Q8NSAS-1 Zinc finger o 5705 3 1 1 1 531 573 543 216 1 metabolic membrane DNA bindi Pf00642,F 84619 ENSGO00D ZGPAT |20 [ High High  High High  High High 1

FALSE |High  Master Pr QUUPRO-1 inactivept 0003 2.964 2 1 1 1 1127 1258 69 166 1 cell differe cytoplasm  catalvtic a Pf00168, F 23228 | ENSGO00D PLCL2 |3: CHR HC [ High High  High High  High High 1

FALSE |Low Master Prc 076038 secretagos 0071 1036 2 1 1 1 276 E?) 541 0 1 cellular ho cytoplasm  metal ion | Pf13405, F 10500 ENSGO000 SCGN |6 [ High High  High High  High High 1

FALSE High  Master Prc Q9Y6DS  Brefeldin / o 6813 1 2 2 2 1785 2019 6.33 244 2. cell organi cvtoplasm  protein bir Pf01369, F 10564 ENSG0000 ARFGEF2 |20 Endocytosi Association 5 High High  High High  High High 1

FALSE |High  Master Pr Q9POT7 Transmem 0003 2946 8 2 3 2 183 206 6.65 0 2 transport  endosome Pf0S434 252839 | ENSGOOOO TMEM9 1 [ High High  High High  High High 1

FALSE High  Master Pr Q92930  Ras-elate: 0 84 15 a 5 1 207 236 9.07 222 4 cell organi endosome catalvtic a Pf00025, F 51762 | ENSGO00O RAB8B 15 Ectoderm | TBC/RABG 9 High High  High High  High High 1

FALSE | Medium | Master Pr Q49896  Cytochron 0018 1653 1 1 1 1 % 104 872 216 1 cell organi cytoplasm Pf06747 90639 | ENSGO00D COX19 |7 Mitochonc 2 High High  High High  High High 1

FALSE | Medium | Master Pr Q96B54  Zincfinger 0,017 1668 7 1 1 1 188 205 417 0 1 metal ion 126299 ENSGO00D ZNF428 |19 [ High High  High High  High High 1

FALSE |Medium | Master Pr Q4GOFS  Vacuolarp 002 1608 4 1 1 1 336 391 7.36 17 1 regulation cytoplasm  protein bir P03643 | 112936 ENSGO00D VPS268 |11 Endocytosi 1 High High  High High  High High 1

FALSE |High  Master Prc 095749  Reranviger o 545 6 2 2 2 300 348 6.14 241 2 metabolic cvtoplasm  catalvtica P00348 9453 ENSGO00D GGPS1 |1 Terpenoid Cholestero 8 High High  High High  High High 1

FALSE |High  Master Pr Q9YS97  BTB/POZc o 871 3 2 2 1 815 889 7.03 583 2 cell organi membrane protein bir Pf02214 51133 ENSG000O KCTD3 1 [ High High  High High  High High 1

FALSE |High  Master Pr Q9Y529-1 UbiApren 0003  3.444 3 1 1 1 338 368 8.15 338 1 metabolic cvtoplasm antioxidan P01040 29914 ENSGO00D UBIAD1 |1 Metabolist a High High  High High  High High 1

FALSE |High  Master Prc QGNYCB  Phostensir 0 12857 7 3 3 3 613 679 54/ 798 3 cytoplasm | protein bir Pf13914, F 170954 | ENSGO00D PPPIR18 |6 CHR HS TYROBP C: 1 High High  High High  High High 1

FALSE |High  Master Pr Q9BUS9 Deoxvhvei 0009 2107 4 1 1 1 302 329 483 208 1 metabolic cytosol | catalvtica Pf13646 83475  ENSGO00D DOHH |19 Hypusine s a High High  High High  High High 1

FALSE |High | Master Pr Q99590-1 protein SC o 8106 2 2 2 2 1463 1646 841 301 2 cell organi nucleus | catalytica Pf00097, F 9169 ENSGO00O SCAF11 12 Apoptosis 1 High High  High High  High High 1

FALSE |High  MasterPr Q03405 Urokinase 0002  3.985 4 1 1 1 335 37 6.65 181 1 cellular co  cell surfac protein bir Pf00021 5329 ENSGO00O PLAUR |19 Compleme Primary Fc Dissolutior 14 High High  High High  High High 1
FALSE |Medium | Master Prc Q8TF74  WAS/WAS 0024 1509 3 1 1 1 440 463 1093 0 1 regulation cytoplasm  protein bir P02205 | 147179 | ENSGO00D WIPF2 |17 Endocytosi Regulation 9 High High  High High  High High 1 tkasl’
FALSE |Low Master Pr¢ 075884-1 Putative h 006 1119 2 1 1 1 186 21 62 0 1 regulation cvtoplasm  catalvtic a 10741 ENSGO00O RBBP9 |20 [ High High  High High  High High 1
FALSE | Medium | Master Prc Q16566 calcium/c: 0049 1209 1 1 1 1 473 519 582 0 1 cell differe cytoplasm  catalytic a Pf00069, F 814 ENSGO00D CAMKA |5 Long-term Energy Me Signaling t 38 High High  High High  High High 1[a398]
FALSE |High  Master Prc 060346  PH domair o 7815 2 1 1 1 1717 16 6.28 416 1 cell death; cvtoplasm  catalvtic a Pf00169,F 23239 ENSGO00D PHLPP1 |18 PI3K-AKt si Focal Adhe Negative r 3 High High  High High  High High 1
FALSE |Low Master Pr( QINQQ3 transcripti 006 1121 6 1 1 1 307 326 9.22 0 1 metabolic nucleus | DNA bindi Pf00096, F 85508  ENSGO00D SCRT2 |20 [ High High  High High  High High 1/ [5132(100)
FALSE |High  Master Pr 095167 NADHdeh 0009 2155 15 2 2 2 84 93 8.46 162 2 cell organi membrane catalytic a Pf14987 4696 ENSGO00D NDUFA3 |19; CHR_H Metabolic Electron Ti Complex | 13 High High  High High  High High 1

FALSE | Medium | Master Pr 094804  Serine/thn 0018 1644 1 1 1 1 98 1121 695 171 1 metabolic cytoplasm  catalvtic a Pf0009, F 6793 ENSGO00D STK10 |5 Neutrophil 3 High High  High High  High High 1

FALSE |High  Master Pr Q14919-1 Dri-associ 0003 3.305 5 1 1 1 205 23 517 235 1 metabolic nucleus | DNAbindi Pf00125,F 10589  ENSG000D DRAP1 |11 Signaling £ 5 High High  High High  High High 1

FALSE |High  MasterPr 015226 NF-kappa- 0003 3379 1 1 1 1 690 776 879 0 1 metabolic nucleus | DNA bindi Pf00035,F 55022 | ENSGO0OO NKRF X [ High High  High High  High High 1

FALSE |High  Master Pr Q134591 Unconveni 0001  4.496 1 1 1 1 as7 32 8.75 194 1 cellular co cytoplasm catalytic a Pf00063, F 4650 MY09B |19 1 High High  High High  High High 1

FALSE High  Master Pr Q9BTY7 ProteinHC 0001 4431 5 2 2 2 390 421 as1 198 2 Pf04063,F 51236 | ENSGOOOO FAM2038; 8 [ High High  High High  High High 1

FALSE |High  Master Pr 000217  NADH deh o 6671 1u 2 3 2 210 237 634 579 2 cell organi membrane catalytic a Pf00037,F 4728 ENSG000D NDUFS8 |11 Alzheimer" Electron Ti Complex | 13 High High  High High  High High 1

FALSE |Medium | Master Pr Q08426  Peroxisom 0029 1439 1 1 1 1 723 794 914 0 1 metabolic cytosolmi|catalvtic a Pf00378,F 1962 ENSGO00D EHHADH |3 Fatty acid | Constitutiv Beta-oxida p] High High  High High  High High 1

FALSE |Low Master Prc Q96QE3-1 ATPase far 007 1043 1 1 1 1 1844 2074 9.19 16 1 regulation nucleus | nucleotide P00004 79915 ENSGO00D ATADS |17 [ High High  High High  High High 1 ka73s)
FALSE |High  Master PrQ8TCC3 39Sriboso 0002  3.553 5 1 1 1 161 185 9.99 28 1 cell organi membrane structural Pf00327 51263 ENSGO00D MRPL30 |2 Ribosome Mitochonc 7 High High  High High  High High 1

FALSE |High | Master Prc P16930  Fumarylac o 6115 6 2 2 2 419 463 6.95 375 2 metabolic cytosol | catalytica Pf01557,F 2184 ENSGO00O FAH 15 Tyrosine m Amino Aci Phenylalar 7 High High  High High  High High 1

FALSE | Medium | Master Prc QST2E6-1 UPFOS68F 0022 1577 1 1 1 1 689 787 66 173 1 membrane protein bir Pf08427 79591 | ENSGO00O C100rf76 |10 [ High High  High High  High High 1

FALSE |High  Master Pr QUNP73-1 Putativeb 0004  2.693 2 1 1 1 1wy 126 6.74 0 1 metabolic endoplasn | catalytic a Pf02338, F 79868 ENSG0000 ALG13 (X N-Glycan t Defective s 10 High High  High High  High High 1

FALSE | Medium | Master Prc Q14667-1 Protein ki 0044 1253 o 1 1 1 2235 2535 714 0 1 extracellul Pf10344,F 9703 |ENSGOOOO KIAAO100 17 [ High High  High High  High High 1/ Ikso2]
FALSE |High  MasterPr(Q969N2 |GPItransa 0003  3.295 4 2 2 2 578 657 838 a1 2 cell death; cytoplasm catalytica Pf04113 51604 ENSGO00O PIGT |20 Metabolic Attachmer 3 High High  High High  High High 1

FALSE High  Master Prc QI6LAB-1 protein ari o 5987 4 1 1 1 375 a9 544 0 1 cell growtl cytosolinu  catalvtic a Pf02353,F 55170 ENSGO00D PRMT6 |1 RUNX1 re 8 High High  High High  High High 1

FALSE |High  Master Pr Q9Y394  Dehydroge o 4908 6 1 1 1 339 383 832 31 1 metabolic membrane catalytic a P00106, F 51635 ENSG0000 DHRS7 |14 [ High High  High High  High High 1

FALSE High  Master Prc QOUK41-1 vacuolar p o 1092 18 2 2 2 21 254 554/ 594 2 cell comm  cytoplasm  protein bir Pf03997 51160 ENSGO00O VPS28 8 Endocytosi Budding a1 13 High High  High High  High High 1

FALSE | Medium | Master Pr Q7Z7N9  Transmem 0024 1508 7 1 2 1 219 235 7.85 0 1 transport | membrane 374395 ENSG000O TMEM179 11 Neutrophil 3 High High  High High  High High 1

FALSE |High  Master Pr( P29992  guanine nu o 20721 17 6 7 5 359 421 569 13 6 requlation cytoplasm catalytic a Pf00025, F 2767 | ENSGO00O GNA11 19 Pathways | Corticotrol Thrombin EE] High High  High High  High High 1

FALSE |High  Master Prc Q8NDF8-5 Isoform 51 o as75 2 1 1 1 698 758 9.38 0 1 cell divisio cytoplasm  catalytic a Pf01909, F 64282 ENSGO00D PAPDS |16 [ High High  High High  High High 1

FALSE High  Master Prc QIGE39  RNA bindi 0 10156 E] 18 69 1 3% 421 989 13565 18| metabolic nucleus  DNA bindi Pf00076, F 494115 ENSGO00O RBMXLL 1 Spliceoson 1 High High | High High  High High 1

FALSE |Low Master Prc P52848-2 Isoform 2, 005 1199 4 1 1 1 556 62 692 0 1 defense re membrane catalytic a Pf12062 3340 NDSTL 5 [ High High  High High  High High 1

FALSE |High  Master Prc QOVDGA-1 secernin-3 0003 3.079 4 2 3 1 424 85 555 0 2| metabolic catalytica Pf03577 79634 ENSGO00D SCRN3 2 4 High High | High High  High High 1

FALSE |High  Master Pr Q12899 Tripartitei  0.006 234 2 1 1 1 539 621 5.03 191 1 defense re cytoplasm| catalytic a Pf00097, F 7726 | ENSGO00 TRIM26 | 6; CHR HS Interferon a High High  High High  High High 1

FALSE High  Master Prc Q92614-1 Unconvent o e 1 1 1 1 2054 233 63 a77 1 cell differe cell surfac catalvtic a Pf00038, F 399687  ENSG0000 MYO18A |17 Signaling £ 3 High High  High High | High High 1

FALSE |Low Master Prc Q9HOU9  Testis-spec 0071 1029 2 1 1 437 492 5.45 0 1 cell organi nucleus | protein bir P00956 | 7259 | ENSGO000 TSPYLL |6 Sudden Inf 1 High High  High High  High High 1

FALSE |Low Master Pr QINQTS | exosome < 0062 1108 3 1 1 1 275 296 81 182 1 metabolic cvtoplasm| cataltic a 51010  ENSGO00D EXOSC3 9 RNA degra Maior patt 15 High High  High High | High High 1

FALSE | Medium | Master Pr QINPA3  Midlintel 0012 1952 4 1 1 1 183 202 55 333 1 cell organi cytoplasm, protein bir P07084 58526 | ENSGO00O MID1IP1 |X Import of § a High High  High High  High High 1

FALSE |High  Master Prc 000754 | Lysosomal o 6338 2 2 1011 1137 7.28 222 2| metabolic extracellul catalytica Pf01074,F 4125 ENSGO000 MAN281 19 Lysosome; Neutrophil 8 High High High High | High High 1

FALSE |High  Master Pr Q92544  Transmem o 8543 4 2 2 2 642 75 654 28 2 cell organi endosome protein bir Pf02990 9777 | ENSG0000 TM9SF4 20 [ High High  High High  High High 1

FALSE |High  Master Prc QONRX1 | RNA-bindi o 883 10 2 2 2 252 279 973 379 2 metabolic cvtosolinu RNA bindii P00013 56902 ENSGO00D PNO1 |2 Maior patt 5 High High  High High | High High 1

FALSE | Medium | Master Prc 095295 | SNARE-ass 0014 1841 7 1 1 1 136 149 931 0 1 cell comm cytoplasm| protein bir Pf14712 23557 ENSGO00D SNAPIN |1 Golgi Asso. 5 High High  High High  High High 1

FALSE High  Master Prc QQUIGS-1 solute carr o 5107 2 1 1 1 710 765 673 201 1 transport | membrane protein bir Pf03137, F 28232 ENSGO000|SLCO3A1 15 Transport | 4 High High | High High | High High 1

FALSE |Low Master Prc Q9Y3C8 | ubiquitinf 0065 1082 4 1 1 1 167 19.4 74 0 1 metabolic cytoplasm  catalytica Pf08694 51506 ENSGO00D UFC1 |1 [ High High  High High  High High 1

FALSE  Low Master Prc Q14161-1 ARFGTPas 005 1197 1 1 1 1 759 845 723 0 1 regulation enzyme re Pf00023, F 9815 ENSGO000 GIT2 12 Endocytosi Integrin-m 2 High High | High High  High High 1

FALSE |High | Master Pr( P02100  Hemoglob 0005 255 7 1 1 1 147 162 8.63 206 1 cell organi cytosol | metalion | P00042 3046 ENSGO00D HBEL |11 Factors iny 2 High High  High High  High High 1

FALSE |High  Master Prc Q96JB5  CDKS regu o 7444 4 2 506 569 475 227 2. cell organi cvtoplasm protein bir P0S600 | 80279 ENSGO00D CDKSRAP3 17 4 High High | High High  High High 1

FALSE |Low Master Prc Q8TCT8 | Signalpep 0055 1152 1 1 1 1 520 58.1 832 0 1 metabolic endosome  catalytic a Pf02225,F 84888 ENSGO00D SPPL2A |15 Regulation a High High  High High  High High 1

FALSE | Medium | Master Prc Q6P9B9  Integrator 0017 1675 1 1 1 1 1019 1079 7.05 0 1 metabolic |cytoplasm  protein bir Pf14837, F 80789 ENSGO00O INTSS |11 RNA polyn 3 High High  High High | High High 1

FALSE |High  MasterPr(P13284 | Gamma-in 0009 2114 4 1 2 1 250 279 488 0 1 metabolic cytosolexi catalytica P03227 10437  ENSGO00O IFI30 |19 Antigen pr MHC class 7 High High  High High  High High 1

FALSE |High  Master Pr Q14331  Protein FR o 13174 13 3 4 3 258 292 9.01 478 3 metabolic cytoplasm protein bir Pf06229, F 2483 ENSGO000 FRG  4; CHR HC [ High High  High High  High High

FALSE |High  Master Pr( P46934-4 Isoform 41 o 12745 a 2 3 1 900 1042 597 63 2 cell organi chromosor catalytic a PfOD168, F 4734 ENSGOOOO NEDD4 15 Proteasorr 2 High High  High High  High High 1

FALSE |High  Master Prc PS6696  Potassium 0006 2512 1 1 1 1 695 7.1 954 229 1 regulation membrane protein bir Pf00520, F 9132 ENSG0000 KCNQ4 |1 Cholinergit Voltage ga 4 High High High High  High High 1 [R642]
FALSE | Medium | Master Pr AFUOL  Myotubul: 0017 1676 1 1 1 1 709 795 7.03 0 1 Pf06602,F 10903 | ENSGOO0O MTMR11 |1 [ High High  High High  High High 1

FALSE High  Master Pr Q9YSJ9  mitochonc o 543 13 1 2 1 83 93 512 181 1 transport | membrane metal ion | Pf02953 | 26521 ENSGO00D TIMM8B |11 Mitochonc 2 High High  High High  High High 1
FALSE_High __ Master Pr Q15006 ER membr o 7148 1 2 2 2 207 348 657 203 2_metabolic_cytoplasm_protein bir Pf13414,F 9694 ENSGOO00 EMC2___ 8 9 High High __ High High __ High High 1




FALSE |High | Master Prq 015231-1 zinc finger 0 6379 4 2 2 2 689 735 7.01 181 2 cvtoplasm  metal ion | Pf00412
FALSE | Medium | Master Pr Q92615  la-related 002 1603 1 1 1 1 738 805 692 243 1 regulation cytoplasm| protein bir Pf05383, F
FALSE | Medium | Master Prc 095153-1 Peripheral 0045 1237 0 1 1 1 1857 1999 511 0 1 cell organi cvtoplasm| catalvtic a Pf00018, F
FALSE |High  Master Pr QSTDHO ProteinDL 0007 2253 2 1 1 1 399 us 505 0 1 metabolic cytosol | catalytica Pf00077, F
FALSE |High  Master Pr Q727F0-1 ProteinBL 0001  4.239 3 2 3 2 614 648 873 1.8 2. cell organi cytoplasm  protein bir

FALSE |High  Master Pr Q01085  Nucleolysi o 83 8 2 3 1 375 a6 774 593 2 cell death; cytoplasm DNA bindi Pf00076, F
FALSE |Low Master Prc P24311 | Cytochrorr 0068 1054 9 1 1 1 80 92 1027 23 1 metabolic membrane catalvtic a Pf05392
FALSE High  Master Pr 014641  Segment 0 10063 5 3 4 3 736 789 602 649 3 cell organi cytoplasm| protein bir Pf00595, F
FALSE |High  Master Pr P98194-1 Calcium-tr o 8677 5 a 4 a 919 1005 674 534 4 cell organi Golgizmer catalvtic a P00122, F
FALSE |High  MasterPr Q9Y666 Solutecan 0002  3.875 2 2 2 1 1083 119 671 172 2 cell comm membrane catalytic a P00324, F
FALSE |Low Master Prc Q6PI77 _ ProteinBF 0057 1134 2 1 1 1 547 603 7.58 0 1 regulation cvtoplasm  protein bir Pf04826
FALSE |High  MasterPr Q9GEK4 THAPdom 0002 4157 3 1 1 1 314 344 898 287 1 metabolic  cytoplasm, DNA bindi Pf05485
FALSE | Medium | Master Pr Q69YNA  proteinvir 0039 1295 1 1 1 1 1812 2019 5.01 0 1 metabolic  cvtosol:nu RNA bindi

