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Abstract: Nanotechnology has great potential to significantly advance the biomedical field for the
benefit of human health. However, the limited understanding of nano–bio interactions leading to
unknowns about the potential adverse health effects of engineered nanomaterials and to the poor
efficacy of nanomedicines has hindered their use and commercialization. This is well evidenced
considering gold nanoparticles, one of the most promising nanomaterials for biomedical applications.
Thus, a fundamental understanding of nano–bio interactions is of interest to nanotoxicology and
nanomedicine, enabling the development of safe-by-design nanomaterials and improving the efficacy
of nanomedicines. In this review, we introduce the advanced approaches currently applied in nano–
bio interaction studies—omics and systems toxicology—to provide insights into the biological effects
of nanomaterials at the molecular level. We highlight the use of omics and systems toxicology studies
focusing on the assessment of the mechanisms underlying the in vitro biological responses to gold
nanoparticles. First, the great potential of gold-based nanoplatforms to improve healthcare along
with the main challenges for their clinical translation are presented. We then discuss the current
limitations in the translation of omics data to support risk assessment of engineered nanomaterials.

Keywords: gold nanoparticles; molecular effects; nano–bio interactions; nanomedicine; nanotoxicol-
ogy; omics

1. Introduction

First introduced in 1959 by the Nobel Prize Laureate physicist Richard Feynman, the
concept of nanotechnology has been considered by many as the most significant techno-
logical breakthrough of the 21st century. Engineered nanomaterials (ENMs), defined by
the International Organization for Standardization (ISO) as materials with at least one
dimension between 1 and 100 nm [1], are at the cutting-edge of nanotechnology [2,3].
Due to their unique physicochemical properties and manifold variation possibilities, a
myriad of ENMs has been developed and applied in virtually every industry and public
endeavor, including electronics, automotive, textiles, renewable energy, environmental
protection, and healthcare, bringing significant economic growth and innovation to our
society [4,5]. The success of engineered nanoscale vaccines against COVID-19 is the most
recent example of the transformative impact of nanotechnology on our lives [6]. Indeed,
nanotechnology holds promise to revolutionize the biomedical field with limits only known
to the imagination, providing new and very broad platforms for (or to improve) diagnosis,
therapeutics, theranostics (combining diagnosis by imaging and therapeutics), repair, and
regenerative medicine [7]. More than 25 years have passed since the first FDA-approved
nanoplatform for drug delivery became available in 1995. This drug, a PEGylated lipo-
somal doxorubicin (Doxil) used to treat different cancer types, is considered a milestone
toward “the era of nanomedicine” [8]. Since then, the number of preclinical studies and
clinical trials focused on nanomedicines for cancer and other human conditions has grown
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exponentially [7,9]. In addition, nanotechnology has a massive presence in our modern
life. The advantages brought by materials in nanoscale make the use of ENMs extremely
common in clothing, sunscreens, cosmetics, sporting equipment, batteries, food packaging,
and dietary supplements, just to list a few [10].

However, in parallel to the societal benefits, the widespread use of ENMs along with
the exponential growth in the global nanotechnology market, which is expected to reach
2314.81 kilotons by 2028 in terms of volume [11], has raised concerns regarding ENMs’
safety and impact on living systems. The properties that make ENMs technologically
interesting—nanoscale size and high reactivity, among other unique characteristics—are
the same that raise flags concerning their potential adverse effects on human health and the
environment. The interactions of nanoparticles with biological systems are detrimental to
the safety and efficacy of nanomaterials/nanomedicines [12]. Therefore, the limited under-
standing of the nano–bio interactions may hamper the use and commercialization of ENMs,
impacting the development of the whole field of nanotechnology. Safety is essential for
the approval of nanoplatforms by regulatory agencies and represents a major concern for
their clinical translation [13]. Safety concerns are particularly evident considering inorganic
nanoparticles, which can accumulate inside the body (low degradation/excretion), increas-
ing the chances of long-term effects, still largely unknown. Moreover, the low efficacy
of nanomedicines observed in clinical trials, another obstacle to their successful clinical
translation, reflects our limited comprehension of the biological effects of ENMs [13–15].
Thus, a fundamental understanding of the interaction of ENMs with biological systems is
of interest to nanotoxicology and nanomedicine. Moreover, it is of paramount importance
in promoting the safe and sustainable development of nanotechnology.

