
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Figure S1: Gene ontology biological process of mature melanocytes. Related to figure 1. 
Gene ontology biological process (GO BP) terms from indicated regions (i, ii and iii) of Venn diagram described in 
figure 1(f). 
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Figure S2: Localization of Mel-hPSC and keratinocytes in epidermal basal layer. Related to figure 2. 
Immunofluorescence staining of Keratin 14 (KRT14) and Tyrosinase (TYR) on sections of the in-vitro 
reconstructed epidermis containing HEM, Mel-hESC or Mel-hiPSC (Scale bar: 20μm). White arrows indicate TYR 
staining in MHN, Mel-hESC and Mel-hiPSC 

 
Figure S3: Karyotype analysis by G-banding Related to figure 3 
G-banding analysis in Mel-hESC and Mel-hiPSC at early and late passages. 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



Figure S4: Clusters enrichment terms during differentiation process. Related to figure 4. 
Enrichment terms from Gene ontology analysis, biological process (GO BP), molecular function (MF) and cellular 
component (CC) terms from the list of each 5 clusters. pValue <0,01 and number max =10 terms. 