FALSE |High  MasterPr(P17050 alpha-N-ac 0004  2.643 3 1 1 1 a11 465 519 0 1 metabolic  cytoplasm  catalytic a Pf02065
FALSE |Low Master Prc P11678 _ Eosinophil 007 1081 3 1 1 1 715 81 1029 257 1 cellular co extracellul antioxidan Pf03098
FALSE |High  MasterPr(Q6PAI2  WDrepeal 0006 2496 3 1 1 1 378 a7 578 212 1 cell organi cytoplasm | protein bir

FALSE |High  Master Pr( PS1580  Thiopurine 0003 2.959 4 1 1 1 25 282 6.23 0 1 metabolic cvtoplasm  catalvtic a Pf05724
FALSE | Medium | Master Pr Q8WTW3 conserved 002 1606 1 1 1 1 980 1089 731 0 1 cell organi Golgi;men| protein bit Pf08700
FALSE | Medium | Master Pr QOUK99  F-boxonly 0015 1749 2 1 1 1 an 545 5 167 1 metabolic cvtosolinu  catalvtic a Pf00646, F
FALSE |High  MasterPr PO7108 acyl-CoAt 0007 2261 2 1 1 1 87 10 657 0 1 metabolic endoplasn | protein bir Pf00887
FALSE |High  Master Prc P61916  Epididvma 0 8555 v 2 4 2 151 166 7.65 5.02 2 metabolic endoplas | protein bir P02221
FALSE |High  Master Pr Q6BDO  solute carr o 7578 6 a 5 a 722 771 7.83 664 4 transport | membrane protein bir P03137, F
FALSE |High  Master Prc Q02952-1 Akinase a o 7085 2 2 2 2 1782 1914 441 335 2. regulation cvtoplasm  protein bir Pf03832
FALSE |High  Master Pr Q96FZ7  charged m 0 633 6 1 1 1 201 25 531 294 1 cell comm cytosolien’ protein bir Pf03357
FALSE |High | Master Prq 095544  NAD kinas o 11729 7 2 2 2 46 492 6.47 427 2 metabolic cytosol | catalvtica Pf01513
FALSE |High  Master Pr 076024  Wolframir o s021 3 3 4 3 80 1002 805 175 3 cellular ho endoplasr protein bir

FALSE High  Master Prc Q9Y2HS  Pleckstrin o 463 2 2 2 2 1048 1171 91 184 2 Pf00169, F
FALSE |Medium | Master Prc QP2H3-1 Intraflagel 0032 1409 2 1 1 1 e 88 7.69 162 1 cell organi cytoplasm protein bit Pf00400
FALSE |High  MasterPr(Q147X3 N-aloha-ac 0003 2957 4 1 1 1 362 393 552 0 1 metabolic cvtoplasm  catalvtic a Pf00583, F
FALSE High  Master Pr 015270  Serine pali 0 13650 5 2 2 2 562 629 7.78 631 2 metabolic endoplasn catalytica P0D1SS, F
FALSE | Medium | Master Prc Q96A73-1 Putativen 0014 1827 3 1 1 1 305 332 9.39 0 1 metabolic cytoplasm  catalvtic a Pf15302
FALSE |High  MasterPr 015403 Monocarb 0003  3.003 2 1 1 1 523 574 781 254 1 transport | membrane transporte Pf07690, F
FALSE | Medium | Master Pr Q6PCBS-1 Roundspe 0015 1777 2 1 1 846 948 8.78 221 nucleus

FALSE | Medium | Master Prc Q9H799-1 Protein J8| 0026 148 o 1 1 3197] 3615 699 162 1 cell organi membrane protein bir Pf15392
FALSE |Low Master Prc 043159 ribosomal | 0054 1161 2 1 1 1 56 50.7 9.42 0 1 cell comm cytosol;me|catalytic a Pf05148,
FALSE |High  Master Prc 095376 |3 ubiauit o 4679 3 1 1 1 493 578 563 28 1 cell growtl cytoplasm  catalytic a Pf01485
FALSE |High  Master Pr QS3GA4  pleckstrin 0007 2275 9 2 2 2 152 17.1 9.17 253 2. cell death; cytoplasm Pf00169
FALSE |High | Master Pr( P45983-1 Mitogen-a o a8 6 1 1 1 427 483 689 332 1 cell comm cytoplasm| catalytic a Pf00069, F
FALSE |High  MasterPr(Q3KQU3 MAP7don 0002  3.721 2 1 1 1 841 928 1011 16 1 cell organi cytoplasm structural

FALSE |High  MasterPr 000308 NEDD4-ik 0006 2499 1 1 1 1 870 989 712 0 1 metabolic cytoplasm  cataltic a Pf00168, F
FALSE |High | Master Pr Q96125 Splicingfa 0002 374 5 2 2 2 401 49 5.97 284 2 metabolic nucleus;sp| protein bir P00076, F
FALSE | Medium | Master Pr Q9YSA7 | NEDDSult 0012 1997 1 1 2 1 615 705 596 0 1 metabolic  cytosolinu | protein bir Pf00627
FALSE | Medium | Master Pr Q13067 | Gantigen 0024 1522 8 1 1 1 118 129 4.25 0 1 Pf05831
FALSE |High  Master Pr Q8TAQ2 | SWI/SNF ¢ 0 14194 3 a 5 1 1214 1328 569 944 4 cell organi nucleus | DNA bindi Pf04433
FALSE |High  Master Pr QUHOGS Nuclearsp 0002  4.031 2 1 1 1 558 664 8.84 0 1 metabolic nucleus | protein bir Pf09745
FALSE High  Master Pr P78536-1 Disintegrir o a9 2 2 2 2 824 93 576 271 2 cell differe cell surfac catalytica Pf00200, F
FALSE |High  Master Pr( QINYZ1 Golgiappz 0002  3.886 8 2 2 2 205 2356 835 0 2 transport | membrane Pf05832
FALSE |High  Master Pr( P41223  Protein BL 0 10073 15 2 3 2 144 17 882 443 2 cell organi nucleus;sp catalytica P01125
FALSE |High | Master Prc P14649  Myosin lig o 2830 19 3 15 1 208 238 573 4652 3 cellular co cytosol | catalytica Pf13405,
FALSE |High  Master Pr 043432  Eukaryotic o 7708 2 3 4 1 1585|1765 538 5.06 3 metabolic cytosol  protein bir P02020, F
FALSE |High  Master Pr( PO0374  dihydrofol o 493 13 2 2 2 187 214 7.42 236 2 cell organi cytoplasm catalytic a Pf00186
FALSE |High  Master Pr Q8IXB1-1 Dnalhom¢ 0001 4295 3 2 2 2 793 91 718 274 2 cellular ho endoplasn catalytic a P0008S, F
FALSE | Medium | Master Prc Q53558 transmem 0028 1457 4 1 1 1 311 337 9.61 187 1 membrane

FALSE | Medium | Master Prc P48067-1 Sodium-ai 0037 1329 1 1 1 1 706 782 7.93 0 1 transport | membrane transporte Pf00209
FALSE |High  Master Prc 043665  Regulator o 864 1 2 3 2 173 202 5.49 492 2 regulation cytoplasm enzyme re PFO061S
FALSE |High  Master Pr QUGHW? lintegrator 0003 3.189 2 1 1 1 963 1081 6.44 278 1 metabolic nucleus | protein bir Pf01602, F
FALSE |High | Master Pr( P35610 sterol O-ac 0003 286 2 1 1 1 550 647 894 0 1 cell differe endoplasn | catalytic a Pf03062
FALSE | Medium | Master Prc P36969  Phospholis 0013 1918 7 1 1 1 197 22 837 248 1 cell organi cytoplasm antioxidan Pf00255
FALSE |Low Master Prc PS0281  Matrix me  0.069 105 1 1 1 1 582 659 7.77 0 1 cell differe cytoplasm| catalytic a Pf0004s5,
FALSE |High  Master Pr P51532-1 Transcripti o 716 2 3 3 3 1647 1845 7.8 298 3 cell organi membrane catalytic a P00176, F
FALSE |High  Master PrQ8IV33  Ankyrinre 0003 284 2 1 1 1 441 493 6.25 0 1 regulation metal ion | Pf00023, F
FALSE |High  Master Pr 060337 |E3ubiauit 0006 2463 1 1 1 1 910 1025 628 0 1 metabolic endoplas catalvtic a Pf12906
FALSE |High  Master Prc ASA3E0  POTE anky o 49276 9 8 75 1 1075 1214 62 17099 8 cytoplasm | protein bir Pf00022, F
FALSE | Medium | Master Prc 000534 von Willet 0012 197 2 1 1 1 786 864 658 0 1 Pf00092, F
FALSE |High  MasterPr 095926 Pre-mRNA 0001 4472 7 1 2 1 243 287 84 589 1 cell organi nucleus;sp| protein bir Pf08231
FALSE |High  Master Prc Q6HHI | GRAM dor o 6264 4 1 1 1 432 78 79 279 1 protein bit Pf02893
FALSE |High  Master Pr( P23497  Nuclear au o 2127 4 a 12 1 879 1004 822 1835 4 cell organi cytoplasm, DNA bindi Pf00S0S, F
FALSE |High  Master Prc P36551  Oxvgen-de 0 5849 7 3 3 3 454 501 8.25 333 3| metabolic | cytosol:me catalytic a P01218
FALSE | Medium | Master Pr Q6UW78 |Ubiquinol- 0014 1814 15 1 1 1 9 101 9.41 0 1 cell organi | membrane Pf15141
FALSE High  MasterPrP20585 DNAmism 0005 2588 1 1 1 1137 1273 802 0 1 cell organi membrane catalvtic a Pf00488, F
FALSE |High  MasterPr( PS3801 pituitaryti 0002  3.704 10 1 1 1 180 203 879 179 1 regulation cytoplasm, protein bir

FALSE  Low Master Prc AOALBOGL Smallintes 0069 1.046 9 1 1 152 165 456 0 membrane

FALSE |High  Master Pr( P19525 | interferon 0 138 7 a 6 a 551 621 84, 999 4 cell comm  cytoplasm catalytic a P0003S, F
FALSE |Low Master Pr Q71311 | Armadillo | 0071 1.037 2 1 1 1 632 656 853 189 1 membrane protein bir Pf00514, F
FALSE |High  Master Prc Q13490-1 Baculovira 0 6048 a 3 3 3 618 699 67 0 3. cell death; chromosor catalytic a Pf00619, F
FALSE |High  Master Pr QINPHO-1 Lysophosp 0,005 2.548 2 1 1 1 428 488 6.47 0 1 metabolic cvtoplasm  catalvtic a Pf00328
FALSE |High  MasterPr QINX74 |tRNA<dihy 0002  3.547 3 1 1 1 493 55 711 0 1 metabolic  cytoplasm| catalytic a Pf00035, F
FALSE |High  Master Pr QBURS-1 MICOScor 0003 3.304 5 1 1 1 198 23 9.13 247 1 cell organi cvtosolien! protein bir Pf09769
FALSE_High ___ Master Pr 075391  Sperm-ass 0002 3282 10 1 1 1 227 26 791 269 1 nucleus Pf01424
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FALSE  High Master Prc P17480-1  Nucleolar 0.002 3.606 1 1 1 1 764 89.4 5.81 18 1 metabolic nucleus  DNA bindi Pf00505, F 7343 ENSG0000 UBTF 17 Ectoderm RNA Polyn 12 High High High High High High 1

FALSE | High Master Pr QSUPYS  Cystine/gh 0.004 276 1 1 1 1 s01 554 9.19 o 1 cell differe cell surfac protein bir Pf00324, F 23657  ENSG00 SLCTALL |4 NRF2 path Basigin int 9 High High High High High High 1

FALSE | Low Master Prc P42702-1 | Leukemia 0.051 1.186 1 1 1 1 1097 123.7 5.72 172 1 regulation extracellul protein bir Pf00041 3977 ENSG0000 LIFR 5 Jak-STAT s Physiologir IL-6-tvpe ¢ 17 High High High High High High 1

FALSE  High Master Pr 015013 | rhoguanir 0002  3.526 1 1 1 1 1369 1515 5.68 284 1 cell organi cytosol  protein bir PfO0621 9630 ENSGOO0O ARHGEFLO 8; CHR HS G alpha (1 1 High High High High High High 1

FALSE | Low Master Prc 094763-1 Unconven!, 0.05 1.196 2 1 1 1 535 59.8 5.05 0 1 metabolic  cvtoplasm enzyme re Pf02996, F 8725 ENSG0000 URIL 19 o High High High High High High 1

FALSE  High Master Prc Q96120 | PRKC apor. o 793 4 1 1 1 340 365 541 300 1 cell death; cytoplasm, protein bir P01544,F 5074 ENSGO00D PAWR |12 0 High High High High High High 1

FALSE  High Master Prc Q9GZMS- uclear di 0.006 2.393 11 2 3 2 345 384 5.24 0 2 cell differe chromosor catalytic a Pf04880, F 81565 ENSG0000 NDEL1 17 Amplificat 16 High High High High High High 1 [R333]
FALSE |Medium | Master Prc QUGEIS  Transcripti 0026 1474 4 1 1 1 215 26 52 o 1 metabolic nucleus | protein bir Pf04538 | 79921  ENSGO00D TCEALA X 0 High High High High High High 1

FALSE  High Master Prc Q8IYI6 Exocyst co. 0.003 3.468 2 2 2 2 725 817 5.49 0 2 cell organi cytoplasm protein bir Pf00169, F 149371  ENSG0000 EXOC8 1 RalA dowr Translocat 11 High High High High High High 1

FALSE |Medium | Master Pr Q13287 N-mycint 0031 1421 3 1 1 1 307 35 534 o 1 defense re cytoplasm  protein bir Pf07292,F 9111 | ENSGO00D NMI 2 1L-2 Signal 1 High High High High High High 1

FALSE  Medium  Master Prc 095073-1 Fibrinogen 0.015 1.736 5 1 1 1 299 347 7.12 0 1 metabolic nucleus catalytica Pf13873 10086141 ENSG000O FSBP; RAD 8 o High High High High High High 1

FALSE  High Master Pr Q86TM6 | E3 ubiquit| 0005 2563 3 2 2 2 617 676 6.95 174 2 metabolic endoplasn catalytic a Pf00097, F 84447 | ENSGO00O SYVN1 11 Protein prc Hh mutant 18 High High High High High High 1

FALSE  High Master Prc Q01658  Protein Dr [ 6.244 9 2 3 2 176 19.4 4.75 6.17 2 cell organi nucleus  DNA bindi Pf00808 1810 ENSG0000 DR1 1 HATs acety 3 High High High High High High 1

FALSE | High Master Pr P07305  Histone H: 0009  2.105 7 1 1 1 194 209 1084 265 1 cell organi chromosor DNA bindi Pf00S38 13005 ENSGOOOO HIFO 22 Formation 10 High High High High High High 1

FALSE  High Master Prc Q6P4E1  Protein CA [ 4,686 6 2 2 2 433 488 5.82 274 2 Golgi;merr Pf04156 113201 CASC4 15 o High High High High High High 1

FALSE  High Master Prc Q96K21 | Abscission o 6312 7 3 3 2 an 515 573 185 3 cell divisio cytoplasm metal fon | Pf01363 84936 | ENSGO00O ZFYVEL9 15 0 High High High High High High 1

FALSE  High Master Prc P33121  Long-chair| [ 6.133 5 2 2 2 698 77.9 7.15 4.49 2 metabolic endoplasr catalytica Pf00501 2180 ENSG0000 ACSL1 a4 Adipocytol Fatty Acid  Synthesis ¢ 21 High High High High High High 1

FALSE Medium Master Pr POC7V8 DDBl-anc 0036 1345 1 1 1 1 631 711 473 0 1 protein bit P00400 347442 | ENSGO000 DCAFSL2 | X 0 High High High High High High 1

FALSE  High Master Prc P84243  histone HZ| [ 20.189 31 6 18 1 136 153 1127 24.26 6 cell differe chromosor DNA bindi Pf00125, F 3020; 440 ENSGO000 H3F3A: H3 1;2;17  Transcripti Gastric Cai SIRT1 nege 54 High High High High High High 1 “(EO]‘
FALSE | High Master Prc P53803 | DNA-direc 0 5852 a3 2 2 2 58 7 9.06 o 2 metabolic cytosolnu catalytic a Pf03604 5440 ENSGOOOO POLR2K 8 RNA polyn Eukaryotic, Signaling £ 98 High High High High High High 1

FALSE  Medium  Master Prc Q9Y376  Calcium-bi 0.015 1.751 2 1 2 1 341 398 6.89 3.53 1 cell organi cvtoplasm catalytica Pf08569 51719 ENSG0000 CAB39 2 AMPK sign AMP-activ  Energy der 11 High High High High High High 1

FALSE  High Master Pr Q7L1S5  carbohydr  0.008 219 2 1 1 1 213 52 938 242 1 metabolic extracellul catalytic a P03567 83539  ENSGO00D CHST9 |18 Metabolic Metapath, 2 High High High High High High 1

FALSE  High Master Prc Q9UJX4  Anaphase- 0.003 2.885 2 1 1 1 755 85 6.87 215 1 cell divisio cvtosol:nu protein bir Pf12862 51433 ENSG0000 ANAPC5 12 Progesterc APC/C:Cdc. 37 High High High High High High 1

FALSE | High Master Pr 043760 | Synaptogy 0,004 2.767 4 1 1 1 224 28 294 o 1 cell organi membrane protein bir Pf01284 (9144 ENSGOOOD SYNGR2 17 0 High High High High High High 1

FALSE  High Master Prc QINVS9  Pyridoxine| [ 13.211 17 3 3 3 261 30 7.06 10.05 3 metabolic | cytosol catalytic a Pf01243, F 55163 ENSG0000 PNPO 17 Vitamin BE Selenium I Vitamins B 7 High High High High High High 1

FALSE | High Master Prc Q15126 | phosphom 0001 4398 6 1 1 1 192 2 573 217 1 metabolic cytoplasm| catalytic a Pf04275 | 10654  ENSGO00D PMVK |1 Terpenoid Cholesterc Cholestera 10 High High High High High High 1

FALSE  Medium  Master Pr¢ 015375  Monocarb. 0.036 1.348 2 1 1 1 505 55 822 2.06 1 transport  membrane transporte Pf07690 9121 ENSG0000 SLC16A5 17 o High High High High High High 1

FALSE | High Master Prc 043688 | Phospholit o 6975 7 2 3 2 288 226 835 373 2 metabolic membrane catalytic a P01569 8612 ENSGOOOO PPAP2C; P 19 Glycerophi Triacylglyc Sphingolip 14 High High High High High High 1

FALSE  High Master Prc Q5HYI8  Rab-like pi. 0.003 3.028 5 1 1 1 236 26.4 711 179 1 regulation nucleotide Pf00071, F 285282  ENSG0000 RABL3 3 o High High High High High High 1

FALSE | High Master Prc P18858 | DNA ligase o 5855 3 3 3 3 919 1017 5.62 2 3 cell divisio| mitochone catalytic a Pf01068, F 3978 | ENSGO00O LIG1 19 DNA replic Mismatch | Mismatch 37 High High High High High High 1

FALSE  High Master Prc 000186  syntaxin-b [ 10.02 9 4 4 4 592 67.7 78 7.67 4 cell organi cytoplasm protein bir Pf00995 6814 ENSG0000 STXBP3 1 Insulin Sig Translocat 8 High High High High High High 1

FALSE | High Master Pr Q96C57 | Uncharact o 12176 10 2 3 2 262 282 9.42 652 2 protein bit 64897 ENSGO00D Cl2orf43 |12 0 High High High High High High 1