The novel and variable properties of ENMs pose unique challenges in predicting their
impact on living systems [16]. The biological effects and potential toxicity of ENMs can
be significantly influenced by ENMs’ intrinsic factors related to their physicochemical
properties, such as size, shape, chemical composition, surface, aggregation state, etc., as
well as extrinsic factors, such as dose, cell type, and biological microenvironment, etc.,
(Figure 1) [17]. Hence, the use of conventional endpoint-based toxicity tests for macroscale
chemicals, including cytotoxicity (cell death/cell viability) and DNA damage analysis, does
not capture the complexities of the biological responses toward nanoscale materials. This
implies the need for new methods to evaluate nano–bio interactions [18,19].
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which may lead to adverse effects. These predictive, mechanistic-based biological obser-
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testing proposed in 2007 by the National Research Council (US National Academy of Sci-
ences) in the report “Toxicity Testing in the 21st Century: A Vision and a Strategy” [23,24]. 
The central part of this novel toxicology is to describe toxicity pathways, which can lead 
to a deep understanding of the molecular fundamentals and modes of action of chemicals 
and ENMs in humans and the environment. 

In life sciences, the suffix “omics” means “a study of the totality of something”. Om-
ics are comprehensive approaches for the analysis of complete molecular profiles of cells 
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Mechanistic Insights into the Biological Effects of ENMs—The Omics Era

In recent years, advanced approaches have been proposed to provide insights into
the mechanisms underlying the biological responses to ENMs to ultimately support risk
assessment [21,22]. These approaches include the use of omics techniques and systems
toxicology, an integration of systems biology with toxicology, to describe molecular changes
and perturbations in biological pathways and networks triggered by ENMs, which may
lead to adverse effects. These predictive, mechanistic-based biological observations in
toxicity evaluations for ENMs are aligned with the new paradigm for toxicity-testing
proposed in 2007 by the National Research Council (US National Academy of Sciences)
in the report “Toxicity Testing in the 21st Century: A Vision and a Strategy” [23,24]. The
central part of this novel toxicology is to describe toxicity pathways, which can lead to a
deep understanding of the molecular fundamentals and modes of action of chemicals and
ENMs in humans and the environment.

In life sciences, the suffix “omics” means “a study of the totality of something”. Omics
are comprehensive approaches for the analysis of complete molecular profiles of cells and
tissues and include genomics, transcriptomics, proteomics, metabolomics, epigenomics,
epitranscriptomics, etc. Omics allow studying how complex interactions between genes
and molecules influence a phenotype, providing a comprehensive understanding of the
biological system of interest. In the context of nanosafety, omics-based approaches have
been used to investigate the mechanisms underlying the biological responses to ENMs at
the molecular level, providing clues about the associations between ENM characteristics
and biological features [25–27]. Omics data can also enable the development of biomarkers
of exposure or the (early) effect of ENMs (before obvious phenotypic changes) [22,28].
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Systems toxicology focuses on the understanding of complex interactions within bi-
ological systems and uses the “big data” derived from omics measurements combined
with computational tools (modeling and bioinformatics) to describe the resilience of bi-
ological systems to perturbation by toxicants [29,30]. Since adverse outcomes resulting
from toxicants are often caused by perturbations in biological networks at the systems
level, the fundamental approach in systems toxicology involves the integrative analysis of
multiple omics layers, bringing unprecedented insights into toxicological mechanisms [28].
Additionally, the knowledge generated by nanotoxicology studies can be used to guide the
development of effective nanomedicines and boost their clinical translation.

In this review, we provide an overview of the literature available that best illustrates
the application of omics and systems toxicology approaches in studies aiming to understand
the biological effects of ENMs at the molecular level, focusing on gold nanoparticles. Since
the number of reports on in vitro omics is much higher than that of in vivo experiments,
only studies applying human and mouse cells as model systems for assessing the molecular
changes and biological pathways perturbed by nanoparticles were considered. The great
potential of gold nanoparticles to improve diagnosis and therapeutics, the clinical trials
involving gold-based nanoplatforms, as well as the main challenges for their clinical
translation are presented. Then, the current limitations to translate the omics data to
support risk assessment of ENMs are discussed.

