Figure S2: Metabolome enrichment analysis for among the top 20 annotated KEGG

pathways.
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Figure S2: Metabolome enrichment analysis for among the top 20 annotated KEGG
pathways.
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Figure S2: Metabolome enrichment analysis for among the top 20 annotated KEGG

pathways.
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Figure S2: Metabolome enrichment analysis for among the top 20 annotated KEGG
pathways.
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Figure S2: Metabolome enrichment analysis for among the top 20 annotated KEGG

pathways.
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Figure S2: Metabolome enrichment analysis for among the top 20 annotated KEGG
pathways.
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Figure S2: Metabolome enrichment analysis for among the top 20 annotated KEGG

pathways.
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Figure S2: Metabolome enrichment analysis for among the top 20 annotated KEGG

pathways.
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Figure S2: Metabolome enrichment analysis for among the top 20 annotated KEGG

pathways.
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