FALSE  High Master Prc QINPE3  H/ACA ribe 0.002 352 25 1 1 1 64 7.7 9.99 257 1 cell organi nucleus  protein bir Pf04135 55505 ENSG0000 NOP10 15 Ribosome TRNA mod 5 High High High High High High 1

FALSE |Medium | Master Pr Q02556 Interferon 0036 1338 2 1 2 1 426 483 677 183 1 cell differe cytoplasm DNA bindi PfOOG0S, F 3394 | ENSGOOOD IRF8 16 Pertussis | Developmi Interferon 8 High High High High High High 1

FALSE  Medium  Master Prc Q9Y6)9  TAF6-like | 0.015 1.74 1 1 1 1 622 67.8 8.97 0 1 cell organi nucleus  catalytica Pf02969, F 10629 ENSG0000 TAF6L 11 Basal tran HATs acety 5 High High High High High High 1

FALSE | High Master Prc P34931  Heat shocl 0 170028 2 17 9 1 641 703 602 23392 17 cell organi cytosolmi nucleotide PfO0012, F 3305 | ENSGOO0O HSPAIL  6; CHR HS Influenza £ Parkin-Ubi Attenuatic 2 High High High High High High 1

FALSE  High Master Prc Q06546 GA-bindin;, 0.002 3.789 3 1 1 1 454 513 4.97 275 1 cell differe nucleus  DNA bindi Pf00178, F 2551 ENSG0000 GABPA 21 Energy Me Transcripti 8 High High High High High High 1

FALSE | High Master Pr Q8WTS6 | Histone-ly 0003 2920 2 1 1 1 366 207 263 164 1 cell organi chromosor catalytic a Pf008S6 80854 | ENSGO00O|SETD7 |4 Lysine deg Histone M| PKMTs me| 6 High High High High High High 1

FALSE  High Master Prc P49366-1  deoxyhypt 0.002 3.702 6 2 2 2 369 409 5.36 0 2 cell organi cytoplasm catalytica Pf01916 1725 ENSG0000 DHPS 19 Hypusine s 4 High High High High High High 1

FALSE |Medium | Master Pr( PS1784  Ubiquiting 0012 1969 1 1 1 1 963 1097 545 175 1 metabolic |chromosor catalytic a Pf00443,F 8237 | ENSGO00O USP11 (X Associatiol 7 High High High High High High 1

FALSE  High Master Prc Q8N4V1  Membrane, o 6.907 18 1 1 1 131 14.7 9.16 278 1 transport  endoplasm transporte Pf10270 93380 ENSG0000 MMGT1 X Miscellane 2 High High High High High High 1

FALSE | High Master Pr 000178 | GTP-bindir 0003 2.849 2 1 1 1 669 724 834 225 1 metabolic cytoplasm catalytic a PfO0009, F 9567  ENSGOOOD GTPBP1 22 0 High High High High High High 1

FALSE | Low Master Prc P06127  T-cell surfz, 0.053 1171 4 1 1 1 495 54.5 821 2.02 1 cell prolife membrane protein bir Pf00530 921 ENSG0000 CDS 11 Hematopo High High High High High High 1 [QIGS‘]
FALSE | High Master Prc Q9UJ68-1 Mitochonc 001 209 4 1 1 1 235 261 809 0 1 metabolic cytoplasm, catalytic a P01625 4482 | ENSGOOOO MSRA |8 Sulindac V, Protein res 3 High High High High High High 1

FALSE  High Master Prc Q8TDS5  pleckstrin 0.001 437 5 1 1 1 490 53.3 5.43 299 1 transport | extracellul Pf00169, F 80301 ENSG0000 PLEKHO2 15 Cytokine-c. Neutrophil 4 High High High High High High 1

FALSE Medium  Master Pr AGNFO1  Putativen 0037 1331 1 1 1 1 834 83 9.95 o 1 transport nucleus  structural Pf15229 10028854 POM1218 7 0 High High High High High High 1

FALSE  High Master Prc Q7LGC8  Carbohydr 0.003 2.948 4 1 1 1 479 54.7 8.59 232 1 metabolic Golgi;mer catalytica Pf00685 9469 ENSG0000 CHST3 10 Glycosamii Metapath Defective ( 11 High High High High High High 1

FALSE  Low Master Pr Q5VSTO | Obscurin [ 0069 1.051 o 1 1 7968 8679 599 162 1 celldiffere cytoplasm catalytic a Pf00041, F 84033 ENSGO00O OBSCN 1 Galpha (1 1 High  High  High  High  High High 1 [assé2);
FALSE  Medium  Master Prc Q9BVGY  phosphatit 0.029 1441 5 1 1 1 487 56.2 6.25 0 1 metabolic endoplasr catalytica Pf03034 81490 ENSG0000 PTDSS2 11 Glycerophi Kennedy p Synthesis ¢ 8 High High High High High High 1

FALSE | High Master Pr QSNCN4 | E3 ubiquit. 0001 4272 2 1 1 1 708 771 91 0 1 metabolic nucleus | catalytic a P00097, F 254225  ENSGO00O RNFI69 |11 0 High High High High High High 1

FALSE  High Master Prc P10619  lysosomal o 10.223 7 2 2 2 480 54.4 6.61 5.7 2 metabolic endoplasr catalytica Pf00450 5476 ENSG0000 CTSA 20 Lysosome; Sialic acid 17 High High High High High High 1

FALSE | High Master Prc Q8169 | tRNA (urac o 8683 6 2 2 2 625 687 7.94 0 2 metabolic catalytic a PIO00T6, F 27037 ENSGO00D TRMT2A |22 0 High High High High High High 1

FALSE  High Master Prc Q62525 | Rho guanii, o 7.728 2 2 2 2 1173 130.7 7.08 312 2 cell organi cytoplasm, Pf00169, F 23370 ENSG0000 ARHGEF18 19 Galpha (1 14 High High High High High High 1

FALSE |High | Master Pr QSWAL-1 rhoguanir 0003 2.942 2 1 1 1 79 soal 738 27 1 cellular co_ cytoplasm  protein bir PIO0169, F 27237 ENSGO000| ARHGEF16 1 Galpha (1 n Wen  High  |Wgh  Hgh  Hgh | High 1

FALSE |Low Master Pr Q62U69 | ProteinFA| 0062 1108 1 1 1 1 1335 148 829 o 1 membrane Pf14650,F 259308 | ENSGOO0O FAM205A 9 0 High High High High High High 1 [ase0;
FALSE High  Master Prd QUUIGO  Tyrosine-p o 1582 3 3 3 3| w83 wos  sas|  sss 3 cell organi chromosor catalytic a PI00439,F 9031 ENSGO000 BAZIB |7 Recruitme s Wen  High  |Wgh  Hgh  Hgh High 1

FALSE  High Master Pr 000115 | Deoxyribo| 0002 4.034 3 1 1 1 360 396 805 17 1 cell death; vacuole  catalytica Pf03265 (1777 ENSGOO0O DNASE2 19 Lysosome Lysosome 6 High High High High High High 1

FALSE | Medium | Master Pr Q8TDI9 | Serine/thr 0039 1.284 1 1 1 1 o 071 szl 22 1 cell divisio cytoplasm  catalytica PIO00SS, F 91754 | ENSGO00O NEKS 14 Activation 7 Wen  High  |Wgh  Hgh  High High 1105245
FALSE  High Master Prc P22830-1 Ferrochela 0004  2.808 3 1 1 a3 78 873 1.86 1 metabolic membrane catalytica Pf00762 (2235  ENSGOO0O FECH 18 Metabolic Heme Bios Heme bios 6 High High High High High High 1

FALSE |low MasterPr 095396 | Adenvivltr 0068 1056 s 1 1 1 a0 as6]  em 0 1 metabolic cytoplasm catalytica PIO0SS1, F 27304 | ENSG0000 MOCS3 20 ulfur rela Molybden: s Wen  High  |Wgh  Hgh  High High 1 R1g;
FALSE |Medium | Master Pr Q96PV6-2 Isoform 2, 0012 1957 1 1 1 1 800 881 911 o 1 protein bir Pf03399 | 114823  ENSGODOO LENGS  19; CHR H 0 High High High High High High 1

FALSE | Medium | Master Pr Q9BQI3-L Eukaryotic 0032 1.409 2 1 1 1 e0]  mal s 0 1 cel differe cytoplasm catalytica PIO00S9, F 27102 ENSGO00O EIF2AKL 7 Influenza £ Translatior 7 Wen  High  |Wgh  Hgh  Hgh High 1

FALSE | High Master Pr Q92828 Coronin-2/ 0002 3556 2 2 1 525 59.7 8.05 17 2 cell organi cytoskelet: protein bir Pf00400, F 7464 | ENSGO00O CORO2A 9 0 High High High High High High 1

FALSE  High Master Prc Q09019 Dystrophis 0.005 2.576 3 1 4 1 674 704 7.24 0 1 metabolic nucleus  protein bir Pf00400 1762 ENSG0000 DMWD 19 o High High High High High High 1 [Q664]
FALSE  High Master Pre P51809  vesicle-ass o 83% 2 3 3 3 220 229 86 637 3 cell organi cell surfaci protein bir Pf00957, F 6845 ENSGOOOD VAMP?  X|Y;X | SNARE int¢ Cargo reco 13 High High High High High High 1

FALSE |High | Master Pr QOY2T7 | Y-boxcbinc o ssse 19 s 2 364 385 108 4348 & metabolic cytoplasm DNA bindi PI00313 51087  ENSGO000 YBX2 17 0 Wen  High  |Wgh  Hgh  High High 1

FALSE |Low Master Pr Q53R41 | FASTkinas 0063 1089 2 1 1 1 847 973 7.74 o 1 metabolic mitochonc catalytic a Pf06743,F 79675 ENSGO00D FASTKD1 |2 0 High High High High High High 1 7011
FALSE | Medium | Master Pr PS2657 | transcripti 0,02 1,609 6 1 1 109 124 es2 197 1 cell organi. nucleus | protein bir PI02268, £ 2958 | ENSG0000 GTF2A2 15 Basal tran: Eukaryotic RNA poly 19 Wen  High  |Wgh  Hgh  High High 1

FALSE | High Master Prc Q12873-1 | Chromodo o 6023 1 2 2 1 2000 2265 73 37 2 cell organi cytoplasm catalytic a Pf0D176, F 1107 | ENSGO00O CHD3 17 SuMOylati 25 High High High High High High 1

FALSE |High | MasterPr QOY2HG | Fibronecti 0002 3.706 1 1 1 1 1 w18 en o 1 cytosoliGo| protein bir PI00041 | 22862 | ENSGO000 FNDC3A 13 0 Wen  High  |Wgh  Hgh  High High 1

FALSE  High Master Prc 043670-1 BUB3-inte| 0003 3.124 3 1 1 1 478 507 91 311 1 cell divisio chromosor DNA bindi 7756 ENSGO00O ZNF207 |17 0 High High High High High High 1

FALSE  High Master Prc POCG39  POTE anky o 36.807 6 6 43 1 1038 117.3 5.97 103.17 6 protein bir Pf00022, F 653781  ENSG0000 POTEJ 2 o High High High High High High 1

FALSE  Medium  Master Prc Q86UP3-1 Zincfinger 0017 1679 0 1 1 1 3567 3935 637 o 1 metabolic nucleus | DNA bindi Pf00046, F 79776 ZFHXa 8 Mesodern 2 High High High High High High 1

FALSE  High Master Prc Q6PID6  Tetratrico, 0.002 3.832 4 1 1 1 262 294 5.44 2.47 1 protein bir Pf07719, F 23548 ENSG0000 TTC33 5 o High High High High High High

FALSE | High Master Prc QBY43 | Charged v o 5858 6 1 1 1 22 251 a7 186 1 cell comm cytoplasm| protein bir P03357 23082  ENSG000D CHMPAA |14 Endocytosi Budding a1 12 High High High High High High 1

FALSE _ High Master Prc Q96B36  Proline-ric o 5.772 9 2 2 2 256 27.4 475 247 2 cell organi cytoplasm protein bir. 84335 ENSG0000 AKT1S1 19 mTOR sign Target Of | HSF1-depe 22 High High High High High High 1

FALSE | Low Master Prc P01023 _alpha-2m | 0071 1036 1 1 1 1 174 1632 646 o 1 cell differe cytosoliex! enzyme re Pf00207, F 2 ENSGO000 A2M 12 Compleme Compleme Platelet de 17 High High High High High High 1

FALSE _ High Master Pr¢ Q8IUD2-1 ELKS/Rab6 o 892 4 4 4 4 1116 128 5.97 252 4 developm« cytoplasm protein bir Pf01496, F 23085 ENSG0000 ERC1 12; CHR H NF-kappa | 1 High High High High High High 1

FALSE__ High Master Prc Q9UPN4__ centrosom 0 18.928 S 5 6 5 1083 122.1 8.69 13.62 5_cell differe cytoplasm_catalytic a_Pf01576, F 22994 ENSG0000_AZI1; CEP1 17 Regulation 16 High High High High High High 1