2. The Golden Age of (Nano) Medicine

Among the nanoparticles of interest for nanomedical applications, gold nanoparticles
(AuNPs) are some of the most investigated. The reason behind such great interest is
mostly linked to their fascinating tunable physicochemical properties resulting from surface
plasmon resonance (SRP) [31–33], defined as the collective oscillations of conduction-
band electrons on the surface of metals in nanoscale (Figure 2). These properties make
AuNPs very attractive for a variety of biological applications, such as bioimaging, nano-
sensing, molecular diagnostics, drug/gene delivery, photon-induced therapeutics, and
theranostics [7,33]. Furthermore, the well-controlled synthesis procedures, the broad variety
of shapes (spherical, rods, stars, shell, cages, etc.), and surface functionalization chemistries
(polymers, peptides, nucleic acids, drugs, etc.) along with the fact that gold is commonly
considered biologically inert also contribute to the popularity of AuNPs for applications in
the biomedical field [34,35] (Figure 3).
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Figure 2. Physicochemical properties of gold nanoparticles explored in biological applications.
Under illumination at or near the plasmon bands, gold nanoparticles absorb and scatter light,
produce local electric fields, and can generate heat. These properties enable gold nanoparticles to
be applied in bioimaging, surface-enhanced spectroscopies for sensing and molecular diagnostics,
and photothermal therapy to destroy nearby cells. Due to their easy surface functionalization, gold
nanoparticles are also explored for gene and drug delivery (reproduced with permission from Murphy
et al., ref. [33]. Copyright 2019, American Chemical Society).
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The use of gold in medicine is not recent; historically, colloidal gold was used for
medical purposes in the fifth and fourth centuries B.C.; in the Middle Ages, physicians
and alchemists knew about the colloidal gold’s healing properties [37]. In the late 1920’s,
gold salts were proposed to treat rheumatoid arthritis, a therapeutic approach used for
about 70 years [38] until new and less toxic treatments were developed. Currently, gold
nanoplatforms are being explored in preclinical studies, in vitro and in vivo, for a variety
of medical applications, ranging from vaccine development to cancer therapy [39,40]
(additional information about the biomedical applications of AuNPs can be found in
refs. [41,42]). However, no gold-based nanoplatforms have been clinically approved by
the FDA (US Food and Drug Agency) or EMA (European Medicines Agency), despite
the optimism brought by the promising results in numerous preclinical studies. To date,
only six gold-based nanoformulations have been under clinical trial investigation (https:
//clinicaltrials.gov/ (accessed on 1 December 2022) (Table 1), which is very low compared
to the number of preclinical studies published every year [43].

https://clinicaltrials.gov/
https://clinicaltrials.gov/
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Table 1. Gold-based nanoplatforms investigated in clinal trials (https://clinicaltrials.gov/ (accessed
on 1 December 2022).

Name Composition Investigated Application Clinicaltrials.Gov ID (Phase)

Aurimune 7 nm PEGylated colloidal gold
particles loaded with TNF-α

treatment of advanced and
metastatic solid tumors

NCT00356980; NCT00436410
(both Phase I)

AuroLase ~150 nm diameter gold-silica
nanoshells coated with PEG

photothermal therapy against lung,
head and neck and prostate tumors

NCT01679470 (not applicable)
NCT00848042 (not applicable)
NCT02680535 (not applicable)

NU-0129
gold nanoparticles loaded with
siRNA specific for the oncogene

Bcl2L12, and OEG
treatment of glioblastoma NCT03020017 (early Phase I)

CNM-Au8 13 nm gold nanocrystals
Parkinson’s disease, multiple
sclerosis, amyotrophic lateral

sclerosis

NCT03815916 (Phase II)
NCT03993171 (Phase II)
NCT04098406 (Phase II)

C19A3-GNP
ultrasmall-AuNPs (less than 5 nm)
loaded with a proinsulin-derived

peptide
treatment of type 1 diabetes NCT02837094 (Phase I)

Gold Factor 8–28 nm AuNPs with varying shapes treatment of arthritis NCT05347602 (not applicable)

