Table S1. List of expansin (EXP) genes in Ginkgo biloba

Number Grand average
. ) . Predicted
Gene D of Molecular ~ Theoretical  Instabili ~Aliphatic of subcellular
name Formula amino  Weight/kD pl ty index index hydropathicity o
localization
acids (GRAVY)
GbEXPA1 evm.model.chr1.1594  Ci210H1827N3390351516 247 27251.84 8.90 37.13 67.17 -0.253 chloroplast
GbEXPA> evm.model.chr1.1892  Ci23sHi1s30N336Q0372518 262 27999.65 8.06 42.10 65.99 -0.069 extracellular
GbEXPAs evm.model.chr1.2822  Ci216H1813N3250360S14 252 27193.57 7.55 33.32 66.59 -0.122 extracellular
GbEXPAs evm.model.chr1.2823  Ci144H1711N3190357513 233 25741.88 8.76 30.97 60.64 -0.404 nucleus
GbEXPAs evm.model.chr1.2830  Ci3s0H2089N3790392515 283 30741.97 9.03 36.48 74.77 -0.036 chloroplast
GbEXPAs evm.model.chr1.2831  Ci22sH1822N3320358514 251 27376.79 8.60 31.56 65.70 -0.194 extracellular
GbEXPA; evm.model.chr1.2832  Ci294H1927N3530386515 267 29085.57 8.05 32.35 62.81 -0.263 nucleus
GbEXPAs evm.model.chr1.2833  Ci207H1793N 3310356514 250 27085.36 8.41 35.46 64.40 -0.200 extracellular
GbEXPAs evm.model.chr1.2834  Ci207H1802N3300353516 250 27096.54 8.61 35.03 64.80 -0.177 extracellular
GbEXPA1w evm.model.chr1.2835  Cirs0H2653N4830503519 357 39115.39 8.87 37.34 71.88 -0.198 cytoplasm
GbEXPAnn evm.model.chrl1.2836  Ci149H1692N3140337515 238 25776.88 7.56 33.88 59.03 -0.215 chloroplast
GbEXPA12  evm.model.chr3.288  Ci127H1704N3160332515 235 25472.74 9.19 33.21 62.34 -0.190 plasma membrane
GbEXPA13 evm.model.chr4d.1947  Ci231H1834N3280361513 253 27420.86 8.34 33.11 69.01 -0.081 extracellular
GbEXPA1z evm.model.chr4d.2179  Ci2s5H1857N3370373518 256 28210.66 5.50 35.68 62.46 -0.205 chloroplast
GbEXPA15  evm.model.chr7.379  Ci216H1826N3320368512 257 27368.60 6.79 31.87 67.59 -0.167 chloroplast
GbEXPA1s  evm.model.chr8.517  Ci349H1998N3580105516 282 30223.82 4.61 32.38 70.60 -0.009 chloroplast
GbEXPA1;  evm.model.chr8.518  Ci200H1809N3390356514 254 27237.56 8.63 33.11 65.71 -0.166 extracellular
GbEXPA1s evm.model.chr9.1784  Ci241H1868N3420375519 259 28187.69 5.92 44.21 64.05 -0.182 chloroplast
GbEXPA1y  evm.model.chr9.473  Ci254H1925N3650356518 260 28387.39 9.57 33.44 69.46 -0.070 nucleus
GbEXPA2 evm.model.chr10.1814 Ci2s6H19590N3610346513 259 28429.69 9.98 38.13 76.45 -0.059 chloroplast
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Table S2. GbEXPs primer sequences.

Gene name

Forward primer (5’ to 3°)

Reverse primer (5’ to 3°)

GbEXPA31(ORF)
GbEXPA31
GbEXPA24
GbEXPA32
GbEXLAS
GbEXPAI6
GbEXPB4
GbEXLB5
GbEXLBI

GAPDH

GbEXPA31-EGFP

ATGGCCCAGTTTCTCCAGACA
ATGGCCCAGTTTCTCCAGAC
CTGCAACCAACTTCTGCCCG

GGAAGCGATGCCTCAGACACTATG
AGGACAAACAGACATAGTGGCAGTG
GTTGGAGGAGCAGGAGATGTCATTG

CGGATGAATGCCCAGGAGGATATTG
CTATGCACGGGCGAGGGTAA
ATGTGGTGCTTGCTATCAGGTGAAG
CTGCCAAGGCTGTAGGTAAGG

ttggagaggacacgcetcgag
ATGGCCCAGTTTCTCCAGAC

TCAATTGCCAAGTTGGGCTCC
CCGTGTTCGTGCCATATCCTTG
GCACAATGCCTGCCCTGTAC
GTGGGTCGTCGTAACACTTGATCTC
ACCACACCCATTTCCCATCATAACC
GAGAGGCTTTGGGCAGTCAAGTG
GTCGGTAGAGCCTTCGTTCACATG
TCCCGAGGTCACTAGGTCGT
ACTGGATTGCTACAACTCCCATTGC
TCAGATTCCTCCTTGATGGCG

cccttgctcaccatgaattc
ATTGCCAAGTTGGGCTCC