FALSE |High  Master Prc 095394  phosphoac o 7904 8 a 4 a 542 598 6.25 182 4 metabolic cytosol | catalytica Pf00408, F 5238 ENSGO000 PGM3 6 Amino sug Glucuronic Svnthesis ¢ 9 High High  High High  High High 1
FALSE |High | Master Pr( P32970 | CD70antii  0.003 284 6 1 1 1 193 211 853 172 1 cell comm  membrane protein bir P00229 | 970 ENSG0000 CD70 |19 Cytokine-c TNFs bind 5 High High  High High  High High 1
FALSE High | Master Pr Q8WY22  BRI3-bindi o 5726 10 2 2 2 251 278 9.44 17 2 membrane Pf14965 140707 |ENSGOOOO BRI3BP 12 o High High  High High  High High 1
FALSE |High  Master Prc Q4KMQ2- Anoctamir 0002  3.722 3 2 2 2 910 1061 777 253 2 cell organi cell surfaci protein bir Pf04547 | 196527 | ENSGOOOO ANO6 12 Neutrophil 3 High High  High High  High High 1
FALSE |High  Master Pr QHB90 ras-relatec 0002  3.917 3 1 1 1 399 42 51 255 1 cell comm cytoplasm| catalvtic a Pf00025, F 64121 | ENSG0000 RRAGC |1 mTOR sign Target Of | Energy der 17 High High  High High  High High 1
FALSE |High  Master Pr( P61978-2 Isoform 21 o 202785 65 2 139 1 a4 51 533 36305 28 metabolic cytoplasm DNA bindi P0D013, F 3190 | ENSGO00O HNRNPK 9 mRNA Pro 1 High High  High High  High High 1
FALSE | Medium | Master Prc P18850  CvclicAMi 0018 1661 2 1 1 1 670 745 822 0 1 metabolic cvtosolien| DNA bindi Pf00170, F 22926 ENSGO000 ATF6 |1 Protein prc Sterol Reg. ATF4 activ. 2 High High  High High  High High 1
FALSE |High  MasterPr 015239 NADHdeh 0001 4469 19 1 1 1 70 81 884 373 1 cell organi cytosol;me|catalytic a 4694 ENSGODOO NDUFA1 X Metabolic  Electron Ty Complex | 12 High High  High High  High High 1
FALSE | Medium | Master Prc Q8IWB1 Inositol 14 0032 1397 1 1 1 1 547 62 5.88 0 1 membrane Pf03281 85450 | ENSGOOOO ITPRIP 10 o High High  High High  High High 1
FALSE |High  Master Pr Q86XA9 HEATrepe 0008 2199 1 1 1 1 2040 2219 658 252 1 25038 HEATRSA |14 [ High High  High High  High High 1
FALSE |High  Master Prc P48029-1 Sodium- ai o 483 2 1 1 1 635 705 6.42 197 1 metabolic membrane transporte Pf00209 6535 | ENSGO00D SLC6AS X NRF2 path Creatine 5 High High  High High  High High 1
FALSE |Medium | Master Prc PO1008  Antithrom 0036 1344 2 1 1 1 464 526 671 0 1 coagulatio extracellul enzyme re Pf00079 | 462 ENSGOO0D SERPINCI |1 Compleme Compleme Post-trans| 10 High High  High High  High High 1
FALSE High  Master Prc 014965  Aurora kin o san 5 1 1 1 403 458 9.39 439 1 cell divisio cvtoplasm  catalvtic a Pf00069, F 6790 AURKA 20 Qocvte me Gastric Cai FBXL7 dow 27 High High  High High  High High 1
FALSE High  Master Pr 075717 WD repeal 0 1229 5 a 5 4 129 159 562 431 4 cytoplasm DNA bindi Pf00400, F 11169 ENSGO00D WDHD1 |14 Mesoderr 1 High High  High High  High High 1
FALSE |High  Master Prc Q13308-1 Inactive tv 0 11169 4 2 2 2 1070 1183 7.09 88 2. cell differe membrane catalvtic a Pf00047,F 5754 | ENSGO000 PTK7 |6 [ High High  High High  High High 1
FALSE High  Master Pr Q8WU90  Zinc finger o 9691 9 a 4 a 426 486 531 168 4 regulation cytoplasm metal ion | Pf00642 55854 | ENSGO00O ZC3H15 2 [ High High  High High  High High 1
FALSE | Medium | Master Pr QI6MX6 WD repeai 0028 1444 7 1 1 1 357 397 8.09 0 1 cell death protein bir 116143 ENSG0000 WORS2 |2 [ High High  High High  High High 1
FALSE |Low Master Pr Q72478 | ATP-deper 0072 1025 1 1 1 1 1369 1551 809 0 1 metabolic cytoplasm| catalytic a Pf00270, F 54505 ENSGO00D DHX29 |5 [ High High  High High  High High 1
FALSE |High  Master Prc 060825-1 6-phosphc 0003 2.913 3 1 1 1 505 58.4 8.38 0 1 metabolic cvtoplasm  catalvtic a Pf00300, F 5208 ENSGO00D PFKFB2 |1 Fructose a Focal Adhe Glycolysis 8 High High  High High  High High 1
FALSE | Medium | Master Pr Q15751 Probablef 0012 1991 0 1 1 1 agel 5319 604 0 1 cell differe cytoplasm  catalytic a P00400, F 8925 ENSGO0OD HERCL |15 Ubiauitin 1 Antigen pr 5 High High  High High  High High 1
FALSE | Medium | Master Prc Q9YSK3  Choline-of 0034 1371 2 1 1 1 369 a9 64 0 1 metabolic cvtoplasm catalvtica Pf01467 9468 | ENSGO00O PCYTIB X Glvcerophi Kennedy p Svnthesis ¢ 10 High High  High High  High High 1
FALSE |Medium | Master Prc QOY6J6  Potassium 0034 1369 13 1 1 1 123 145 583 0 1 regulation cell surfac protein bir P02060 (9992 ENSGO00D KCNE2 |21 Gastric aci Phase 3 -1 5 High High  High High  High High 1 ka0l
FALSE | Medium | Master Pr P46976-1 Glvcogenit 0015 1759 3 1 1 1 350 394 553 0 1 metabolic cvtosoliexi catalvtica P01501 (2992 ENSGO00D GYG1 |3 starch and Insulin Sig1 Neutrophil 2 High High  High High  High High 1
FALSE |Medium | Master Prc P04217  Alpha-18- 0026 1478 2 1 1 1 495 542 586 0 1 transport | extracellul protein bit Pf00047, F 1 ENSGO000 A18G |19 Platelet de 7 High High  High High  High High 1
FALSE |High  Master Pr Q96GCS-1 39Sriboso 0003 3.379 5 1 2 1 212 239 8.98 0 1 cell organi membrane protein bir P00338 | 51642 ENSG0000 MRPLAS |11 Mitochonc 3 High High  High High  High High 1
FALSE |High  MasterPr(Q96G28 cilia-andf 0002 4035 6 2 2 2 342 394 497 228 2 cytoplasm | protein bir Pf11527 | 112942 | ENSG000D CCDCI04; 2 [ High High  High High  High High 1
FALSE |High  Master Pr Q7L4I2-1 Arginine/s 0002  4.073 2 1 1 1 434 505 1133 204 1 protein bit Pf15477 | 65117 ENSGO00O RSRC2 |12 [ High High  High High  High High 1
FALSE |High  Master Pr Q96GNS-1 cell divisio 0003 332 4 2 2 2 44 522 574 0 2 cell divisio cytoplasm protein bir Pf10497 55536 | ENSG000O CDCA7L 7 Sudden Inf 1 High High  High High  High High 1
FALSE |High  Master Pr QSVWQO Round spe o 545 2 1 1 1 802 %0 86 271 1 nucleus 54665 ENSGO00O RSBN1 |1 [ High High  High High  High High 1 :
FALSE | Medium | Master Prc Q9HAQ2-] Kinesin-ik 0034, 1371 2 1 1 1 790 899 717 257 1 cell organi cytoplasm  catalytic a Pf00225 | 64147 ENSGOOOD KIF9 3 COP-depe 8 High High  High High  High High 115559150
FALSE |High  Master Pr( P11441  Ubiquitind 0002  3.581 6 1 1 1 157 178 8.66 274 1 metabolic cvtoplasm  catalvtic a Pf00240, F 8266 | ENSGO00D UBLAA X [ High High  High High  High High 1
FALSE |High  Master Pr Q92817  Envoplakir o 6427 1 2 2 2 2033 23S 696 406 2 cell death; cytoplasm  protein bir PfODG81, F 2125 | ENSGOOOO EVPL 17 Formation 3 High High  High High  High High 1
FALSE |High  Master Pr Q06265-1 Exosomec 0002  3.566 4 2 4 2 439 489 529 377 2 metabolic chromosor catalytica Pf01138, 5393 | ENSG000D EXOSCO |4 RNA degra Major patt 15 High High  High High  High High 1
FALSE | Medium | Master Pr QOUIM3 | FKSO6-bin 0011 2024 3 1 1 1 349 382 55 0 1 regulation cytosol | protein bir Pf00S15, F 63043 ENSGO00O FKBPL |6 CHR HS The role of 5 High High  High High  High High 1
FALSE |High  Master Pr( PO1137  Transform 0006 2351 2 1 1 1 390 443 853 241 1 cell death; cell surfaci enzyme re Pf00019, F| 7040 TGFB1 19 Chronic m MicroRNA SMAD2/3 98 High High  High High  High High 1
FALSE |High  MasterPr(Q9P253 Vacuolarp 0007 2309 1 1 1 973 1101 607 0 1 cell organi endosome  catalytic a Pf00637, F 57617 ENSGO00O VPS18 |15 [ High High  High High  High High 1
FALSE |High  Master Pr QSVU43-2 Isoform 2/ 0009 2.107 1 1 1 1 132 1284 511 0 1 cell organi cytoplasm, metal ion | Pf02463, F 9659; 653 PDE4DIP; | 1 [ High High  High High  High High 1
FALSE |Low Master Pre Q8IWVS | €3 ubiquit| 0067 1.069 1 1 1 1755 2004 624 0 1 cell organi chromosor catalytic a Pf02207,F 23304 | ENSGO00O UBR2 |6 Antigen pr 4 High High  High High  High High 1
FALSE |High  Master Pr QINP72  Ras-relate: 0 6766 20 3 3 3 206 23 524 0 3 cell organi cytosol;Go catalytic a Pf00025, F 22931 ENSGO00O RABIS |10 COPFindes 13 High High  High High  High High 1
FALSE High  Master Pr Q8WUX9  Charged o 7949 5 1 1 1 453 509 535 571 1 cell organi chromosor protein bir Pf03357 91782 ENSGO00O CHMP7 |8 Endocytosi Budding a1 12 High High  High High  High High 1
FALSE |High  Master Prc 060830-1 Mitochonc 0003 3.139 13 1 1 1 172 183 9.03 23 1 transport | membrane protein bir P02466 | 10245 | ENSG0000 TIMM178 X Mitochonc 2 High High  High High  High High 1
FALSE | Medium | Master Pr QOUN70-2 Isoform 21 0026 1.477 2 1 1 1 863 %44 516 0 1 cell comm  membrane metal ion | Pf00028, F 5098 ENSGO00D PCDHGC3 |5 [ High High  High High  High High 1 10810;
FALSE |High  Master Pr 075530 Polycomb 0003 2926 3 1 2 1 441 50.2 7.03 0 1 cell organi chromosor catalytic a P00400 8726 ENSGO00O EED 1 Histone M| Regulation 2 High High  High High  High High 1
FALSE |High  MasterPr Q8NHZ8 Anaphase- 0004 2694 14 1 1 1 85 98 681 254 1 cell divisio cytosolinu | protein bir P10471 | 246184  ENSGO00D CDC26 |9 Cell cycle; APC/C:Cde 37 High High  High High  High High 1
FALSE |High  Master Prc Q9BV68-1 E3 ubiauit o 5833 10 1 1 1 326 356 5.72 313 1 metabolic cytoplasm| catalytic a Pf00097, F 55658 RNF126 |19 Antigen pr a High High  High High  High High 1
FALSE High  Master Prc QOUIUG-3 Isoform 31 o 26719 2 7 8 1 439 49 505 207 7| cell organi cytoplasm enzyme re P00018, F 28988 | ENSGOOOO DBNL 7 T-Cell anti 1 High High  High High  High High 1
FALSE |High  Master Pr QBRT9 DNAreplic 0003  3.112 6 1 1 23 26 4.98 0 1 cell prolife cytoplasm catalytic a Pf05916 84296 ENSGO000 GINSA |8 Unwinding 7 High High  High High  High High 1
FALSE | Medium | Master Pr Q4LE39-1 AT-richint 0024 1531 1 1 1 1 11 1477 512 0 1 cell organi cytoplasm| catalytic a PfO08SS, F 51742 ENSGO00D ARID4B |1 Pathways | HDACs dez 8 High High  High High  High High 1
FALSE |High  Master Pr QHBH1 Peptidede 0003 3.146 4 1 1 1 243 27 9.16 0 1 metabolic mitochonc catalytica Pf01327 64146 ENSG000O PDF 16 [ High High  High High  High High 1
FALSE |High  Master PrQS3HL2 Borealin[( 0003 319 4 1 1 1 20 313 986 204 1 cell divisio chromosor protein bir Pf10444,F 55143 ENSG000D CDCAS |1 Amplificat 2 High High  High High  High High 1
FALSE |Low Master Prc 014508 | Suppresso| 0058 113 4 1 1 1 198 22 8.69 0 1 metabolic cytoplasm, enzyme re Pf00017,F 8835  ENSG0000 SOCS2 |12 Prolactin s Leptin sigr Interleukin 16 High High  High High  High High 1
FALSE |High  Master Pr 075629  Protein CR 0 9609 10 1 1 1 20 241 7.59 543 1 cell prolife extracellul protein bir P13883 8804 ENSGO00D CREGL |1 Senescenc, Neutrophil 4 High High  High High  High High 1
FALSE |Low Master Pr 000471 | Exocystco 0062 1101 1 1 1 1 708 818 6.71 0 1 transport | cytoplasm, protein bir P03938, F 10640 ENSG0000 EXOCS |14 Translocat 10 High High  High High  High High 1
FALSE |Medium | Master Prc AGNI28  RhoGTPas 0033 1384 1 1 1 1 874 985 7.99 0 1 regulation enzyme re PIO0018, F 143872 ENSGO00O ARHGAPA: 11 Rho GTPas 3 High High | High High  High High 1
FALSE |High  Master Pr(Q9UBGO Citypema 0006 2537 1 1 1 1 1479 1666 5.83 178 1 cell differe membrane protein bir P00040, F 9902 ENSG0000 MRC2 |17 Tuberculos Cross-pres 7 High High  High High  High High 1
FALSE | Medium | Master Pr Q8WUA2 Peptidyl-p 0015 1763 3 1 1 1 492 57.2 592 0 1 metabolic cvtosolinu  catalvtic a Pf00076, F 85313 | ENSGO000 PPIL4 |6 MRNA Spli 4 High High | High High  High High 1
FALSE |High  Master Pr 043716  Glutamylt o 5581 1 2 2 2 136 15.1 5.05 264 2 cell organi mitochonc catalytic a Pf02686 283459 | ENSGO00O GATC 12 Aminoacyl 2 High High  High High  High High 1
FALSE High  Master Pr QOY6I3  epsin-1[0 0 5057 4 1 2 1 576 603 483 583 1 cell organi cytoplasm  protein bir P01417 29924 ENSGO00D EPN1 |19 Endocytosi VEGFA-VE( Cargo reco 11 High High | High High  High High 1
FALSE |High  Master Pr Q8TB36  gangliosid: 0 5489 4 1 1 1 358 a3 834 2 1 cell comm cytoplasm catalytic a Pf00043, F 54332 | ENSGO000 GDAP1 |8 [ High High  High High  High High 1
FALSE High  Master Pr Q8NEJY neuroguid 0003 298 3 1 1 1 315 359 957 0 1 metabolic |chromosor protein bir P04000 25983 ENSGO000 NGDN |14 [ High High  High High | High High 1
FALSE |High  Master Pr Q0S513-1 Proteinkir 0002  3.555 3 2 2 1 592 676 5.77 34 2 cell growtl cytoplasm  catalytic a Pf000GY, F 5590 | ENSGO00D PRKCZ 1 Insulin resi Type I dia VEGFR2 m 40 High High  High High  High High 1
FALSE  Low Master Prc P38570 | Integrinal 0059 1124 1 1 1 1 179 1301 574 0 1 cell organi membrane metal ion | Pf00092, F 3682 ENSGO00D ITGAE |17 Regulation Integrin-m Integrin ce 3 High High High High | High High 1
FALSE |High  Master Pr 000194  ras-relatec o 8909 13 3 3 2 218 26 552 173 3 regulation Golgi;men catalytic a P00009,F 5874 ENSGO00D RAB278 |18 Pancreatic Deregulati Platelet de 13 High High  High High  High High 1
FALSE High  Master Prc Q15746-1 Myosinlig 0006 2412 1 1 1 1914 2106 6.15 0 1 cell organi cvtoplasm  catalvtic a Pf00041,F 4638 ENSGO00D MYLK |3 Focal adhe MicroRNA RHO GTPa 19 High High | High High | High High 1
FALSE High  Master Prc QST3I0 G patch dc 0 10254 7 3 4 3 446 504 9.63 7.99 3 protein bir Pf01585 | 54865 GPATCHA 1 [ High High  High High  High High 1
FALSE | Medium | Master Pr Q8N138 | ORMillike 0026 1481 7 1 1 1 153 175 9.64 0 1 cellular ho endoplasrr protein bir P04061 94103 ENSG000D ORMDL3 |17 Neutrophil 7 High High  High High | High High 1
FALSE | Medium | Master Pr 094886 | CSCl-likes 0016 1723 1 1 1 1 807 921 727 255 1 transport | membrane transporte Pf02714,F 9725 ENSG000D TMEMG63A 1 Neutrophil 3 High High  High High  High High 1
FALSE |High  Master Pr QOUPY3 endoribon 0006 2529 1 1 1 1 1922 28s 568 0 1 cell organi cvtoplasm  catalvtic a Pf00270, F 23405 ENSGO00D DICER1 |14 MicroRNA| miRNA Bic MicroRNA 9 High High  High High | High High 1
FALSE |High  Master Pr( Q9BWW7 Mitochonc 0001  4.202 4 1 1 1 28 282 97 194 1 cell organi membrane protein bir P08294, F 29090 ENSG000D TIMM21 |18 Mitochonc 2 High High  High High  High High 1
FALSE |High  Master Pr QSITDO-1 Tightjunct 0002  3.814 2 1 1 557 618 597 175 1 cell organi cvtoplasm protein bir Pf15453 93643 | ENSGO000 TUAP1 |6 Tight junct 1 High High | High High  High High 1
FALSE |High  Master Pr QBQES  apolipoprc o 4866 3 1 2 1 337 37.1 674 192 1 defense re cytoplasm protein bir Pf05461 | 23780 APOL2 22 [ High High  High High  High High 1
FALSE  Low Master Pr Q9BWMS Zinc finger 0,051 1.185 2 1 1 1 594 671 7.97 0 1 metabolic nucleus | DNA bindi Pf00096, F 55659  ENSGO00D ZNF416 |19 Generic Tr. 3 High High  High High  High High 1/1Q303;
FALSE |High  Master Prc Q8N201 | integrator o 4592 1 1 1 1 2190 2041 6.13 0 1 metabolic membrane Pf12432 26173 |ENSGOO0O INTS1 |7 RNA polyn 3 High High  High High  High High 1
FALSE |High  Master Pr Q96N21-1 AP-4coms 0009 2133 2 1 1 525 551 7.03 0 cvtoplasm | protein bit 146705 | ENSGO00D ENTHD2; T 17 [ High High  High High  High High

FALSE |High  Master Pr Q12841  Follistatin- 0 6155 a 1 1 1 308 35 552 287 1 metabolic extracellul metal ion | Pf000S0, F 11167 ENSGO00D FSTLL |3 Post-trans| 7 High High  High High  High High 1
FALSE | Medium | Master Pr Q8N960  Centrosom 0036 1341 2 1 1 1 986 1126 625 0 1 cell differe cvtoplasm  catalvtic a Pf00769, F 153241 ENSGO00D CEP120 |5 [ High High High High  High High 1/ 1R592]
FALSE |High  Master Pr QUUHIG  Probable £ o 98 5 3 3 3 84 922 6.95 363 3 cell organi cytoplasm| catalytic a Pf00270,F 11218 ENSGO00D DDX20 |1 RNA transi/ mRNA Pro snRNP Ass. 5 High High  High High  High High 1
FALSE High  Master Prc P46939  Utrophin [ o 7457 1 2 2 1 333 3942 533 525 2 cell organi cvtoplasm  metal ion | Pf00307, F 7402 | ENSGO00O UTRN |6 Primary Fc 1 High High  High High  High High 1
FALSE_High ___ Master Prc Q518M3-1 ERmembr 0002 3.756 9 1 1 1 183 201 862 196 1 cell death; membrane Pf06417 51234 ENSGOO0O EMCA 15 9 High High __ High High __ High High 1




FALSE |High  Master Prc Q14157-1 Isoform 21 0 119203 28 18 33 1 983 1039 698 8863 18  regulation cytoplasm protein bir Pf00627, F 9898 ENSG000D UBAP2L |1 o High High  High High  High High 1
FALSE |High  Master Pr Q13472-1 DNAtopoi 0007 23 1 1 1 1 1001 1123 834 164 1 metabolic | chromosor catalytica P01131,F 7156 ENSGO000 TOP3A | 17; CHR H Fanconi an G2/M DN/ 27 High High  High High  High High 1

FALSE High  MasterPr(QOULC3 Rasrelate 0002  3.831 4 1 1 1 237 266 66 23 1 cell organi cvtoplasm catalvtic a Pf00009, F 51715 | ENSGO000 RAB23 |6 RAB geran 3 High High  High High  High High 1

FALSE |High  Master Pr QUHC35  Echinoden o 5748 1 1 1 1 981 1088 64 173 1 cytoplasm | protein bir P00400, F 27436 | ENSGO00D EMLA |2 Non-small 1 High High  High High  High High 1

FALSE | Medium | Master Pr Q96RL?  Vacuolars 0038 1316 0 1 1 1 360 633 2.12 1 metabolic cytosol | protein bir PfO6650, F 23230 ENSGO00D VPS13A |9 o High High  High High  High High 1 me31(99)]
FALSE |High  Master Pr( P82979 | SAP doma o 833 16 3 3 3 20 237 642 517 3 metabolic nucleus | DNAbindi P02037 84324  ENSGOOOD SARNP |12 Cleavage ¢ 9 High High  High High  High High 1

FALSE | Medium | Master Prc QSTONS-1 Formin-bir 0012 1954 1 1 1 1 605 70 6.64 165 1 cell organi cvtoplasm  protein bir P00018, F 54874 ENSGO00D FNBPIL |1 Clathrin-m 3 High High  High High  High High 1

FALSE |High  Master Pr Q14790-1 Caspase-8 0003 3173 3 1 1 1 479 554 51 313 1 cell death; cytoplasm| catalytic a PfO06S6, F 841 ENSGO00D CASPE |2 053 signali Nucleotide CLEC7A/in 78 High High  High High  High High 1

FALSE |High  Master Pr(Q96QUS Exportin6 0003 3.016 1 1 1 1 1125 1288 635 178 1 transport | cvtoplasm  protein bir P03810, F 23214 ENSG0000 XPO6 |16 o High High  High High  High High 1

FALSE |High  Master Pr 095229 |ZW10inte o 5587 4 1 1 1 7 313 515 0 1 cell divisio chromosor protein bir P09731, F 11130 ENSG0000 ZWINT |10 Amplificat 16 High High  High High  High High 1

FALSE |High  Master Prc Q15050  Ribosome 0 9253 8 2 2 2 365 a2 107 584 2. cell differe chromosor protein bir Pf04939 23212 | ENSGO00O RRS1 |8 o High High  High High  High High 1

FALSE |High  MasterPr 075683 Surfeitloc 0002 4079 5 2 2 2 361 414, 1064 239 2 nucleus | DNA bindi Pf04935 6838 ENSGOOOO SURF6  9; CHR HC [ High High  High High  High High 1

FALSE |High | Master Pr Q9BV79  Enoyl-facy o 7948 7 2 2 2 373 204 8.76 5.49 2 metabolic cvtoplasm  catalvtic a Pf00107,F 51102 ENSG000D MECR |1 Fatty acid | Fatty Acid  Beta oxida 10 High High  High High  High High 1

FALSE |High | Master Pr 075828  Carbonylr 0 12316 10 2 4 1 277 308 618 1364 2 metabolic | cytoplasm  catalytic a Pf00106, F 874 ENSGO00D CBR3 |21 Metabolic NRF2 path Phase | - Fi 7 High High  High High  High High 1

FALSE |High  Master Pr Q9BRS2 Serinef/thr 0003  3.243 2 1 1 1 568 655 619 248 1 metabolic cvtoplasm  catalvtic a Pf01163,F 83732 | ENSGO00O RIOKI |6 Ribosome Maior patt 5 High High  High High  High High 1
FALSE | Medium | Master Pr QINQAS Transient: 0034 1365 1 1 1 1 729 825 646 0 1 cell organi membrané metal ion | Pf00023, F 56302 TRPVS 7 Endocrine Osteoclast TRP chann 3 High High  High High  High High 1/ [s13(100)]
FALSE | Medium | Master Prc 014782  Kinesin-ik 0022 1579 1 1 1 1 793 894 822 0 1 cellular co cvtoplasm  catalvtic a Pf00225 | 3797 KIFSC 2 COPl-depe 14 High High  High High  High High 1

FALSE |High  MasterPr(Q14728 Majorfaci 0003 2924 3 1 1 1 455 483 96 0 1 cell death; membrane transporte Pf00083, F 10227 | ENSGO00O MFSD10 |4 [ High High  High High  High High 1

FALSE |High  Master Pr 000400 Acetvl-coe 0001  4.305 2 1 1 1 549 609 7.33 175 1 regulation endoplasn transporte Pf13000 9197 ENSG000D SLC33A1 |3 Metabolic Ganglio Sp Transport | 10 High High  High High  High High 1
FALSE |High  Master Pr Q13427  peptidyl-p o 13915 8 5 6 5 754 886 1029 1267 5 metabolic cytosolnu catalytica PfOD160 9360 ENSGO0OO PPIG 2 [ High High  High High  High High 1/ 15290(100)
FALSE |High | Master Pr Q14696  LRP chape o 5091 9 2 3 2 234 26.1 7.78 5.02 2 metabolic endoplas protein bir Pf10185 23184 ENSG0000 MESDC2; ! 15 [ High High  High High  High High 1