Aurimune, a 7 nm PEGylated (poly(ethylene glycol)) colloidal gold particle loaded
with TNF-α (tumor necrose factor alpha), was developed to treat patients with advanced
and metastatic solid tumors, and has successfully completed Phase I (NCT00356980
and NCT00436410). AuroLase, gold-silica nanoshells coated with PEG (PEGylated Au-
roShell; ~150 nm diameter), was designed to maximally absorb near-infrared light and
convert it to heat, and has been investigated for photothermal cancer therapy against lung
(NCT01679470), head and neck (NCT00848042), and prostate tumors (NCT02680535) [44].
Despite the promising initial results for the treatment of prostate cancer [39], the AuroLase
therapy pilot study in patients with primary and/or metastatic lung tumors was terminated
for unknown reasons (https://clinicaltrials.gov/ (accessed on 1 December 2022). Another
gold-based nanoplatform, NU-0129, is composed of spherical gold nanoparticles loaded
with RNA interference (siRNA) specific for the oncogene Bcl2Like12 (Bcl2L12) and OEG
(oligo(ethylene glycol)), and has been showing good potential for the systemic treatment
of glioblastoma (NCT03020017). Besides cancer therapy, gold nanoplatforms have also
been evaluated in clinical trials for applications in other human diseases or conditions.
For instance, CNM-Au8, 13 nm gold nanocrystals in a drinkable bicarbonate solution,
has been investigated as therapeutics for neurodegenerative diseases such as Parkinson’s
disease (NCT03815916), relapsing multiple sclerosis (NCT03993171); and amyotrophic
lateral sclerosis (NCT04098406). This formulation has showed significant positive results
regarding the diseases’ progression [45]. Another nanoformulation, C19A3-GNP, com-
prises ultrasmall-AuNPs (size smaller than 5 nm) loaded with a proinsulin-derived peptide
(C19A3), and has been investigated for immunotherapy delivery to treat type 1 diabetes
(NCT02837094) [46]. Recently (2022), a new clinical trial involving AuNPs of size 8–28 nm
in diameter with varying shapes, denominated as the Gold Factor, was initiated aiming to
determine the clinical value of this gold-based nanoformulation for improving joint health,
function, and quality of life for arthritis patients (NCT05347602).

Despite the exciting results observed in the early-phase clinical trials aforementioned,
the approval of gold nanoformulations to the clinic is still a challenge.

Main Challenges in Gold-Based Nanomedicines Clinical Translation

In drug development, including nanomedicines, the major causes of failure in clinical
trials are related to the lack of effectiveness and poor safety profiles that were not predicted
in preclinical studies. A survey of clinical translation of cancer nanomedicines pointed out
that around 94% of new nanomedicines are successful in Phase I of the clinical trial, but the
success rate drops to about 48% and 14% in Phases II and III, respectively. This phenomenon

https://clinicaltrials.gov/
https://clinicaltrials.gov/


Int. J. Mol. Sci. 2023, 24, 4109 7 of 22

is associated with the poor/lack of efficacy and toxicity of the nanomedicines, which
highlights our limited understanding of the behavior of ENMs in biological systems [47].

Regarding AuNPs, their life cycle in the organism has not been fully understood. Once
inside the body, nanoparticles are covered by biomolecules (proteins, lipids, metabolites,
etc.) that are adsorbed in their surface forming a corona that “hides” the surface ligand in
targeted nanoplatforms. The composition of this biocorona is influenced by the composition
of the biological matrices and by the physicochemical properties of ENMs, such as surface
coating, size, shape, etc. [48,49]. It is well accepted that the biocorona plays important roles
in the cellular uptake, biodistribution, and toxicity of ENMs in cells/organisms [50,51].
In vivo studies have shown that AuNPs can persist in the body for long periods of time
with massive accumulation in the liver followed by the spleen, which may lead to unknown
long-term toxic effects [52].

In addition to life cycle, little is known about the fate of AuNPs after their cellular
internalization. Gold is widely considered “biologically inert” and then, supposed to
be stable in biological environments. However, Balfourier et al. [53] recently evidenced
in a long-term study (6 months) that AuNPs undergo a significant biotransformation
(degradation followed by recrystallization) into the lysosomes of human fibroblasts few
weeks after cells are exposed. The structures formed by the biotransformation of AuNPs
are very similar to aurosomes, deposits of gold salts found in lysosomes of rheumatoid
arthritis patients’ cells treated with gold. Based on these findings, the authors concluded
that there is a shared metabolism of degradation between gold salts and AuNPs [53]. These
observations pave the way for a better understanding of AuNPs’ life cycle in organisms,
but also raise questions about the long-term fate of the aurosome-like structures, such as
the availability of these structures to other cell types or organs, elimination pathways, and
toxicity.

