Supplementary Table S1. List of identified HuCCCH genes in pitaya along with their chromosomal locations and proteomic information

Gene name Accession humber Chrom  Chr start Chrend Protein/AA pl MW/(Da)
HuC3H1 HU01G00226.1 chr01 2782537 2787570 696 5.67 77095.87
HuC3H2 HU01G00905.1 chr01 22038524 22042315 319 7.19 50282.03
HuC3H3 HU01G01005.1 chr01 29390111 29399239 881 8.08 101955.37
HuC3H4 HU01G01125.1 chr01 44553152 44555195 417 6.73 45921.28
HuC3H5 HU01G01231.1 chr01 58827319 58864270 426 8.44 48226.21
HuC3H6 HU01G01390.1 chr01 95239847 95242439 563 5.94 63730.67
HuC3H7 HU01G01629.1 chr01 115446115 115449452 580 6.05 64701.97
HuC3H8 HU01G02324.1 chr01 137196357 137203757 1397 6.13 151482.42
HuC3H9 HU01G02326.1 chr01 137221973 137229370 1396 6.24 151511.49
HuC3H10 HU01G02363.1 chr01 137681275 137693558 903 5.88 96962.8
HuC3H11 HU02G00985.1 chr02 12433649 12444163 457 8.5 48343.21
HuC3H12 HU02G02007.1 chr02 36884092 36884853 254 8.35 28754.36
HuC3H13 HU02G02106.1 chr02 43435336 43457666 826 8.83 92438.58
HuC3H14 HU02G02269.1 chr02 60362370 60366431 738 5.51 81746.19
HuC3H15 HU02G02494.1 chr02 102551084 102554444 440 9.22 51005.03
HuC3H16 HU02G02669.1 chr02 121734570 121744060 360 8.69 39780.29
HuC3H17 HU02G02936.1 chr02 137672084 137673698 335 6.98 37616.11
HuC3H18 HU03G00163.1 chr03 1509465 1524207 1657 4.89 179676.37
HuC3H19 HU03G00599.1 chr03 5551758 5553940 259 9.15 28699.12
HuC3H20 HU03G00716.1 chr03 6770502 6783097 1024 9.38 110505.44
HuC3H21 HU03G01444.1 chr03 16767055 16775811 150 9.04 16591.74
HuC3H22 HU03G01511.1 chr03 17698176 17704081 456 8.51 49097.26
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Supplementary Table S2. Primer sequence information

Primer name

Sequence(5’ to 3%)

Notes

HuTZF3-OE-F-Bglll
HuTZF3-OE-R-Spel
HUTZF3-GFP-F-Spel
HUTZF3-GFP-R-Kpnl
In-RFP-UBP1-F-Xbal
In-RFP-UBP1-R-Sacl
In-RFP-DCP2-F-Xbal
In-RFP-DCP2-R-Sacl
HUTZF3-gRT-F
HUTZF3-gRT-R
HuUEF1-a-gRT-F
HuEF1-a-gRT-R
AtACT2-gRT-F
AtACT2-gRT-R

TGACCATGGTAGATCTGATGATGATCGGAGAAACACAC
CTTCTCCTTTACTAGTCTTGACGAGATCGGACACC
CGGACTAGTATGATGATCGGAGAAACACAC
CGGGGTACCCTTGACGAGATCGGACACC
CTGTACAAGTCTAGAATGCAGAGGTTGAAGCAGCA
GGGAAATTCGAGCTCTTACTGGTAGTACATGAGCTGCT
CTGTACAAGTCTAGAATGTCGGGCCTCCATCGA
GGGAAATTCGAGCTCTCAAGCTGAATTACCAGA
CTGTTTCTTCGCCCACTCG

TCGGCATGGATTTCACCTT
CTGGACAAATCGGAAACGGC
ATGTCCCTCACAGCAAAACGA
ATTACCCGATGGGCAAGTCA
TGCTCATACGGTCAGCGATAC

HUTZF3-OE vector
construction
HUTZF3-GFP vector
construction
RFP-UBP1 vector
construction
RFP-DCP2 vector
construction
gqRT-PCR primers of
HUTZF3

gRT-PCR primers of
HuEF1l-a

gRT-PCR primers of
AtACT2




Supplementary Table S3. The motifs and motifs logo of HUTZF were predicted by MEME search

E-value

Length (aa)

Consensus sequence

Name

3.1e-582

50

1.6e-555

50

2.00E-110

50

Motif 1




2.20E-65

45

2.80E-64

25