FALSE |High  MasterPr(Q14746 Conserved 0002 4083 1 1 1 1 738 832 6.62 213 1 cell organi cytosol;Go protein bir Pf06148, F 22796 ENSGO00D COG2 |1 COPL-medi 1 High High  High High  High High 1

FALSE | Medium | Master Pr Q92968  Peroxisom 004 1276 1 1 1 1 403 a1 8.05 0 1 cellular co membrane protein bir P00018, F 5194 | ENSG000D PEX13 |2 Peroxisom 1 High High  High High  High High 1
FALSE |Medium | Master Pr Q8WXI7 Mucin-16 0034 1372 0 1 1 1 18507 15182 526 0 1 metabolic extracellul protein bir P01390, F 94025 ENSGO00D MUCI6 |19 Defective ¢ 15 High High  High High  High High 1/ m27(so)
FALSE High  Master Pr Q8WVJ2  NudC dom o 504 1u 1 1 1 157 17.7 5.07 418 1 metabolic  chromosor protein bir P04969 | 134492  ENSG0000 NUDCD2 |5 [ High High  High High  High High 1

FALSE |High  Master P Q8WUY1 ProteinTH 0003 3214 6 1 2 1 208 239 955 367 1 extracellul Pf13279 51337 ENSGOO0O THEM6 |8 [ High High  High High  High High 1

FALSE |High  Master Pr( PSOS83  Bis(S“nucl 0001  4.353 10 1 1 1 147 168 5.35 3.09 1 cell death; mitochonc catalvtic a Pf00293 318 ENSG0000 NUDT2 |9 Purine me! Detoxifical 5 High High  High High  High High 1

FALSE High  Master Prc Q3V6T2-1 Girdin [0S LI 2 2 2 2 1871 2159 621 276 2 cell organi cytoplasm protein bir Pf04111, F 55704 | ENSGO00O CCDC8SA 2 Mesoderr 1 High High  High High  High High 1

FALSE High  Master Prc Q14966-1 Zinc finger 0 8655 1 2 2 2 1978 2205 6.38 0 2/ metabolic cvtoplasm | DNA bindi P00076, F 27332 ENSGO00D ZNF638 |2 Transcripti 2 High High  High High  High High 1

FALSE |Low Master Pr Q13901 | nuclearnu 0051 1182 4 1 1 1 141 16 9.03 226 1 cell death; cytoplasm  DNA bindi P04000 10438  ENSGO00D C1D 2 RNA degra Major patt 5 High High  High High  High High 1

FALSE | Medium | Master Prc P20338  Ras-relate 0014 1843 5 1 1 1 218 2.4 6.07 195 1 metabolic cvtoplasm  catalvtic a Pf00009, F 5867 ENSGO00D RAB4A |1 Endocytosi VEGFA-VE Translocat 20 High High  High High  High High 1

FALSE |High  Master Pr(Q9YS12 sortingan  0.006 237 3 1 1 1 469 519 69 0 1 cell organi cytoplasm  protein bir Pf01103,F 25813 ENSGO00D SAMMSO |22 Cristae for. 5 High High  High High  High High 1

FALSE |High  Master Pr Q8NDO4 ProteinSh 0006 2477 1 1 1 1 991 1096 7.68 179 1 metabolic cytosol | protein bir Pf0220 55181  ENSG000D SMG8 |17 Nonsense 3 High High  High High  High High 1

FALSE High  Master Pr QOUEUD  vesicle tral o 850 14 2 2 2 232 27 904 663 2 cell organi cytosolzen protein bir Pf03908, F 10490 | ENSGO00O VTI1B 14 SNARE intc Platelet de 5 High High  High High  High High 1

FALSE |Low Master Pr QINWB6 | Argininea 0059 1127 2 1 1 1 273 332 1035 167 1 metabolic mitochonc protein bir Pf15346 55082 ENSG000D ARGLU1 |13 [ High High  High High  High High 1

FALSE | Medium | Master Prc Q96958-1 Histonede 0045 1239 1 1 1 1 669 714 574 0 1 cell organi cytoplasm  catalvtic a Pf008S0 83933 ENSGO00D HDACIO |22 Viral carcir Neural Cre NOTCHI Ir 18 High High  High High  High High 1

FALSE |High  Master Prc 096017-1 Serine/thr 0002  4.183 6 2 2 2 543 609 591 0 2. cell death; Golgiznucl catalytic a Pf00069, F 11200 ENSGO000 CHEK2 |22 Cell cycle; | miRNA Rej Chk1/Chk2 32 High High  High High  High High 1

FALSE High  Master Pr Q8NBJ4  Golgi men o ns 10 5 9 5 401 453 497 432 5 cell organi Golgi;mer protein bir 51280  ENSGO00D GOLM1 |9 Post-trans| 4 High High  High High  High High 1

FALSE |High  Master Prc 095983-1 methyl-Cp 0007 2247 5 1 1 1 291 328 534 0 1 cell organi chromosor catalytic a Pf01429,F 53615 ENSG0000 MBD3 |19 ERCC6 (CSI 20 High High  High High  High High 1

FALSE High | Master Pr Q96DS3-1 Atypical ki 0 4698 4 2 2 2 544 60 7.23 0 2 metabolic | cytoplasm catalytica Pf03109 79934 ENSGO00O ADCK4; CC 19 [ High High  High High  High High 1

FALSE |High  MasterPr( Q15334 lethal(2)g 0004 2673 1 1 1 1064 1153 629 0 1 cell organi cytoplasm, enzyme re Pf08366 3996 ENSGO00O LLGL1 |17; CHR_H Tight junct 2 High High  High High  High High 1

FALSE High  Master Prc Q8NI27-1 THO comp o san 2 3 4 3 1593 1827 844 254 3 cell differe nucleus  protein bir Pf11262, F 57187 ENSG0000 THOC2 X Spliceoson Cleavage ¢ 1 High High  High High  High High 1

FALSE |High | Master Pr Q9BPXS  actin-relat o 5351 12 1 1 153 169 66 531 1 cell organi cytoplasm, protein bir P04699 | 81873 ENSG000D ARPCSL |9 Endocytosi Pathogenil 8 High High  High High  High High 1

FALSE | Medium | Master Pr QONXO1 thioredoxi 0011 2.001 7 1 1 1 149 17 6 239 1 cell organi cytosolinu  protein bir P02966 | 54957  ENSGO00O TXNL4B |16 [ High High  High High  High High 1

FALSE |High  Master Pr Q92995 Ubiquitin¢ 0009 2168 1 1 1 1 863 973 553 0 1 cell differe cytosol | catalytic a Pf00443,F 8975 ENSGO00D USP13 |3 Regulation 9 High High  High High  High High 1

FALSE High  Master Pr 060907  F-box-like/ o 8965 5 2 3 1 577 625 655 6 2 cell organi nucleus | DNA bindi P0D400, F 6907 ENSGO00O TBLIX X Wt signal Ectoderm | NOTCHI Ir| 37 High High  High High  High High 1

FALSE |High  Master Pr 000244  Coppertrs 0004  2.666 12 1 2 1 68 74 7.24 0 1 cellular ho cytosol | metal ion | Pf00403 475 ENSGO000 ATOX1 |5 Mineral at Copper ho lon influx/! 9 High High  High High  High High 1

FALSE High  Master Pr 075410-1 Transform 0005 2561 1 1 1 1 805 877 488 302 1 cell divisio cvtoplasm  catalvtic a Pf01496,F 6867 | ENSGO00O TACCI |8 [ High High  High High  High High 1

FALSE |High  Master Prc P98066  Tumornec 0006 2416 5 1 1 1 277 312 679 0 1 cell comm extracellul protein bir P00193,F 7130 ENSG000D TNFAIPS |2 Neutrophil 3 High High  High High  High High 1

FALSE High  Master Prc Q8NFHS  Nucleopor 0 14202 13 a 5 a 326 348 9.09 607 4 cell organi membrane DNA bindi P05172, F 129401 | ENSGO00O NUP35 2 RNA trans| Rev-media 64 High High  High High  High High 1

FALSE |Low Master Prc Q5SY16 | Polynuclec  0.068| 1058 1 1 1 702 793 9.13 0 1 metabolic cytoskeleti catalytic a Pf03205,F 79707 | ENSGO00O NOL9 |1 Major patt a High High  High High  High High 1

FALSE |High  Master Pr( P49281-1 naturalres 0003 2969 2 1 1 1 568 622 609 0 1 cell organi cell surfac metal ion | Pf01566 4891 ENSGO00D SLC11A2 |12 Lysosome; Iron metat Metal ion 13 High High  High High  High High 1

FALSE |Low Master Pr QOUQS0 | Paraplegin 0067 1073 2 1 1 1 795 882 8.69 0 1 cell organi membrane catalytic a Pf00004, F 6687 ENSG0000 SPG7 |16 Processing 3 High High  High High  High High 1

FALSE |High  Master Prc PSO613  Cyclin-dep o sas 6 1 1 1 346 39 847 384 1 cell divisio cytoplasm catalytic a PIO069, F 1022 ENSGOO0O CDK7 5 CHR Hs| Cell cycle; MicroRNA RNA polyn 70 High High  High High | High High 1

FALSE |High  Master Prc Q8IWV7-1 €3 ubiquit 0006  2.537 1 1 1 1 1749 2001 6.01 213 1 metabolic cytoplasm catalytic a Pf02207,F 197131  ENSGO00D UBR1 |15 Antigen pr a High High  High High  High High 1

FALSE |High  Master Pr Q9PO00-1 COMMdo 0009 2173 5 1 1 1 198 218 5.88 0 1 metabolic cvtosoliex! protein bir P07258 29099 ENSG0000 COMMDS |11 Neutrophil 3 High High High High | High High 1

FALSE |High  Master Pr( QS8FF6  Putative h o am 13 8 53 1 505 58.2 473 14298 8 metabolic | cytoplasm nucleotide Pf00183, F 664618 HSPI0ABA 15 [ High High  High High  High High 1 kael
FALSE High  MasterPr Q96T88 E3ubiquit 0002 4136 1 1 1 1 793 898 756 0 1 cell organi nucleus | catalytic a Pf00097, F 29128 ENSGO00O UHRF1 19 Pathways , DNA meth 4 High High | High High  High High 1

FALSE |High  Master Pr( Q6VN20 Ran-bindir 0001 4423 2 1 1 1 620 672 6.77 171 1 cytoplasm, protein bir P00622, F 57610 ENSG0000 RANBP10 |16 MET active a High High  High High  High High 1

FALSE | Medium | Master Prc Q8NB16  Mixedline 0036 1356 5 1 1 1 an 544 882 0 1 cell death; cytoplasm catalytic a PIO00S9, F 197259  ENSGO00 MLKL 16 TNF signal DNA Dam: TRP chann 9 High High  High High | High High 1

FALSE |High  Master Prc QH633-1 Ribonucle: o a8 10 1 1 1 154 176 9.45 0 1 metabolic nucleus | catalytica P04032 | 79897  ENSGO00O RPP21 | 6; CHR_HS RNA trans| Maior patt 7 High High  High High  High High 1

FALSE |High  MasterPr¢ QUUBVS Peflin[05: 0003 3.047 4 1 1 1 284 304 654 0 1 cell organi cvtoplasm| catalvtic a Pf00036, F 553115 ENSGO000 PEFL |1 4 High High | High High  High High 1

FALSE | Medium | Master Prc AGNHY2 ankyrinrel 0019 1621 1 1 1 1 528 59.1 835 0 1 regulation protein bit Pf00023, F 728780 ENSG000D ANKDD18 5 [ High High  High High  High High 1

FALSE High  Master Prc Q8TCI2 Retinol de 0 24615 17 a 6 4 318 354 882 1543 4 metabolic endoplasr catalytic a Pf0D106, F 51109 ENSGO00O RDH11 14 Metabolic Signaling £ 13 High High  High High | High High 1

FALSE |High  Master Pr QIBWW4 Single-stra 0 6803 3 2 2 2 388 404 69 191 2 cell differe nucleus | DNA bindi Pf04503 23648  ENSGO00O SSBP3 1 [ High High  High High  High High 1

FALSE High  Master Prc QINUQS  ATP-bindir o 7839 6 3 3 3 709 797 634 0 3 defense re membrane catalytic a Pf0000S, F 55324 ENSGO000 ABCF3 3 [ High High | High High | High High 1 R162];
FALSE |High  Master Prc Q8N3R9-1 MAGUK p¢ o 5979 2 1 1 1 675 772 614 3.08 1 cell organi cytoplasm protein bir P00018, F 64398 ENSGO00O MPPS |14 Tight junct Tight junct 3 High High  High High  High High 1

FALSE |High  MasterPr P54098 DNApolyr 0003 2893 1 1 1 1 1239 138 69 0 1 cellular ho. mitochonc catalvtic a P00476 5428 ENSGO00D POLG |15 Metabolic Nucleotide 2 High High  High High | High High 1

FALSE |High  Master Pr QSWWHS probablet 0003  3.198 3 1 2 1 349 372 8.5 162 1 metabolic mitochonc catalytica P01509 | 142940  ENSGO00O TRUB1 |10 [ High High  High High  High High 1

FALSE |High  Master Prc QP2H3-1 Centrosom 0003 3.159 2 1 1 1 762 856 3 0 1 cell organi cvtoplasm| catalvtic a Pf00901, F 64793 ENSGO00D CEPSS |1 4 High High | High High  High High 1

FALSE |High  MasterPr(Q9BVL2 Nucleopor 0008 2201 1 1 1 1 599 609 9.33 168 1 cell organi membrane protein bir 9818 ENSGO000 NUPL1; NU 13 RNA trans| Rev-media 64 High High  High High  High High 1

FALSE High  Master Prq 014545  TRAF-type 0 6503 4 3 582 648 529 447 2. regulation metal ion 10906 | ENSGO00D TRAFD1 |12 Regulatior 1 High High | High High  High High 1

FALSE |High  Master Pr QHOF9 actinrelat 0002  3.651 2 1 1 1 607 683 527 0 1 metabolic  cytoplasm, protein bir P00022, F 79913 ENSG0000 ACTRS |20 UCH prote 8 High High  High High  High High 1

FALSE |High  Master Pr 043414-1 ERIl exoril 0006  2.364 4 1 1 1 337 372 807 232 1| metabolic catalytica PI00929 79033 ENSGO00O ERI3 1 [ High High  High High  High High

FALSE |High  Master Pr QINVAL Ubiquinol- 0009 2109 6 1 1 1 299 346 891 298 1 cell organi membrane protein bir P03981 55245 ENSG000D UQCC; UQ 20 [ High High  High High  High High 1

FALSE High  Master Prq 060563  CyclinT1 [ 0 6328 4 2 2 2 726 806 878 303 2 celldivisio nucleus | catalvtica Pf00134 904 ENSG000 CCNTL |12 Transcripti Initiation ¢ RNA polyr 32 High High High High  High High 1

FALSE |High  MasterPr(Q03111 ProteinEN 0005 2559 2 1 1 1 559 62 859 0 1 metabolic cytosol;nu| DNA bindi Pf03366 4208 ENSGO00O MLLTL |19 Transcripti Formation 3 High High  High High  High High 1

FALSE | Medium | Master Pr QUH467 |CUEdoma 0028 1448 3 1 1 1 287 32 481 0 1 regulation cvtoplasm  protein bir P02845 79004 ENSG0000 CUEDC2 |10 Regulatior 1 High High  High High  High High 1

FALSE | Medium _ Master Pr( P42263-1 Glutamate 0036 1349 1 1 1 1 84 1011 854 0 1 regulation membrane receptor a Pf000GO,F 2892 ENSGO000 GRIA3 X Nicotine a1 Brain-Deri Activation 2 High High __ High High __ High High 1




FALSE | Medium | Master Prc QINYP7-1 elongatior 0024 1503 3 1 1 1 299 353 9.42 187 1 metabolic endoplasn catalvtica Pf01151 60481  ENSGO00D ELOVLS |6 Fatty acid Svnthesis ¢ 1 High High  High High  High High 1
FALSE |High | Master Pr Q92922 | SWI/SNFc 0 19999 5 6 9 3 1105 128 576 1112 6 cell organi chromosor DNA bindi Pf04433 6599 ENSG000O SMARCCI 3 RUNX1 int! 8 High High  High High  High High 1

FALSE |High  MasterPr(Q96CN9 GRIPandc 0001  4.264 1 1 1 1 775 878 5.45 0 1 metabolic cvtoplasm  protein bir PfO1465, F 79571 ENSG0000 GCCL |7 Retrograds 4 High High  High High  High High 1

FALSE |High  MasterPr(QONVZ3 Adaptine: 0003 3133 4 1 1 1 263 283 838 w2 1 transport | membrane Pf07933 55707 | ENSGOOOO NECAP2 |1 Cargo reco a High High  High High  High High 1

FALSE |High  Master Prc P52732  Kinesin-lik o 9852 3 3 3 3 1056 1191 5.64 6.08 3 cell divisio cytoplasm  catalytic a Pf00225, F 3832 ENSGO00O KIF11 10 COPI-depe 1 High High  High High  High High 1

FALSE | Medium | Master Pr QOUKU7 Isobutyryl- 0016 1714 2 1 1 1 415 a5 7.85 179 1 metabolic mitochone catalytic a Pf00441,F 27034 ENSGO00D ACADS |11 Metabolic Branched- 5 High High  High High  High High 1

FALSE |High  Master Prc 095989  Diphosphc o 5148 5 1 1 1 172 195 634 0 1 cell comm cvtoplasm  catalvtic a Pf00293 11165 | ENSG0000 NUDT3 |6 Svnthesis ¢ 3 High High  High High  High High 1

FALSE |High  Master Pr Q13033 Striatin-3 | o 61 2 1 1 1 797 872 536 255 1 regulation cytoplasm| protein bir P00400, F 20966 ENSGO00D STRN3 |14 [ High High  High High  High High 1

FALSE |High  Master Pr Q9P2W9 Syntaxin-l 0003 2976 6 1 1 1 335 387 5.49 23 1 cell organi endoplasr protein bir P10496 53407 ENSGO00D STX18 |4 Phagosom COPI-depe 7 High High  High High  High High 1

FALSE | Medium | Master Prc A2RRP1-1 neuroblast 0026 1468 o 1 1 1 237 2684 596 0 1| metabolic |cytoplasm| protein bir P08314,F 51504 ENSGO00D NBAS |2 COP-depe 5 High High  High High  High High 1

FALSE High  Master Prc Q8WXG6- MAP kinas  0.003 311 1 1 1 1 1647 1832 6.04 203 1 cell death; cvtoplasm  enzvme re Pf02141,F 8567  ENSG000O MADD |11 Deregulati 2 High High  High High  High High 1

FALSE |High  Master Pr Q8NHGS |E3ubiquit 0003 286 1 1 1 1 22 21 7.09 239 1 metabolic cytoplasm| catalytic a Pf00097, F 223082 | ENSGO000 ZNRF2 |7 Antigen pr 4 High High  High High  High High 1

FALSE |High  MasterPrQSVZK9  F-actin-un 0006 2519 1 2 2 2 17 151 7.85 175 2. cell organi cvtoplasm  protein bir Pf08542 55604 | ENSGO00O LRRCI6A: |6 Factors inv 2 High High  High High  High High 1

FALSE |High  Master Pr( QINZIG  Ubiquinon 0004 27 5 1 1 1 369 a1 7.42 0 1 metabolic membrane catalytic a Pf01209,F 51805 ENSG0000 COQ3 |6 Metabolic Ubiauinol 3 High High  High High  High High 1

FALSE | Medium | Master Pr( P17540  Creatinek 0037 1324 3 1 1 1 419 a15 819 0 1 metabolic membrane catalvtic a Pf00217,F 1160 ENSG000D CKMT2 |5 Metabolic Creatine 3 High High  High High  High High 1/ Ik00;
FALSE |High  Master Pr 043324-1 Eukaryotic 0001 4452 6 1 1 1 174 198 854 236 1 metabolic cytoplasm  catalytic a Pf00043,F 9521 | ENSGOOOO EEF1E1 |6 Cytosolict 8 High High  High High  High High 1