Moreover, toxicity is a subject of major concern for the clinical translation of gold,
as well as other inorganic nanoparticles. Undoubtedly, the path to clinical implementa-
tion is more difficult for inorganic nanoplatforms due to their complex formulations and
uncertainties with long-term side effects as well [54,55]. The investigations conducted
regarding AuNPs’ toxicity generate contradictory data. For instance, a general trend for
AuNPs toxicity is that small-sized nanoparticles (<5 nm diameter) present higher toxicity
compared to larger ones due to their increased surface area and, consequently, augmented
reactivity [56,57]; however, other studies did not confirm this trend [58,59]. Some studies
have also highlighted the great importance of the surface chemistry characteristics, not size,
in the induction of biological responses and toxicity triggered by AuNPs [60,61]. Clearly,
there are still many gaps in the knowledge of the potential toxicity AuNPs may induce.
Most available data are based on the acute responses to AuNPs using endpoint-based
conventional cytotoxicity assays developed for bulk materials. It is known that chemicals
and ENMs can impact multiple biological functions and cellular pathways without eliciting
acute toxicological responses (sub-cytotoxic doses) [62,63]. This emphasizes the need to
elucidate the molecular mechanisms involved in the responses to AuNPs with different
physicochemical properties (different sizes, shapes, surface chemistries, etc.) to promote
their effective clinical translation.

3. Insights into the Molecular Effects of AuNPs in Biological Systems

Here, we present an overview of the studies exploring the mechanisms underlying
the biological responses to AuNPs based on omics changes (transcriptomics, proteomics,
metabolomics, epigenomics, and epitranscriptomics) using human and mouse cells.

3.1. Transcriptomics

Transcriptomics allows the analysis of the changes in the expression of thousands of
genes in a cell or organism through the detection of mRNA levels. Transcriptomics has been
extensively applied to describe the effects and mechanisms of a potential toxicant [64,65].
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Microarrays and next-generation sequencing (NGS), specifically RNA-seq, are the most
established methods for profiling transcriptional changes.

Transcriptomic changes in human cells (non-transformed human dermal fibroblast
cells, HDF, and prostate cancer cells, PC3) were determined by microarray after short-term
exposure to different types of surface-modified nanospheres [66]. Significant alterations in
the expression levels of genes related to proliferation, angiogenesis, and metabolism were
observed in HDF cells exposed to a low dose of AuNPs (0.1 nM), while genes implicated
in inflammation, angiogenesis, proliferation, apoptosis regulation, survival, and invasion
were dysregulated in PC3 cells exposed to 1 nM of the same AuNPs. These changes in
gene expression were induced in a surface chemistry-dependent manner, suggesting the
great complexity that involves surface coating and nano–bio interactions. Pronounced
changes in the expression levels of genes related to metal ion binding, antioxidant pathways
(upregulated), and selenium homeostasis (downregulated) were detected by microarray
after the exposure of Caco2 cells to a cytotoxic dose (300 µM) of spherical 5 nm-AuNPs for 72
h [67]. These results describe the possible mechanism of cytotoxicity induced by the AuNPs
in cancer cells, and might be used to explore their potential anti-cancer properties. The
exposure of MRC-5 cells to sub-cytotoxic doses of AuNPs (rods) induced a concentration-
dependent attenuation in the cell growth detected by a label-free, real-time cell-monitoring
platform that measures electrical impedance. A transcriptomic analysis of these cells
exposed to AuNPs (360 ng/mL) for 24 h showed the upregulation of genes involved
in DNA damage response, cell cycle regulation, and antioxidant pathways, providing
insights into the mechanisms that might be contributing to the attenuation of MRC-5 cell
proliferation and resistance to cytotoxicity [68]. Transcriptomics analysis performed using
microarray at different time points (1 d, 2 wk, and 2 mo) after the exposure of primary
human skin fibroblasts to 4 nm AuNPs revealed a long-lasting oxidative response linked to
the biotransformation of AuNPs reflected by the enrichment of genes related to oxidative
stress (antioxidant pathways), exogenous stress, and immune response in all time points.
Interestingly, most genes upregulated at the later time points (2 wk and 2 mo) were not
overexpressed on Day 1, suggesting that short-term studies do not fully capture the specific
biological responses to AuNPs [53].

