Dongjin_S  Dongjin_D OsPUB7_S OsPUB7_D

0OsPUBS50

OsPUB7
OsPUB46
OsPUB44
OsPUB12
OsPUB12
OsPUB58
OsPUB38
OsPUB66
OsPUB30
OsPUB53
OsPUB54
OsPUB48
OsPUB36
OsPUB24
OsPUB52
OsPUB73

OsPUB3
OsPUB31
OsPUB28

OsPUB4
OsPUB33
OsPUB45
OsPUBA43
OsPUB29
OsPUB21

OsPUB9
OsPUB10
OsPUB26
OsPUB27
OsPUB77
0OsPUB32

OsPUB2
OsPUB51
OsPUB63
0OsPUB70
OsPUB20
OsPUB19
OsPUB39
OsPUB22
OsPUB68

OsPUBS
OsPUB17
OsPUB18
OsPUB37
OsPUB23
OsPUB75
OsPUB41
OsPUB15
OsPUB72
OsPUB16

OsPUBS
OsPUB60
OsPUB55
OsPUB40
OsPUB62
OsPUB57

OsPUB1
OsPUB65
OsPUB64
OsPUB74
OsPUB47
OsPUB69
OsPUB14

OsPUB6
OsPUB56
OsPUB61
OsPUB67
OsPUB49
0OsPUB25

'j

I

Supplementary Figure S1. RNA sequence profiling of OsPUB family genes expression under drought
and salinity stress. Heat map displaying expression changes of differentially expressed OsPUB family
genes in OsPUBY gene edited line for drought and salinity stress compared with the control.
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Molecular function

Cellular components

Biological process

Supplementary Figure S2. GO classifications of differentially expressed genes. The differential genes are summarized into three main categories; biological process, cellular

components, and molecular function.
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Supplementary Figure S3. GO classifications of differentially expressed genes.
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