FALSE |High  Master Pr( Q9POM9 |39Sriboso 0004  2.754 10 1 2 1 148 161 1042 249 1 cell organi membrane protein bir P01016 51264 ENSG0000 MRPL27 |17 Ribosome Mitochonc 7 High High  High High  High High 1

FALSE |High  Master Pr QINR19-1 Acetyl-coe 0002 3.601 1 1 1 1 701 785 6.46 0 1 cell organi cytoplasm  catalytic a PfO0SO1, F 55002 ENSGO00D ACSS2 |20 Carbon me Fatty Acid Transcripti 15 High High  High High  High High 1

FALSE | Medium | Master Prc Q8IY37  Probable/ 001 2062 1 1 1 1 us7 1295 81 0 1 metabolic cytoplasm  catalvtic a Pf00270, F 57647 ENSGO00D DHX37 |12 Maior patt 5 High High  High High  High High 1

FALSE | Medium | Master Prc QGUWHA- protein FA 0026 1468 1 1 1 1 519 575 97 0 1 Golgi;ment Pf1S051 51313 | ENSGOOOO FAM1988 4 [ High High  High High  High High 1

FALSE | Medium | Master Pr Q96BP3  Peptidvipr 0012 1991 1 1 1 1 646 735 7.15 0 1 metabolic nucleus:sp catalvtic a Pf00160, F 23398 ENSG000D PPWD1 |5 MRNA Spli a High High  High High  High High 1
FALSE |Low Master Prc 015037 | proteinkk 0051 1189 1 1 1 1 678 75 7.02 0 1 RNA bindii Pf11977 23351 ENSGO0OD KHNYN |14 [ High High  High High  High High e
FALSE |High  Master Pr Q9YAS0-1 HBSldike| 0002  3.688 3 2 2 2 684 754 6.61 168 2 metabolic cvtosolime catalvtic a Pf00009, F 10767 | ENSGO000 HBSIL |6 Legionello: MRNA dec 5 High High  High High  High High 1

FALSE High  Master Pr Q8WUX1- Sodium-co 0 5216 4 1 1 1 an2 514 821 ERE] 1 transport | membrane transporte Pf01490 92745 | ENSGO00D SLC38AS |X GABAergic Amino acic 5 High High  High High  High High 1

FALSE High  Master Pr QUUHY1  Nuclear re 0 6705 4 2 3 2 535 59.8 5.08 699 2 metabolic cvtoplasm  catalvtic a Pf00069, F 29959 ENSGO000 NRBP1 |2 Nuclear Re a High High  High High  High High 1

FALSE |Low Master Pr QUBWT7 | caspasere 0054 1163 1 1 1 1 1032 1159 595 0 1 cell organi cytoplasm  protein bir P0019, F 20775 ENSGO00D CARD1O |22 NF-kappa | 1 High High  High High  High High 1

FALSE | Medium | Master Pr P68402-1 platelet-ac 0024 1499 3 1 1 1 229 256 592 0 1 metabolic cvtoplasm  catalvtic a PfO06S7,F 5049 ENSGO00D PAFAH1B2 11 Metabolic COPlindes 10 High High  High High  High High 1
FALSE |Low Master Pr Q9Y238 | Deletedin 0071 1038 1 1 1 1 1755 1956 633 0 1 regulation cytoplasm Pf09321 9940  |ENSGOOOO DLECI 3 [ High High  High High  High High 1 [s116(98.
FALSE High  Master Prq 043715  TPS3-requ o 5532 37 3 3 3 76 88 5.48 426 3 cell death; cytoplasm protein bir Pf05254 51499 | ENSGO000 TRIAP1 12 P53 Regu 3 High High  High High  High High 1

FALSE | Medium | Master Prc Q12774-1 Rhoguanii 0044 1254 1 1 1 1 1597, 1767 553 0 1 cell organi cytoplasm  nucleotide Pf00018, F 7984 | ENSGO00O ARHGEFS |7 Galpha (1 1 High High  High High  High High 1

FALSE High | Master PrQ96E22 Dehydrodc 0001 4422 5 1 1 1 293 332 8.47 281 1 cell differe endoplasn catalvtica Pf01255 116150 | ENSGO00O NUS1 |6 Terpenoid Svnthesis ¢ 7 High High  High High  High High 1

FALSE |Medium | Master Pr Q92934  Bcl2-assoc 0039 1296 10 1 1 1 168 184 715 0 1 cell death; cytoplasm enzyme re Pf10514 572 ENSGO00O BAD 1 CGMP-PKG Leptin sigr  AKT phosp 67 High High  High High  High High 1

FALSE |High | Master Pr QOUPTS |Exocystco 0005 256 1 1 2 1 735 83 679 0 1 regulation cytoplasm, protein bir P03081 23265 ENSG0000 EXOC7 |17 Insulin sigr Angiopoie Translocat 12 High High  High High  High High 1

FALSE |High  Master Pr Q8WTVO- Scavenger 0003 2.953 2 1 1 1 552 608 824 227 1 cell organi cell surfaci protein bir Pf01130 949 ENSGO00D SCARB1 |12 Vitamin di Selenium 1 13 High High  High High  High High 1

FALSE |High  Master Pr(Q86U70 |UMdomai 0007 2273 3 1 1 1 a11 65 6.96 0 1 cell differe nucleus | DNAbindi Pf01803 8861  ENSG000D LOB1 |10 Transcripti Regulation 10 High High  High High  High High 1

FALSE |Medium | Master Pr Q9Y657 Spindlin-l 0048 1222 2 1 1 1 262 296 696 208 1 cell organi cytosol;me|protein bir P02513 10927 ENSGO00D SPIN1 |9 [ High High  High High  High High 1

FALSE |High  Master Prc QINPSS  ATP-bindir o 3 2 2 2 842 938 8.48 3.76 2. cellular ho cytosolen! catalytic a Pf0000S, F 10058 ENSG000D ABCBE |2 ABC trans Defective s 8 High High  High High  High High 1

FALSE | Medium | Master Prc P60S20 | Gamma-ar 0018 1658 7 1 1 1 17 137 81 0 1 cell comm cytoplasm  protein bir P02991, F 11345 ENSG0000 GABARAPL 16 Autophagy Senescenc TBC/RABG 1 High High  High High  High High 1

FALSE |High  Master Pr( P98170 | E3 ubiquit o 5637 3 1 1 1 497 56.6 6.65 1.96 1 cell death; cytoplasm| catalytic a Pf00653, F 331 ENSGO000 XIAP X Focal adhe Nucleotide Regulation 39 High High  High High  High High 1

FALSE |High  Master Pr( P36543  V-type pro 0 1232 6 1 2 1 226 261 8 676 1 cellular ho cytoplasm  catalytic a Pf01991 529 ENSGOO00D ATP6VIEL 22 mTOR sign Transferrir 20 High High  High High  High High 1

FALSE |High  Master Pr( P49757  Proteinnu 0006 2433 1 1 2 1 651 708 851 0 1. cell differe cytoplasm, protein bir P00640, F 8650 | ENSG0000 NUMB |14 Notch sign Notch Sigr Hedgehog 15 High High  High High  High High 1

FALSE |High  Master Pr Q9BYT8 Neurolysir 0001 4309 2 1 1 1 704 806 664 36 1 metabolic cytoplasm catalvtica Pf01432 57486 ENSGO0OO NLN 5 Renin-angi Peptide lig 6 High High  High High  High High 1

FALSE |High  Master Pr Q9BSV6 | tRNA-splic 0003 3.077 1 1 1 310 336 8.43 179 1 metabolic nucleus | catalytica Pf01974 79042 | ENSGO00D TSEN34 |19; CHR H RNA proc, 3 High High  High High  High High 1

FALSE High  Master Pr 015541 RINGfinge 0003 333 3 1 1 1 343 388 569 19 1 metabolic  spliceoson metal ion | Pf00642, F 7737 | ENSGO00D RNF113A X [ High High  High High  High High 1

FALSE |High  Master Pr Q9Y6DO selenoprot 0005 2.595 10 1 1 1 94 106 1086 0 1 cell differe endoplas protein bir PF0961 58515 ENSGO00D SELK; SELE 3 Selenium 2 High High  High High  High High 1

FALSE |Low Master Pr Q6NUQ1 | RADSO-int| 007 1045 2 1 1 792 %06 5.45 233 1 regulation cytoplasm  protein bir Pf04437 60561  ENSGOOOO RINT1 |7 COP-depe 5 High High  High High  High High 1151050100
FALSE |High  Master Prc P42566-1 epidermal o 8908 4 3 4 3 896 986 464 0 3 cell organi cytoplasm catalytic a Pf00769, F 2060 | ENSG000D EPS1S |1 Endocytosi VEGFA-VE Cargo reca 17 High High  High High  High High 1

FALSE High  Master Pr Q6HP4  Oxidoredu o 4991 5 1 1 1 312 348 837 245 1 metabolic mitochone catalytic a Pf00175,F 92106 ENSGO00D OXNAD1 |3 [ High High  High High  High High 1

FALSE |High  Master Prc Q6GK7  fumarylac o 7613 1u 3 3 3 314 346 824 235 3 metabolic catalytica Pf01557 51011 ENSGO00D FAHD2A |2 [ High High  High High  High High 1

FALSE | Medium | Master Pr Q8N2I9  Serine/thr 0012 194 2 1 1 1 435 49 7.93 0 1 metabolic cytoplasm  catalytic a Pf00069, F 83931  ENSGO00D STK40 |1 [ High High  High High  High High 1

FALSE |High  Master Pr Q8WXDS  gem-assoc 0 5433 1 2 2 2 167 188 512 3.89 2 cell organi cytoplasm, protein bir Pf06372 | 79833 ENSG000D GEMING |2 RNA trans| SIRNP Ass. a High High  High High  High High 1

FALSE |High  Master Pr( P03886  NADH-ubi 0 6407 6 1 1 1 318 356 655 397 1 cell organi membrane catalvtic a Pf00146 4535 ENSGO00O ND1 mT Parkinson' Electron Ty Complex | 10 High High  High High  High High 1

FALSE |High  Master Prc 000257-1 E3SUMO- 0003 3.074 2 1 1 1 560 613 9.36 295 1 cell organi nucleus | catalytica Pf00385 8535 ENSGO00D CBX4 |17 RUNX1 int! 2 High High  High High  High High 1

FALSE |High  Master Prc PS0993  Sodium/pc 0 108047 19 14 ) 1 100 1122 566 9353 14 cell comm cytoplasm catalytic a Pf00122, F 477 ENSG000 ATP1A2 |1 Aldosteror Synaptic V' lon homea 2 High High  High High  High High 1 kann)
FALSE |Low Master Pr QQULKG  RING finge 0051 118 1 1 1 1 438 a8 527 0 1 membrane metal ion | Pf00097, F 57484 | ENSGO0OO RNF150 4 [ High High  High High  High High 1

FALSE |High  Master Prc QUUGNS-1 Poly [ADP- 0002  3.928 1 1 1 1 583 662 888 254 1 metabolic cvtoplasm  catalvtic a Pf00644, F 10038 ENSGO00D PARP2 |14 Base excisi| NAD+ bios Formation 16 High High High High  High High 1

FALSE |High  Master Pr QSWUDG- Cholineph 0002 3.657 3 1 1 1 406 451 692 1.96 1 metabolic Golgi;men | catalytica P01066 56994  ENSGO00D CHPTL |12 Glycerophi Kennedy p Synthesis ¢ 1 High High  High High  High High 1

FALSE | Medium | Master Pr Q969G3 | SWI/SNF-r 0048 1223 3 1 1 1 an 466 488 0 1 cell differe chromosor catalvtic a P00S05 6605 ENSGO00D SMARCEL 17 Androgen RUNXI int 10 High High  High High  High High 1

FALSE | Medium | Master Pr QP24  Zincfinger 0013 1903 4 1 1 1 722 768 9.39 0 1 developme nucleus | DNA bindi Pf00096, F 51222 ENSGO00D ZNF219 |14 Ectoderm 1 High High  High High  High High 1/la144;
FALSE  Medium | Master Prc Q9BZI7-1 | Regulator 003 1431 2 1 1 1 483 57.7 9.48 0 1| metabolic cytoplasm protein bir Pf03467 65109  ENSGO0OO UPF38 X RNA trans| MRNA 3¢ 19 High High  High High  High High 1

FALSE |High | Master Pr Q150111 homocyste 0002  3.912 3 1 1 1 391 237 525 0 1 cellular ho endoplas protein bir Pf00240 9709 ENSGO00D HERPUDI 16 Protein pro VEGFA-VE( ATF4 activ. 7 High High  High High  High High 1

FALSE High  Master Prc P30047  GTP cyclot 0 10019 40 2 84 97 654 638 2 cell organi cytoplasm enzyme re PI06399 2644 ENSGOOO GCHFR 15 €NOS activ 4 High High High High  High High 1

FALSE |High  Master Prc Q9UKSS lariat debr o 12729 7 2 2 2 544 615 547 643 2 metabolic nucleus | catalytic a Pf00149, F 51163 ENSGOOOO DBR1 3 [ High High  High High  High High 1

FALSE | Medium | Master Prc P43155  Carnitine (0011 2.026 1 1 2 1 626 708 844 625 1 metabolic endoplast catalvtic a P00755 1384 ENSGO00D CRAT |9 Peroxisom Fatty Acid Beta-oxida 7 High High  High High  High High 1

FALSE High  Master Prc PO7196  Neurofilan o 11829 5 3 4 1 543 615 465 1016 3 cell organi cytoplasm catalytic a Pf00038, F 4747 | ENSGOOOONEFL |8 Amyotropl Amyotropl Ras activat 20 High High  High High  High High 1 1ka3sl
FALSE |High  MasterPr Q13424 | Alpha-lsy 0008 2202 2 1 1 1 505 539 68 0 1 regulation cvtoplasm  protein bir P00169, F 6640 ENSGO00D SNTAL 20 Sudden In 1 High High  High High  High High 1

FALSE |High  Master Pr QINYP9 proteinMi 0001 4313 5 1 1 1 233 258 52 3.07 1 cell divisio chromosor| metal ion | Pf03226 54069 ENSGO00D Mis1gA |21 Deposition a High High  High High  High High 1

FALSE |High  Master Prc Q30201-1 Hereditary o en 3 1 2 1 348 401 66 543 1 cell comm cvtoskelet: protein bit Pf00129, F 3077 | ENSGO00O HFE 6 Hfe effect | Transferrir 4 High High  High High  High High 1

FALSE |High  Master Prc Q8NSN7-1 Prostaglan 0006 2.364 2 1 1 351 385 541 0 1 metabolic cytoplasm catalytica P00107 145482  ENSGO00D PTGR2 |14 Synthesis ¢ 5 High High  High High  High High 1

FALSE | Medium | Master Prc Q658Y4  Protein FA 0,015 1766 1 1 1 1 838 939 639 0 1 Pf14647,F 157769  ENSGOOOO FAM91A1 8 Gastric car 1 High High  High High  High High 1

FALSE | Medium | Master Pr QGUWPS- Isoform 2, 001 2.063 7 1 1 1 247 253 7.08 174 1 374897 | ENSGO00D SBSN |19 [ High High  High High  High High 1/1auzs;
FALSE | Medium | Master Prc Q8NBP7-1 Proproteir 0013 1876 2 1 1 692 742 661 0 1 cell comm cel surfac catalvtic a Pf00082, F 255738  ENSGO00D PCSK9 |1 Proprotein Post-trans| 11 High High  High High  High High 1

FALSE | Medium | Master Pr Q96GR2 | Long-chair 0011 2017 2 1 2 1 724 812 6.02 244 1 metabolic cytoplasm catalytica P00501 23205 ENSGO00D ACSBG1 |15 Metabolic PPAR sign: Synthesis ¢ 12 High High  High High  High High 1[R144]
FALSE |High  MasterPr¢ Q9P2G1 Ankyrinre 0006 2377 1 1 1 1 1089 1219 511 0 1/ metabolic cytoplasm catalytic a Pf00023, F 54467  ENSGO00O ANKIBL 7 4 High High  High High  High High

FALSE |High  MasterPr(Q9BZL1 | ubiquitind 0008 2195 12 1 1 1 7 85 844 0 1 metabolic  cytoplasm, protein bir P00240 59286 ENSGO00D UBLS |19 [ High High  High High  High High 1

FALSE | Medium | Master Prc Q62U80-1 Isoform 11 002 1611 1 1 1 1 987 1157 623 0 1 cellular co. catalvtic a PfO1576, F 145508 CEP128 14 [ High High High High  High High 1

FALSE |High  Master Prc QSST30-1 Valine—tRI 0004 2691 1 1 1 1 1063 1184 7.02 0 1 metabolic cytosol;mi|catalytica Pf00133,F 57176 ENSGO00O VARS2 |6 CHR HS Aminoacyl Mitochonc 5 High High  High High  High High 1

FALSE | Medium | Master Prc P16278  Beta-galac 0036 1329 1 1 1 1 677 76 657 0 1 metabolic cytoplasm  catalvtic a Pf01301, F 2720 G113 Sphingolip Ectoderm _ Sialic acid 32 High High  High High  High High 1
FALSE_High ___ Master Pr  QONRNO _ Methyltrai 0003 3222 a 1 1 1 200 27 6.68 0 1_metabolic catalytica Pf01170,F 20081 ENSGO00O METTLS 2 9 High High __ High High __ High High 1