The increased amount of data regarding the transcriptional-based mechanism of action
of ENMs (tMOA) prompted the development of INSIdE NANO, a computational tool that
provides a systemic biology framework to contextualize the tMOA signatures of ENMs
with respect to human diseases, drug treatments, and chemical exposures [69]. By using
this novel approach, the authors highlighted intriguing tMOA similarity patterns between
AuNPs and neurodegenerative disorders such as Parkinson’s disease and amyotrophic
lateral sclerosis (ALS). It is well known that AuNPs may induce oxidative stress in vitro and
in vivo in brain cells and, in some cases, a concomitant antioxidant response is not observed,
increasing the chances of cell damage and diseases. Moreover, neurotoxicity has been
reported in patients with rheumatoid arthritis (RA) who received gold treatment [70,71].
However, it is still being determined whether gold in the nanoscale may elicit similar effects.
Transcriptomic changes induced by AuNPs in cells are shown in Table 2.
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Table 2. Examples of transcriptomic changes induced by AuNPs in cells.

Shape Size Surface
Chemistry Cell Type Exposure Method Ref

Spheres 20 nm

citrate,
poly(allylamine
hydrochloride)

(PAH), and lipid
coatings

combined with
alkanethiols or

PAH

HDF (human dermal
fibroblasts); PC3 (human

prostate cancer)

0.1 nM (HDF); 1
nM (PC3);

24–48 h
Microarray [66]

Spheres 5 nm citrate Caco2 (human epithelial
colorectal adenocarcinoma) 300 µM; 72 h Microarray [67]

Rods 10–40 nm length no data MRC-5 (human normal lung
fibroblasts) 360 ng/mL; 24 h Microarray [68]

Spheres 4 nm citrate HDF (primary human
dermal fibroblasts)

no data; 1 d, 2 wk,
2 mo Microarray [53]

Spheres 39, 41, and 45 nm no data

A549 (human lung
adenocarcinoma); HEK293
(human embryonic kidney

293), HepG2 (human
hepatocellular carcinoma),
and AGS (human gastric

adenocarcinoma)

360 ng/mL; 24 h Microarray [72]

Transcriptomics data have also been used to identify the biomarkers of ENMs’ expo-
sure and effect. Gene signatures for AuNPs exposure were explored by microarray analysis
of several human cell lines representing the primary routes of ENMs’ exposure such as
inhalation (A549 cells) and ingestion (HEK293, HepG2, and AGS cells) [72]. After a 24 h
exposure to a sub-cytotoxic dose of AuNPs (360 ng/mL) with different diameters—39, 41,
and 45 nm—the TSC22D3 (related to inflammation, apoptosis, and cell cycle progression),
TRIB3 (cell stress response), PCK2 (modulation of cell survival during stress), and DDIT4
(DNA damage response) genes were significantly upregulated in all cells tested. The same
was not observed when the same cell lines were challenged with an equal concentration
of micro-Au and nano-TiO2, suggesting that the four gene signatures could be potentially
used as biomarkers for early AuNPs exposure [72]. Biomarkers can be used to facilitate
the development of new tools for biomonitoring toxicants (ENMs) exposure/effects and
might be integrated into the risk assessment [73,74]. Thus, the identification of molecular
signatures reflecting the ENMs effects and exposure, particularly in the long-term using
realistic low-dose exposures, is urged.

