
Tableble S1. Mapping percentage of control and infected samples to  
Phytophthora infestans genome (NCBI genome ID- ASM14294v1).  

Sample Percentage of reads mapping to 

Phytophthora infestans genome 

Control Resistant 1 0.66% 

Control Resistant 2 0.30% 

Control Susceptible 1 0.43% 

Control Susceptible 2 0.19% 

Infected Resistant 1 0.75% 

Infected Resistant 2 0.35% 

Infected Susceptible 1 7.05% 

Infected Susceptible 2 5.37% 

 Table S2. Summary of screened SNPs across all public domain dataset. ‘*’ shows the 

presence of alternative SNP allele.   
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NC_015438.3 303295 * * * * * * * 7 0 LOC101251912 

NC_015446.3 72501667 * * * * * * 6 0 LOC101055591 

NC_015446.3 72500390 * * * * * 5 0 LOC101055591 

NC_015446.3 72501893 * * * * * 5 0 LOC101055591 

NC_015446.3 72502022 * * * * * 5 0 LOC101055591 

NC_015446.3 72502108 * * * * * 5 0 LOC101055591 

NC_015446.3 72503137 * * * * * 5 0 LOC101055591 

NC_015446.3 71869913 * * * 4 0 LOC101055591 

NC_015446.3 72502973 * * * * 4 0 LOC101055591 

NC_015446.3 11276260 * * * * 4 0 LOC101259360 

NC_015446.3 71737403 * * * 3 0 LOC101267227 

NC_015446.3 72006954 * * * 3 0 LOC101249573 

NC_015446.3 72461464 * * * 3 0 LOC101263749 

NC_015446.3 72462159 * * * 3 0 LOC101263749 

NC_015446.3 72672774 * * * 3 0 LOC101257900 



NC_015446.3 72674213 * * * 3 0 LOC101257900 

NC_015446.3 72499807 * * * 3 0 LOC101055591 

NC_015446.3 72674213 * * * 3 0 LOC101257900 

NC_015444.3 1496621 * * 2 0 LOC100191137 

NC_015444.3 1927318 * * 2 0 LOC101251003 

NC_015445.3 54359369 * * 2 0 LOC101267596 

NC_015445.3 54359478 * * 2 0 LOC101268596 

NC_015445.3 54359866 * * 2 0 LOC101268596 

NC_015446.3 72503654 * * 2 0 LOC101055591 

NC_015445.3 54359647 * 1 0 LOC101267596 

NC_015445.3 54359914 * 1 0 LOC101268596 

NC_015446.3 72503161 * 1 0 LOC101055591 

NC_015446.3 11275175 * 1 0 LOC101259360 

NC_015438.3 679178 0 0 LOC101264357 

NC_015441.3 55622649 * * * * * * 5 1 LOC101256377 

NC_015438.3 74936467 * * * * * 4 1 LOC101253123 

NC_015446.3 72674154 * * * * * 4 1 LOC101257900 

NC_015446.3 71869964 * * * * 3 1 LOC101244905 

NC_015446.3 71979227 * * * * 3 1 LOC101247517 

NC_015446.3 72291083 * * * * 3 1 LOC544097 

NC_015446.3 72461703 * * * * 3 1 LOC101263749 

NC_015446.3 72674063 * * * * 3 1 LOC101257900 

NC_015446.3 72674154 * * * * 3 1 LOC101257900 

NC_015446.3 72856032 * * * 2 1 LOC101254426 

NC_015446.3 72674063 * * * * 2 1 LOC101257900 

NC_015443.3 49157464 * 0 1 LOC543763 

NC_015447.3 64060576 * 0 1 LOC101253039 

NC_015447.3 65486858 * 0 1 LOC101249777 

NC_015441.3 55117425 * * * * * * * 5 2 LOC101267761 

NC_015449.3 65790093 * * * * * 3 2 LOC101249717 

 

 

 



Table S3. SNPs validated with rhAmp assays and their sequences. 

SNP 

ID 

Chromosome (SL3.0) Position Sequence [Reference Allele/Alternate Allele] 

774 NC_015446.3/Chromo

some 9 

72672774 TAGGTTATCCACCAGAAGGTTACTCTAAAGATGCATA[C/T]CCACCACCAGG

GTATCCTCAGCAAGGGTATCC 

893 NC_015446.3/Chromo

some 9 

72501893 AGAGTCAATCGCAACTTCCGCTTCATATGCCCAATT 

TC[G/T]CTTAAAATGGATGATAAAGATGACAGATCCTT 

667 NC_015446.3/Chromo

some 9 

72501667 GATATGTCGAGTTGGGAAGTATTCAAATGGTGCTACCA[T/C]ATAGCAAGG

CTTAAGAGCAATGTCCGCTGAC 

390 NC_015446.3/Chromo

some 9 

72500390 GTCAAAATCAAGACCTTAAGAAGTCGCAATTTAAGAAT[C/T]TGACAGAAG

GGAATCCCATCAATTAACTCTA 

973 NC_015446.3/Chromo

some 9 

72502973 TCCAACACAATCCATATATTTCGACAGATCAGAATCATT[C/G]AACTCATGG

TTGTAACTTAAACTGATTTTACC 

22 NC_015446.3/Chromo

some 9 

72502022 ATCAGGAAATCTAAACAAGATTTAGATTTCGACATCTC[T/C]TTCAGTTTCC

GCATAAGAGAATCCAGAAAGCT 

807 NC_015446.3/Chromo

some 9 

72499807 ACAAAATTGGAGATACTCCAGGCTTGGTAGTCCTGCAA[T/C]GAAGGAACT

CAGGTTTTCGATATGAGCCCCAC 

108 NC_015446.3/Chromo

some 9 

72502108 TGGGGAATTGCGATGGAGTGAATTTTAAGGATTTATAGT[G/A]CGTCTCCAC

TTGTGCCTTCAGATCTTTAGTTTT 

 