FALSE High  Master Prc Q6ZSR9  Uncharact o 732% 4 1 1 1 355 38 526 378 1 Pf15282 o High High  High High  High High 1
FALSE |High  MasterPr(Q13541 Eukaryotic 0009 2141 10 1 1 1 118 126 548 214 1 metabolic  cytoplasm protein bir P05456 | 1978 | ENSGO0O EIF4EBP1 |8 Longevity | Translatior mTORCL-n 38 High High  High High  High High 1
FALSE High  Master Prc P49746  Thrombosi o san 3 2 2 2 956 104.1 4.65 321 2 extracellul metal ion | Pf02412, 7059 ENSGO00D THBS3 |1 ECM-recer Focal Adhe Signaling t 1 High High  High High  High High 1
FALSE |Low Master Pr Q01973 | Inactivety 0063 1097 1 1 1 1 937 1042 717 0 1 metabolic  cell surfac catalytic a Pf00047,F 4919 ENSGO0OD ROR1 |1 Nuclear Re| WNTSA-de 8 High High  High High  High High 1
FALSE |High  Master Prc Q8IWDA-1 Coiled-coil 0004  2.804 4 1 1 1 279 305 5.07 0 1 protein bir 150275 | ENSGO00O CCDC117 |22 o High High  High High  High High 1
FALSE |High  Master Prc Q00266 | S-adenosy o 2244 12 5 6 1 395 36 629 17.08 5 cell organi cytosol | catalytic a P00438, F 4143 ENSGOOOO MATIA 10 Metabolic  Vitamin 81 Metabolisi 2 High High  High High  High High 1/ R2se]
FALSE |High  Master Pr Q13751  Laminin su 0 5367 2 2 2 2 un 1295 721 321 2. cell differe extracellul protein bir P000S3,F 3914 ENSG0000 LAMB3 |1 Toxoplasm Alpha 6 Be Laminin in 25 High High  High High  High High 1
FALSE |High | Master Pr P51948-1 CDK-active o 20671 18 a 5 a 309 358 609 1231 4 cell organi cytosolnu catalytic a Pf0D097, F 4331 | ENSGOOOO MNAT1 |14 Basal tran: Eukaryotic NORC negz 65 High High  High High  High High 1
FALSE |Low Master Prc Q6PAF7 | tho GTPas 0071 1036 1 1 1 1 1023 1138 9.07 0 1 regulation cytosol | enzvme re Pf00620 (9824 | ENSGO00D ARHGAP1I 15; CHR H Rho GTPas 3 High High  High High  High High 1 106181
FALSE |High  Master Prc Q6YIH2  Very-long- o 761 9 2 2 2 254 284 9.55 517 2 metabolic endoplasr catalytic a Pf04387 201562  ENSGO0OO PTPLS; HA 3 Fatty acid Synthesis ¢ 8 High High  High High  High High 1
FALSE High  Master Pr Q8TCY9  Up-regulai 0002 349 1 1 1 1 931 1049 6.42 337 1 cvtoplasm  nucleotide P04312 55665  ENSGO00D URGCP |7 o High High  High High  High High 1
FALSE |Low Master Pr QY51 |U3smalln 0071 1029 3 1 1 1 556 62 876 0 1 metabolic | membrané protein bir 51006 ENSGO00O UTP18 |17 Ribosome Major patt 3 High High  High High  High High 1
FALSE |High | Master Prc 000233-1 265 prote: o 83w 13 3 5 3 223 2.7 6.95 0 3 cell organi cytoplasm  protein bir Pf04495, F 5715 | ENSG0000 PSMD9 12 Proteasorr Regulation 150 High High  High High  High High 1
FALSE |High  Master Prc Q99666  RANBP2-l 0 50961 9 16 19 2 1765 1988 642 2565 16  transport | cytoplasm  protein bit Pf00S15, F 720540; 8 ENSG0000 RGPDS; RC 2 RNA trans| 1 High High  High High  High High 1) tkaosl
FALSE |High  Master Pr QINTXS  Ethvimalol 0001  4.211 4 1 1 1 307 37 8.21 224 1 metabolic cvtoplasm  catalvtica Pf00378 55862 | ENSGO00D ECHDC1 |6 Propanoat Fatty Acid 2 High High  High High  High High 1
FALSE |High  Master Pr( P21127-1 Cyclin-den o 4639 2 2 2 2 795 927 557 386 2 cell death; cytoplasm  catalytic a P00069, F 984 cDK118 1 Recruitme 3 High High  High High  High High 1
FALSE | Medium | Master Pr Q9ULU4  proteinkir 0044 1252 1 1 1 1 1186 1316 72 0 1 metabolic cvtoplasm  DNA bindi Pf00439,F 23613 ENSG0000 ZMYNDS |20 [ High High  High High  High High 1
FALSE |High  Master Pr( P49585  choline-ph o 8802 5 1 1 1 367 a7 7.25 5.08 1 metabolic cytoplasm  catalytic a P01467 5130 ENSGO0OD PCYTIA |3 Metabolic Kennedy p Synthesis ¢ 1 High High  High High  High High 1
FALSE High  Master Pr Q96A65 Exocystco 0002  3.912 1 1 1 1 974 1104 6.49 0 1 cell comm cvtoplasm  protein bir P04048 | 60412 | ENSGO00D EXOCA |7 Tight junct Translocat 1 High High  High High  High High 1
FALSE |High  Master Pr( P46108-1 Adapterm 0003 2955 5 1 1 1 304 338 555 197 1 cell organi cytoplasm | protein bir P00017, F| 1398 ENSG0000 CRK 7 Neurotrop Integrin-m VEGFA-VE( 63 High High  High High  High High 1
FALSE High  Master Prc QBRP1  Programm 0 12109 7 2 2 2 358 394 485 473 2 cvtoplasm Pf04194 84306 |ENSGOO0O PDCD2L 19 [ High High  High High  High High 1
FALSE |Low Master Pr Q9GZU1 | Mucolipin| 0053 1174 1 1 1 1 580 65 724 0 1 cell organi cytosolien! protein bir Pf00520, F 57192 ENSG000D MCOLN1 |19 Lysosome  Iron metat TRP chann 8 High High  High High  High High 1
FALSE | Medium | Master Prc PS0336  protoporp 0,034 1374 1 1 1 1 a77 50.7 8.16 261 1 metabolic membrane catalvtic a Pf01266,F 5498 ENSGO00D PPOX |1 Metabolic Heme Bios Heme bios 3 High High  High High  High High 1
FALSE |High  Master Pr QINY6L  Protein A2 0 633 6 2 2 2 560 631 494 567 2 cell divisio cytoplasm protein bir P0B164, F 26574 | ENSGO00O AATF  17; CHR H NRAGE sig. 3 High High  High High  High High 1
FALSE |High  Master Prc QNXEG-1 Armadillo 0 14599 6 3 6 3 501 54.1 6.24 681 3 cel differe cytosol _ protein bir Pf0514 93436 | ENSGO000 ARMC6 19 [ High High  High High  High High 1
FALSE |High  Master Pr QSSW96 |Lowdensil 0002  4.087 6 1 1 1 308 339 67 an 1 cell organi cytoplasm| protein bir Pf00640, F 26119 ENSGO00D LDLRAP1 |1 Endocytosi Cargo reco 10 High High  High High  High High 1
FALSE |High  Master Prc QH7N4 | Splicing fa 0 5575 1 1 1 1 1312 1392 9.25 0 1 metabolic nucleus _ protein bir 58506 ENSGO00O SCAFL |19 [ High High  High High  High High 1
FALSE |High  Master Pr Q9BW60  Elongatior o ass4 9 2 2 2 279 226 96 181 2 metabolic endoplasn catalytica PIO1151 64834 ENSGO00O ELOVL1 1 Fatty acid Synthesis ¢ 9 High High  High High  High High 1
FALSE | Medium | Master Prc Q8TADS Smadnucl 0026 1476 2 1 1 1 3% 458 9.99 0 1 metabolic cvtosolnu | protein bir P00498 | 79753 ENSGO00D SNIP1 |1 TGF-beta € 1 High High  High High  High High 1
FALSE |High  MasterPr(Q12834 celldivisio 0003  3.006 2 1 1 1 499 547 9.23 224 1 cell differe cytoplasm  enzyme re Pf00400 | 991 ENSG00D CDC20 |1 Ubiauitin 1 Cell Cycle _ Inactivatio 46 High High  High High  High High 1
FALSE |High  Master Pr QHOJ9  Poly [ADP- 0008 222 1 1 1 1 701 79 851 0 1 nucleus | catalytic a Pf00644, F 64761 | ENSGOOOO PARP12 7 [ High High  High High  High High 1
FALSE |High  MasterPr( QONS91 |E3ubiauit 0002 3292 2 1 1 1 495 562 7.58 182 1 metabolic cytoplasm  catalytic a Pf00097, F 56852 ENSGO00D RADIS |3 £3 ubiquiti 7 High High  High High  High High 1
FALSE |High  Master Pr( P61964  WDrepeai 0002  3.609 4 1 1 1 334 36.6 827 2.06 1 cell organi nucleus | catalytic a Pf00400, F 11091 ENSG000D WORS |9 RUNX1 reg 16 High High  High High  High High 1
FALSE |High  Master Pr( P35813  Protein ph 0 10219 9 2 2 2 382 424 536 521 2 metabolic | cytoplasm catalytic a Pf0D481, F 5494 ENSGOOOO PPM1A 14 MAPK sign TGF-beta < Energy der 13 High High  High High  High High 1
FALSE |High  Master Pr Q9Y673  dolichyl-pt 0 6645 6 1 1 1 324 369 9.28 164 1 metabolic endoplas | catalytic a Pf00535, F 29880 ENSGO00D ALGS |13 Metabolic Synthesis ¢ 8 High High  High High  High High 1
FALSE |High  Master Pr QSZPR3  CD276 ant o 709 5 1 1 1 534 572 491 261 1 cell prolife membrane protein bir P00047, F 80381  ENSGO00D CD276 |15 Cell adhesi 1 High High  High High  High High 1
FALSE |High  MasterPr(Q14739 laminBre 0003  3.239 5 2 2 2 615 707 9.36 0 2| metabolic membrane catalytic a Pf01222,F 3930 | ENSG000D L8R 1 Gastric car Cholestero 3 High High  High High  High High 1
FALSE |High  Master Pr Q9YSJ6  Mitochonc o 7606 16 1 1 1 103 116 7.43 465 1 transport | membrane metal ion | Pf02953 | 26515 ENSGO00D FXCL; TIMI 11 Mitochonc 2 High High  High High  High High 1
FALSE |High  Master Pr Q92692-1 Nectin-2[ 0003 3.066 2 1 1 1 538 57.7 482 1.98 1 cell organi cell surfac protein bir Pf08205, F 5819 ENSG0000 PVRL2; NE 19 Herpes sif Monoamir Immunore. 12 High High  High High  High High 1
FALSE | Medium | Master Prc QIGRW7- Hemicenti 0045 1239 o 1 1 se3s 613 6.49 203 1 cell divisio cell surfac| metal ion | Pf00047, F 83872 ENSGO00D HMCN1 |1 [ High High  High High  High High 1 IKis15;
FALSE |High  Master Prc Q6PKC3-1 Thioredoxi 0003 3.359 2 1 1 1 985 1105 6.55 291 1 cellular ho endoplasr catalytic a Pf00038, F 51061 ENSG000O TXNDC11 |16 [ High High  High High  High High 1
FALSE |High  Master Pr Q8WVK7- Spindlean 0002 3813 9 1 1 1 121 142 7.33 0 1 cell divisio chromosor protein bir 348235 ENSGO0OO SKA2 |17 Amplificat 16 High High  High High  High High 1
FALSE | Medium | Master Pr QPOB6  Coiled-coil 0013 1916 8 1 2 1 97 15 95 0 1 membrane Pf15188 154467 | ENSGO00O CCDCI67 |6 [ High High  High High  High High 1
FALSE |High  MasterPr(Q99758  ATP-bindir 0003 2828 1 1 1 1 1708 1912 7.62 195 1 metabolic membrane catalytic a Pf0000S, F 21 ENSGO00D ABCA3 |16 ABC trans Defective s 13 High High  High High  High High 1
FALSE |High  Master Pr( P17707-1 S-adenosyi 0003  2.887 4 1 1 1 334 383 6 181 1 metabolic cytosol | catalytica Pf01536 | 262 ENSG0000 AMD1 |6 Cysteine ai Metabolist 3 High High  High High  High High 1
FALSE |High  Master Prc PO8069  Insulin-like 0 512 1 2 3 2 1367 1547 58 669 2 cell organi membrane catalytic a Pf00041, F 3480 ENSGO00O IGFIR 15 HIF-1 signz MicroRNA IRS-relatec a2 High High  High High  High High 1
FALSE |High  Master Pr P46734-1  dual specil 0 13947 9 3 7 1 347 393 743 17.86 3 defense re cytoplasm catalytic a Pf00069, F 5606 ENSG0000 MAP2K3 |17 TNF signal Regulatior Activated 62 High High  High High  High High 1
FALSE |High  Master Prc Q06587 | E3 ubiauit 0 14498 10 2 2 2 406 224 562 492 2 cell organi cytosol:nu catalytic a P00097, F 6015 | ENSGO00O RING1  6; CHR HS Notch Sigr RUNX1 int p] High High  High High  High High 1
FALSE |High  Master Prc PO9001 395 riboso 0 5315 5 1 1 1 348 386 9.48 294 1 cell organi membrane catalytic a Pf00297 11222 ENSG000D MRPL3 |3 Ribosome Mitochonc 7 High High  High High  High High 1
FALSE |High  MasterPr(P12250  Coagulatic 0006  2.343 o 1 1 1 2224 2515 605 0 1 cell organi endoplast metal ion | Pf00754,F 2153 | ENSGOOOO F5 1 Compleme Blood Clot Platelet de 20 High High  High High  High High 1
FALSE |High | Master Pr( PS7772  selenocyst o 7482 5 2 2 2 59 653 835 577 2 metabolic cytoplasm| catalytic a Pf00009, F 60678 ENSGO00D EEFSEC |3 Selenium ! Selenocyst 5 High High  High High  High High 1 1k3s)
FALSE |Low Master Prc Q5SW79-1 Centrosorr 0065 1.08 1 1 1 1 1s8a| 1752 711 0 1 cytoplasm | protein bir P00498, F 9859 | ENSGO00D| CEP170 | 1; CHR HS [ Not Found Not Found| Not Found Not Found| Not Found Not Found 1
FALSE |High  Master Pr Q15061 WD repeal 0 6429 4 2 2 2 677 748 557 498 2 metabolic nucleus | protein bir P00400, F 23160 ENSG000D WOR43 |2 Ribosome Major patt 3 High High  High High  High High 1
FALSE High  Master Prc QUHD26-1 Golgi-asso 0 513 5 2 2 2 462 505 592 287 2 cell organi cvtoplasm  DNA bindi Pf00595,F 57120 | ENSG0000 GOPC |6 RHO GTPa 4 High High | High High | High High 1
FALSE |High  Master Pr( QINZR1 Tropomod 0001 4534 5 2 2 1 351 396 527 as 2| cell comm  cytoplasm protein bir Pf03250 | 29767 | ENSG0000 TMOD2 15 Striated M 2 High High  High High  High High 1
FALSE High  Master Prc QINZT2-1 opioid gro o 12819 5 3 3 3 677 733 48 544 3 regulation cytoplasm protein bir Pf04652, F 11054 | ENSGOO00 OGFR 20 [ High High High High | High High 1
FALSE High  Master Pr Q96G21 U3 smalln o am3 5 2 3 2 201 337 9.47 203 2 metabolic nucleus  protein bir Pf04427 92856 ENSGO00O IMP4 2 Ribosome Maior patt 3 High High  High High  High High 1
FALSE High  MasterPr¢Q8IXI1  Mitochon 0002 4138 2 1 1 1 618 68.1 586 227 1 cell organi cvtosolime catalvtic a PfO0071,F 89941  ENSGO00D RHOT2 |16 Rho GTPas 3 High High  High High | High High 1
FALSE |High  Master Prc QUHBMO- vezatin [0 0003 3.389 3 2 2 2 779 886 52 0 2 cytosol;me protein bir P04290, F 55591 ENSGO00D VEZT |12 [ High High  High High  High High 1
FALSE |High  MasterPr 075190 Dnalhomc 0006 2344 2 1 1 1 326 361 9.16 0 1 cell differe cytoplasm | DNA bindi P00226 10049 ENSGO000 DNAJBS |7 Regulation 4 High High | High High  High High 1
FALSE |Medium | Master Pr( P19474 €3 ubiquit 0012 1992 2 1 1 1 75 54.1 6.38 0 1 cell organi cytoplasm catalytic a Pf00097,F 6737 ENSGO00D TRIM21 |11 Systemic I STING mec 12 High High  High High  High High 1
FALSE | Medium | Master Prc 060344-1 Endothelir 0016 1711 1 1 1 883 9.7 51 0 1 cell comm Golgizmerr catalytic a Pf01431, F 11059958 ENSGO000 EEFIAKMT 3 Peptide lig 5 High High High High | High High 1
FALSE |High  Master Pr( P07948-1 Tyrosine-p o 5801 4 2 2 1 512 585 711 201 2 cell comm  cytoplasm  catalytic a PfOD017, F 4067 | ENSG000O LYN 8 NF-kappa | IL-S Signal FCERI med 62 High High  High High  High High 1
FALSE | Medium | Master Prc P78352  Disks large 0016 1705 1 1 1 1 724 804 588 0 1 cell comm cytoplasm catalytic a PIO0018, F 1742 ENSGO000 DLG4 17 Cocaiie ac BDNF-TrkE NrCAM int 38 High High | High High  High High 1
FALSE | Medium | Master Pr( QINZUS UMandcy 0015 1778 4 1 1 1 365 408 7.93 0 1 metabolic cytoplasm, metal ion | Pf00412, F 29995 ENSG000D LMCD1 |3 Surfactant 2 High High  High High  High High 1
FALSE | Medium | Master Pr QH2Y7  Zincfinger 0013 1931 [ 1 1 1 1883 2088 7.5 0 1 regulation cvtosol;me metal ion | P00400 | 64397 ENSGOOOD ZFP106; 2t 15 [ High High  High High | High High 1
FALSE |High  Master Pr Q15059 bromodon 0009 2102 1 1 1 1 726 795 9.36 169 1 cell organi nucleus | protein bir P00439 8019 ENSGO000 BRD3 |9 [ High High  High High  High High 1
FALSE | Medium | Master Pr QINZN1 | Interleukir 0037 1318 1 1 1 1 696 799 623 0 1 celldiffere cell surfac protein bir Pf00047, F 11141 ENSGO00O ILIRAPL | X Receptor-t 8 High High  High High | High High 1
FALSE |High | Master Prc Q6PJG6-1 BRCAL-ass o 8854 7 a 4 a 821 881 527 377 4 cell death; cytoplasm protein bir 221927 | ENSGO00D BRATL |7 [ High High  High High  High High 1
FALSE High  Master Prc QUNX08 | COMM do 0 622 7 1 2 1 183 211 543 302 1 metabolic cvtoplasm  protein bir P07258 54951 | ENSG0000 COMMDS |4 Neddylatic 3 High High  High High | High High 1
FALSE |High  Master Pr P15509 | Granulocy o 4665 3 1 1 1 400 462 7.75 0 1 cell differe extracellul catalytica P09240 |1438  ENSGO00O CSF2RA | X|Y;X | Hematopo Surfactant 29 High High  High High  High High 1
FALSE | Medium | Master Prc QUHGKS  proline-ric 0034 1364 1 1 1 1 136 1327 1048 0 1 Pf15363 80164 ENSGOOOO FL22184; 19 [ High High  High High | High High 1
FALSE |Low Master Prc Q14191 | Wernersy 0057 1133 2 1 1 1 12 164 634 0 1 cell comm cytoplasm| catalytic a Pf00270, 7486 | ENSGOO0O WRN |8 G2/M DN# 27 High High  High High  High High 1
FALSE High  Master Pr QOHBMS-: Metal trar 0002 3.556 1 1 1 875 9.6 638 0 1 transport | membrane nucleotide PfO0S71, F 54805 ENSGOO0O CNNM2 10 4 High High | High High | High High

FALSE |High  MasterPrQ9Y256  Translatio 0003  3.445 25 2 2 2 64 71 9.99 23 2 51372 ENSGO00O TMA7 |3 [ High High  High High  High High 1
FALSE |High | Master Prc 014657  Torsin-18 o 5731 3 1 1 1 336 38 854 223 1 cell organi cvtoplasm  catalvtic a Pf06309, F 27348 ENSGO000 TOR1B |9 Cargo reco 4 High High High High  High High 1
FALSE |High  Master Pr Q6VYO7  Phosphofu o 5314 2 1 1 1 963 1048 774 0 1 cell organi cytosol;Go protein bir P10254 55690  ENSGO00D PACS1 |11 Nef media 7 High High  High High  High High 1
FALSE |High  Master Prc Q9Y6MA-1 Caseinkin 0008 2.208 2 1 1 1 447 514 9.22 205 1 metabolic cvtoplasm  catalvtic a Pf00069, F 1456 ENSGO00D CSNKIG3 |5 Hedgehog 1 High High  High High  High High 1
FALSE_High ___ Master Pr  Q9UP83-1 conserved 0002 3.976 2 2 2 2 839 927 66 163 2 transport_ cytoplasm_protein bir Pf05992, F 10466 ENSG0000 COGS 7 COPLmedi 1 High High __ High High __ High High 1