3.2. Proteomics

The proteome is the complete set of proteins produced by a cell, tissue, or organism.
Proteome-wide studies provide a close link to cell phenotypes under a particular environ-
mental condition. However, proteomics approaches have been mainly applied in nano–bio
interaction studies to qualitatively characterize the layer of proteins adsorbed to the sur-
face ENMs, the protein corona, which is critical for ENMs’ uptake by cells, intracellular
localization, and toxicity [75–77]. Quantitative proteomics-based approaches, particularly
mass spectroscopy (MS), are beginning to be explored as tools for mechanistic studies of
biological responses to ENMS [78,79]. Proteomic analysis of human dermal fibroblasts-fetal
(HDF-f) treated with 20 nm citrate AuNPs was performed using two-dimensional difference
gel electrophoresis (2D-DIGE) and mass spectroscopy (MS). Pathway analysis showed that
the most differentially expressed proteins were related to signal transduction, cytoskeleton,
energy metabolism, and oxidative stress cell transcription factor, among others [80]. Using
the same proteomic approaches along with protein microarrays to detect changes in the
protein phosphorylation profiles (phosphoproteome), Tsai et al. reported that proteins
involved in the endoplasmic reticulum (ER) stress response were the most dysregulated
by the exposure of K562 cells to a low dose of “naked” AuNPs (no surface coating) [81].
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Moreover, these AuNPs induced an increase in the phosphorylation levels of proteins in
receptor tyrosine kinase pathways (RTK activation) associated with the ER. The unmanage-
able ER stress triggered by AuNPs resulted in cell death, demonstrating a potential use of
these AuNPs in nanomedicines for cancer therapy. The quantitative proteomic profiling of
MRC-5 lung fibroblasts co-cultured with small airway epithelial cells (SAECs) pretreated
with 1 nM of citrate-coated AuNPs revealed a dysregulation of proteins mainly related
to cell adhesion and extracellular matrix (ECM)/cytoskeleton remodeling that may affect
lung function [82]. To study the effects of bimodal AuNPs coated with amine groups (NH2)
on the innate immune system, Tarasova et al. employed liquid chromatography–tandem
mass spectrometry (LC-MS/MS) to profile protein expression patterns in THP-1 cells after a
short exposure to AuNPs [83]. The cell treatment triggered the upregulation and activation
of NF-κB, a key inflammatory mediator. Furthermore, TIPE2, an NF-κB inhibitor, was
downregulated and identified as a direct target of AuNPs, pointing toward direct protein
binding as a possible mechanism underlying the proinflammatory effects of AuNPs [83].
The proteomics changes induced by AuNPs in cells are summarized in Table 3.

Table 3. Examples of proteomics changes induced by AuNPs in cells.

Shape Size Surface
Chemistry Cell Type Exposure Method Ref

Spheres 20 nm citrate HDF-f (human dermal
fibroblasts-fetal)

200 µM; 1, 4
and 8 h 2D-DIGE/MS 1 [80]

Spheres 5.9 nm
no surface

coating
(“naked”)

K562 (human chronic
myelogenous leukemia) 2.95 nM; 48 h

2D-DIGE/MS 1;
protein

microarray
[81]

Spheres 20 nm citrate

MRC-5 (human normal
lung fibroblast) in

co-culture with SAECs
(small airway epithelial

cells)

1 nM, 72 h
(SAECs) LC-MS/MS 2 [82]

Spheres
10–20 nm and

32–54 nm
(bimodal)

amine groups
(NH2)

THP-1 (human leukemia
monocytic cell) 15 µg/mL; 3 h LC-MS/MS 2 [83]

1 2D-DIGE/ MS: two-dimensional difference gel electrophoresis followed by mass spectroscopy. 2 LC-MS/MS:
liquid chromatography–tandem mass spectrometry.