FALSE | Medium | Master Prc Q9BVKS-1 transmem 0015 1754 3 1 1 1 224 252 7.71 0 1 regulation endoplas protein bir P09767 10430 ENSG0000 TMEM147 19 o High High  High High  High High 1
FALSE |High  MasterPr(Q14146 Unhealthy 0002 3512 1 1 1 1 1524 1704 731 242 1 nucleus Pf10441 9816  |ENSGOOOO URB2 |1 [ High High  High High  High High 1
FALSE |Low Master Prc P22676 _ Calretinin | 0056 1.147 3 1 1 1 271 31s 515 0 1 cellular ho cytoplasm  metal ion | Pf00036, F 794 ENSGO000| CALB2 | 16: CHR H o High High  High High  High High 1
FALSE | Medium | Master Pr( PSS5268 lamininsu 0032 1413 o 1 1 1 1798 1959 652 0 1 cell growtl cytoplasm| catalytic a Pf000S3,F 3913 ENSGO00D LAMB2 |3 PI3K-AKt si| Alpha 6 Be ECM prote 2 High High  High High  High High 1 lawes3;
FALSE High | Master Pr Q9YSX2  Sorting ne 0 6158 5 2 2 2 465 525 7.39 0 2. cell organi cvtosolien! protein bir P00787 | 29886 ENSGO00D SNX8 |7 o High High  High High  High High 1
FALSE |High  Master Prc Q9Y3A6-1 Transmem 0006  2.533 4 1 1 1 229 2 asa 0 1 cell organi endoplasn protein bir P01105 50999 ENSGO00D TMEDS |1 WNT ligan 3 High High  High High  High High 1
FALSE High  Master Prc P43403-1 Tvrosinep 0009 2112 2 1 1 1 619 698 7.69 2.16 1 cell differe cvtoplasm  catalvtic a Pf00017,F 7535 ENSGO00D ZAPTO |2 T cell rece Prolactin § Translocat 17 High High  High High  High High 1/[K544;
FALSE |High  MasterPr( QSN9T8 ProteinkR 0008 2193 1 1 1 1 703 825 514 168 1 metabolic RNA bindii PfO5178, F 65095 KRIL 19 [ High High  High High  High High 1
FALSE |High  Master Pr QINX00 Transmem 0009  2.168 5 1 1 1 188 196 803 0 1 membrane 54958 ENSGO00O TMEM160 19 o High High  High High  High High 1
FALSE |High  MasterPr(QGAI12 Ankyrinre 0003 2926 5 1 1 1 368 a1 497 0 1 protein bir P00023, F 91369 ENSGO000 ANKRDAO | 17 [ High High  High High  High High 1
FALSE | Medium | Master Pr Q96C45  Serine/thr 0014 1818 1 1 1 1 175 a4 629 0 1 cell organi catalvtica Pf00069, F 54986 ENSGOO0O ULK4 |3 o High High  High High  High High 1
FALSE |High  Master Prc PO7947 tyrosine-p o 8088 5 3 4 1 543 608 674 656 3  cell differe cytoplasm  catalytic a Pf00017,F 7525 ENSGOO0D YES1 |18 Tight junct Interleukir PECAM1 ir 35 High High  High High  High High 1
FALSE |Low Master Prc Q8NFX7-1 Syntaxin-b 0071 1036 4 1 1 1 210 235 9.04 0 1 regulation cvtoplasm  protein bir P009S7, F 29091 ENSG000D STXBP6 |14 [ High High  High High  High High 1
FALSE  Medium | Master Pr Q15113  Procollage 0049 1208 2 1 1 1 449 419 7.43 0 1 developme extracellul enzyme re Pf00431,F 5118 ENSGO00O PCOLCE |7 Collagen b 5 High High  High High  High High 1
FALSE |High  Master Pr Q9Y6N1 Cvtochrom 0003 3.045 4 1 2 1 276 314 9.06 5.08 1 cell organi membrane catalvtic a Pf04442 1353 ENSGO00D COX11 |17 Oxidative | Electron Ti TP53 Regu 13 High High  High High  High High 1
FALSE |High  MasterPr(Q03468 DNAexcisi 0003  3.157 1 1 1 1 1493 1683 809 284 1 metabolic |cytosol;Go|catalytic a Pf00176,F 2074 ENSGO00D ERCCE |10 Nucleotide Dual incisi 15 High High  High High  High High 1
FALSE | Medium | Master Prc P78563-1 Double-str 0014 1856 1 1 1 1 741 807 9.01 0 1 cell comm cvtosolinu | catalvtic a Pf00035, F 104 ENSGO000 ADARB1 |21 6 deamin 5 High High  High High  High High 1
FALSE |High  Master Prc Q8NB9O-1 Spermatos 0 11014 4 2 3 1 893 978 566 469 2 cell differe cytoplasm  catalytic a Pf0D00, F 166378 | ENSGO00O SPATAS 4 Ribosome 1 High High  High High  High High 1
FALSE |High  Master Pr( P45985  Dualspeci 0003 3.031 3 1 1 1 399 3 8.07 0 1 cell death; cvtoplasm  catalvtic a Pf00069, F 6416 ENSGO000 MAP2KA |17 ErbB signa Regulatior Uptake an/ 70 High High  High High  High High 1
FALSE |High  Master Pr( P23258  tubulin gai o 26173 12 2 2 1 51 511 614 1308 2 cell organi chromosor catalytic a Pf00091, F 7283 | ENSGO00O TUBG1 17 Regulation 16 High High  High High  High High 1
FALSE |High  Master Prc QH3HS-1 UDP-N-ac 0009 2.098 2 1 3 1 408 461 8 405 1 cell organi endoplas catalvtic a Pf00953 (1798 ENSG000D DPAGTL |11 N-Glycan t Defective | 10 High High  High High  High High 1
FALSE |Medium | Master Pr( P16383-1 GCrichse 0018 1651 3 1 1 1 781 893 599 0 1 cell organi cytosol:nu| DNA bindi Pf07842 6936 ENSGO00D GCFC2 |2 MRNA Spli 4 High High  High High  High High 1
FALSE |High  Master Prc QNZLA-1 Hsp70-bin 0 9864 2 3 3 3 362 394 521 62 3 metabolic enzyme re 23640 HSPBPL |19 Protein prc 1 High High  High High  High High 1
FALSE High  Master Pr QINUGS pS3and D o 6848 13 1 2 1 133 155 6.06 76 1 metabolic |cytoplasm  protein bir P01920 81572 ENSGO00D PDRG1 |20 [ High High  High High  High High 1
FALSE |High  Master Prc Q86WR7-: Proline an 0 5384 3 1 1 1 35 458 72 0 1 protein bit Pf15385 254427 ENSG000O Cl00rf47; 10 [ High High  High High  High High 1
FALSE High  Master Prc QINRK6  ATP-bindir 0 6208 4 2 2 1 738 791 9.85 242 2 transport | membrane catalytic a PfOD00S, F 23456 | ENSGO00O ABCB10 1 ABC trans Mitochonc 4 High High  High High  High High 1
FALSE |High  Master Prc P35080-1 Profilin-2 | 0 14593 27 a 7 3 140 15 699 1751 4 cell organi cytoplasm  catalvtic a Pf00235 5217 ENSGOO0O PFN2 3 Shigellosis Associatiol RHO GTPa 2 High High  High High  High High 1
FALSE |High  MasterPr(QOULX3 RNAbindi 0004 2758 4 1 1 1 412 466 718 0 1 metabolic cytosolinu | catalytic a Pf08772,F 28987  ENSGO00O NOB1 |16 Ribosome Maior patt 5 High High  High High  High High 1
FALSE |High  MasterPr Q9H425 Uncharact 0003  2.858 3 1 1 1 327 363 5.72 0 1 cvtoplasm 84886 ENSGO00D Clorf198 |1 [ High High  High High  High High 1
FALSE | Medium | Master Prc PS7081-1 tRNA(gua 0011 2038 2 1 1 1 412 455 711 0 1 metabolic cytosol;nu  catalytic a 10785 ENSGOOOD WDR4 21 tRNA mod 3 High High  High High  High High 1
FALSE |High  Master Pr P26583  High mobi 0 15574 v a 7 2 209 2 781 1088 4 cell organi chromosor DNA bindi P00S05, F 3148 | ENSG0000 HMGB2 4 Retinoblas Activation 7 High High  High High  High High 1
FALSE |High  Master Prc Q16864-1 V-type pro o 5937 20 1 1 1 119 134 552 467 1 cellular ho cytosol;me catalytic a P01990 9206 ENSGO00O ATPEVIF |7 Collecting Transferrir 20 High High  High High  High High 1
FALSE High  Master Pr 075940  Survival of o as52 1 2 2 2 238 26.7 7.24 0 2 cell death; cytoplasm protein bir P06003 | 10285 ENSG0000 SMNDC1 |10 Spliceoson MRNA Spli 5 High High  High High  High High 1
FALSE |Low Master Prc Q12830-1 Nucleoson 005 1201 1 1 1 1 3046 3381 654 0 1 cell organi cytoplasm  catalvtic a Pf00439,F 2186 ENSGO00O BPTF |17 Endoderm 1 High High  High High  High High 1 /R3]
FALSE |High  Master Pr QOUDW1 cytochrom 0001  4.288 27 1 1 1 63 73 9.47 3.56 1 cell organi membrane catalytic a Pf05365 29796 ENSG0000 UQCR10 |22 Cardiac mi Electron Ti Respirator 12 High High  High High  High High 1
FALSE |High  Master Pr QH6Z4 Ran-bindir 0002  3.766 2 1 2 1 567 602 478 166 1 cell organi cytoplasm enzyme re Pf00638 8498 ENSGOOOD RANBP3 |19 HTLV- infe 1 High High  High High  High High 1
FALSE | Medium | Master Pr 043286  Beta-14-g 0016 1691 2 1 1 1 388 451 8.15 0 1 metabolic Golgi;men | catalytic a Pf02709, 9334 ENSGO000 BAGALTS |20 Mucin typy Keratan su 14 High High  High High  High High 1
FALSE High  Master Pr Q9BTUG  Phosphati o 1457 9 3 4 3 479 54 829 681 3 cell organi cytosolien catalytic a Pf00454 55361 | ENSGO00O PI4K2A 10 Metabolic Wt Signa Svnthesis ¢ 1 High High  High High  High High 1
FALSE |High  Master Prc QBRXS  DNA replic o 7276 7 1 1 1 216 25 534 415 1 metabolic nucleus Pf0S916 64785 | ENSGOO0O GINS3 16 Unwinding 7 High High  High High  High High 1
FALSE High  Master Prc QQULRO-1 Isoform 21 o 8777 8 2 2 2 331 315 578 245 2 cell organi endosome catalytic a Pf06246 | 10053459 ENSGO00O ISY1-RABA 3 Spliceoson 1 High High  High High  High High 1
FALSE | Medium | Master Pr QOY6MO-1 Testisin [0 0028 1445 4 1 1 314 349 7.62 197 1 metabolic cytoplasm| catalytica P00089 10942 | ENSGO00D PRSS21 | 16; CHR H Post-trans| 3 High High  High High  High High 1
FALSE | Medium | Master Pr( P78316  Nucleolar 0015 175 1 1 1 1 857 976 7.58 0 1 metabolic membrane protein bir P04147 8602 | ENSGO00O NOP14 |4 Major patt 5 High High  High High  High High 1
FALSE |High  Master Pr Q8NGH7 | ADP-ribosy 0002  3.278 2 1 1 1 521 56.7 7.99 0 1 regulation cytoplasm, enzyme re Pf01412 84364 ENSGO00D ARFGAP2 |11 Endocytosi COPl-depe 12 High High  High High  High High 1
FALSE | Medium | Master Prc Q8NGRO-5 Methyltrai 0011 2.006 2 1 1 1 699 787 673 0 1 metabolic catalytica Pf01564,F 51603 ENSGO00D METTL13 |1 [ High High  High High  High High 1
FALSE |High  Master Prc 095239-1 Chromoso o 9291 3 3 3 3. 1232 1398 627 33 3 cell organi chromosor catalytic a Pf00225, F 24137 | ENSGO00O KIF4A X Retinoblas COPI-depe 16 High High  High High  High High 1
FALSE High  Master Pr QOUBF8  Phosphati o 5888 2 1 1 1 816 913 625 396 1 metabolic cytoplasm  catalvtic a Pf004S4 5208 ENSGOOOD PI4KB |1 Phosphatic Synthesis ¢ 8 High High  High High  High High 1
FALSE |High  Master Pr Q6H20-1 Vacuolar-s 0003 2.844 5 1 1 1 258 2838 6.65 205 1 cell comm cytoplasm, protein bir P04157 | 11267  ENSGO000 SNF8 |17 Endocytosi Endosoma a High High  High High  High High 1
FALSE |High  MasterPr(Q92990 Glomulin[ 0002 4176 2 1 1 594 682 533 255 1 cell differe cytoplasm enzyme re Pf0BS68 | 11146 ENSGO00D GLMN |1 Antigen pr 4 High High  High High  High High 1
FALSE |High | Master PrQ13144  Translatio 0003 326 2 1 1 1 721 803 5.08 283 1 cell differe cytoplasm, protein bir P00132,F 8893 | ENSGO00D EIF285 |3 RNA trans| Translatior Recycling ¢ 8 High High  High High  High High 1
FALSE |High  Master Pr 000488 Zincfinger 0007 2242 10 1 1 1 134 152 982 176 1 metabolic cytosol:nu| DNA bindi Pf12171 51042 ENSGO00D ZNF593 |1 [ High High  High High  High High 1
FALSE | High | Master Pr QUHIA4  anaphase- o 62 1 2 2 2 1944 2164 63 385 2 cell divisio cytosol;nu PfO1851,F 64682 | ENSGOO0O ANAPCI 2 Progesterc APC/C:Cdc 37 High High  High High  High High 1
FALSE |High  MasterPr( Q13636 rasrelate 0005  2.556 8 1 1 1 194 216 7.06 0 1 cell organi cytosolien! catalytic a Pf00009, F 11031 RAB31 18 Endocytosi Neutrophil 1 High High  High High  High High 1
FALSE | Medium | Master Pr QINVUO | DNA-direc 0018 1635 2 1 1 1 708 798 6.47 161 1 defense re cytosol;nu  catalytic a Pf04801  55718; 10 ENSGO00D POLRSE; L( 16; CHR_H Epstein-Ba Eukaryotic RNA Polyn 18 High High  High High  High High 1
FALSE High  Master Prq 060826  Coiled-col o 614 5 2 2 627 707 674 295 2. cellular ho cvtosolien! protein bir PfOS667 28952 ENSGO00D CCDC22 | X Neddylatic 3 High High  High High | High High 1
FALSE |High  Master Prc Q14697-2 Isoform 21 0 190278 37 33 9% 1 966 109.4 624 23599 33 metabolic Golgi;men catalytica PfO10SS, F 23193 ENSGOO0O GANAB 11 [ High High  High High  High High 1
FALSE | Medium | Master Pr QINQS7 Innercent 0012 1979 1 1 1 1 918 1054 9.44 0 1 cell divisio chromosor protein bir Pf03941, F 3619 ENSGO00O INCENP 11 Amplificat 2 High High | High High  High High 1
FALSE |High  Master Prc Q01968-1 Inositol po o s:3 1 1 1 1 901 1041 6.55 175 1 cell organi cytoplasm catalytic a Pf00620,F 4952 | ENSG0000 OCRL |X Metabolic Synthesis ¢ 2 High High  High High  High High 1
FALSE |High  Master Prc QH9J4-1 Ubiquiting 0008 2.206 1 1 1 1 134 1453 863 0 1 celldiffere catalvtic a Pf00443, F 84132 uspaz 7 Ub-specific 4 High High | High High  High High 1
FALSE |High  Master Prc 060504-1 Vinexin[0 0003 3.361 2 1 2 1 671 753 9.45 226 1 cell organi cytoplasm, protein bit Pf00018, F 10174 | ENSG000O SORBS3 |8 Smooth M 2 High High  High High  High High 1
FALSE |High  Master Pr PS0148  Guanine n o 7507 7 3 1 359 421 568 469 2| coagulatio cytoplasm catalytic a PI00025, F 2776 ENSGO00O GNAQ 9 €GMP-PKG Human Th Thrombin 64 High High | High High  High High 1
FALSE |Low Master Pr( Q8WV92 | MITdoma 0053 1175 2 1 1 1 249 293 8 0 1 cell divisio endosome protein bir P04212 120531 | ENSGO00O MITD1 |2 [ High High  High High  High High 1
FALSE High  Master Pr Q8NFZ8 Celladhes 0003 3.052 3 1 1 1 388 28 63 194 1 membrane protein bir Pf00047, F 199731 | ENSGOO00 CADM4 19 [ High High High High | High High 1
FALSE | Medium | Master Prc Q9Y6Y0 influenzay 0011 2.027 2 1 1 1 642 77 553 0 1 metabolic  cytoplasm, protein bir P006S1, F 10625 ENSG000D IVNS1ABP |1 Influenza £ 1 High High  High High  High High 1
FALSE  Low Master Prc PO5496  ATPsynthi 0067 1.072 5 1 1 136 143 974 0 1 cell organi membrane catalvtic a Pf00137 516 ENSGO000 ATPSG1 |17 Metabolic  Electron Ti Cristae for 16 High High | High High | High High 1
FALSE |High  MasterPr( QSNDL2 |EGFdoma 0001 4541 3 1 2 1 527 62 7.05 652 1 metabolic endoplasn| catalytic a Pf04577 | 285203  ENSGO00D EOGT |3 Other type 1 High High  High High  High High 1
FALSE |High  Master Prc Q66K14-1 TBCI dom o 563 1 1 1 1 1250 1404 525 301 1 regulation membrane enzyme re PfOOSG6, F 23061 ENSGO00O TBCLD9B 5; CHR HC [ High High  High High | High High 1
FALSE |High  Master Pr( 015269  serine palr o 543 5 2 2 2 a73 52.7 6.01 473 2 metabolic endoplasr catalytic a Pf00155 10558 ENSGO0OO SPTLCI 9 Sphingolip Sphingolip Sphingolip 8 High High  High High  High High 1
FALSE High  Master Prc QINPAS-1 Transcripti o 7339 2 2 101 115 933 476 2. cell organi mitochonc Pf0163 56943  ENSGOOOO ENY2 8 HAT acety 3 High High  High High | High High 1
FALSE |High  Master Pr Q6UXS3  Methyltrai 0002 375 8 2 2 2 24 278 838 244 2 metabolic catalytica Pf01209, 196410 ENSGO000 METTL78 |12 [ High High  High High  High High 1
FALSE High  Master Prc Q99700-1 Ataxin-2 [( o 7535 2 2 2 1 1313 1402 957 446 2 cell organi cvtoplasm protein bir PO6741,F 6311 ENSGO00D ATXN2 |12 Parkinsons 2 High High | High High | High High 1
FALSE |Low Master Prc P49768-1 | Presenilin- 0053 1172 2 1 1 1 467 526 531 0 1 cell death; cell surfac catalytica P01080 5663 ENSGO00D PSEN1 |14 Notch sign Alzheimer: Activated | 40 High High  High High  High High 1
FALSE |High  Master Prc Q8IUS  calcium up 0 585 4 1 1 1 434 96 9.09 452 1 cellular ho membrane metal fon | Pf13833 | 221154  ENSGO000 EFHAL; MI 13 Processing 3 High High  High High | High High 1
FALSE |High  Master Prc Q15154-1 Pericentric 0003 3.341 1 1 1 1 204 2284 5.02 369 1 cell organi cytoplasm protein bir 5108 PCcMI 8 Regulation 16 High High  High High  High High 1
FALSE High | Master Pr Q8IZPO_ ablinterac o 673 2 1 2 1 508 55 7.06 6 1 cell organi cytoplasm, enzyme re PfO0018, F 10006 ENSGO000 ABIL 10 EGF/EGFR Regulation 12 High High  High High  High High

FALSE |High  Master Pr( P68400  Casein kini o 16787 13 3 5 3 391 451 774, 785 3 cell comm | chromosor catalytic a Pf0009, F 1457 ENSGO00D CSNK2A1 |20 Epstein-Ba TNF alpha | WNT medi 46 High High  High High  High High 1
FALSE High  Master Prc Q9Y4P8-1 WD repeal o son 7 2 2 2 454 494 645 364 2. cell comm cytosolime protein bir 26100 ENSGO00O WIPI2 |7 Macroautc 2 High High High High  High High 1
FALSE |High  Master 