3.3. Metabolomics

Metabolites are typically defined as small molecules (mass < 1500 Da) that are re-
quired for metabolic reactions that drive cellular/organism growth and functions [84,85]
Metabolomics involves the profiling of metabolites in biofluids, cells, and tissues and,
because metabolites are extremely sensitive to subtle alterations in biological pathways,
metabolomics holds great promise for understanding the molecular mechanisms under-
lying the biological responses to ENMs [86,87]. Two analytical approaches are used for
metabolomics studies: untargeted and targeted. While untargeted metabolomics is focused
on the global metabolomic profile aiming to identify and quantify the broadest range
of metabolites possible in a biological sample, providing the possibility of discovering
novel biomarkers and molecular key events in adverse outcome pathways (AOP), the
targeted approach focuses on a limited, well-defined set of metabolites, providing a deeper
understanding of the selected metabolites [88]. A variety of separation methods —liquid
chromatography (LC), gas chromatography (GC), capillary electrophoresis (CE), mass
spectrometry (MS), and nuclear magnetic resonance (NMR)— are currently employed
for metabolomics analysis. A metabolomics study using both GC-MS and LC-MS/MS
techniques reported the depletion of intracellular metabolites in HepG2 cell line exposed to
AuNPs, presenting different surface chemistries (citrate, poly-(sodium styrene sulfonate)-
PSSNa, and poly-vinylpyrrolidone—PVP) [89]. The decrease in metabolite concentration
was observed regardless of AuNPs’ surface coating, suggesting that AuNPs bind certain
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metabolites with or without displacing the surface ligand. The impact of spherical AuNPs
on the metabolome was also investigated in HDF cells [90]. By employing the Metabo-
Analyst online tool (https://www.metaboanalyst.ca)the metabolic pathways affected by
the exposure of HDF cells to AuNPs were mainly related to the glutathione metabolism.
Indeed, glutathione, which plays an important role in protecting cells from an oxidative en-
vironment, was identified as the key metabolite induced by AuNPs, reflecting a protective
response in HDFs to reduce AuNPs-mediated oxidative damage [90]. Interestingly, when
the GC-MS-based metabolomics approach was used to compare the toxicological effects of
AuNPs with different shapes, spheres, and stars (of similar ~40 nm diameter and coated
with 11-mercaptoundecanoic acid) 24 h after an intravenous administration of a single dose
(1.33 × 1011 AuNPs/kg) to rats, an increase in the glutathione levels was also observed in
the liver, where both types of AuNPs were preferentially accumulated [91]. The metabolic
profile of nanospheres versus nanostars was clearly discriminated, particularly by the
differences in metabolic pathways related to the metabolism of fatty acids, pyrimidine,
purine, arachidonic acid, biotin, glycine, and the synthesis of amino acids [91]. Xu et al. [92]
also reported alterations in the glycine, serine, and threonine metabolism pathways af-
ter the 24-h-treatment of TM-4 mouse Sertoli cells with AuNPs (rods, 10 nm width, 40
nm length), corroborating the idea of a general panel of biological pathways associated
with AuNPs toxicity [92]. Recently, untargeted metabolomics experiments revealed that
80 nm double-stranded DNA-modified AuNPs (AuNPs-dsDNA) can possibly regulate the
metabolic reprogramming of PC3 and DU145 prostate cancer cell lines mainly through the
lipid metabolic pathways [93]. Since metabolic reprogramming plays an important role
in the development of prostate cancer, this result provides an important basis for future
research on the characteristic targeted design of nanomaterials for cancer metabolism [93].
The metabolomics changes caused by cells exposure to AuNPs are shown in Table 4.

Table 4. Examples of metabolomic changes induced by AuNPs in cells.

Shape Size Surface Chemistry Cell Type Exposure Method Ref

Spheres 18 nm

citrate, poly-(sodium
styrene sulfonate (PSSNa),
or poly-vinylpyrrolidone

(PVP)

HepG2 (human
hepatocellular

carcinoma)

0.25 nM (PSSNa
and PVP) and

0.5 nM (citrate);
3 h

GC-MS 1 and
LC-MS/MS 2 [89]

Spheres 20 nm citrate
HDF (human

normal dermal
fibroblasts)

200 µM; 4, 8
and 24 h LC-QTOF-MS 3 [90]

Rods 10 nm width,
40 nm length

Cetyltrimethylammonium
Bromide (CTAB)

TM-4 (mouse
Sertoli cells) 10 nm; 24 h GC-MS 1 [92]

Spheres 50 nm double-stranded DNA
PC3 and DU145
(human prostate
cancer cell lines)

20 µg/mL; 24 h LC-QTOF-MS 3 [93]

1 GC-MS: gas chromatography–mass spectrometry. 2 LC-MS/MS: liquid chromatography–tandem mass spec-
trometry. 3 LC-QTOF-MS: liquid chromatography coupled to a quadrupole-time-of-flight mass spectrometer.

3.4. Epigenomics

The epigenome covers heritable changes in gene expression without direct alteration
in the DNA sequence. DNA methylation, histone modifications, and noncoding RNAs
are included in the panel of epigenetic mechanisms. The epigenome is deeply responsive
to the environment and may be altered by a myriad of factors, such as stress, chemicals,
etc. Since substantial evidence suggests that epigenetic mechanisms have a critical role
in determining adverse health outcomes, regulatory agencies, such as EPA, have been
discussing the incorporation of epigenetic data to identify chemicals with the potential to
cause adverse effects and support human health risk assessment [94–96]. Several in vivo
and in vitro studies demonstrate the disruption of the epigenome as a result of exposure to
ENMs [97–99], but studies focusing on AuNPs are still very limited (Table 5).

https://www.metaboanalyst.ca
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3.4.1. DNA Methylation and Histone Modifications

DNA methylation is one of the main epigenetic mechanisms for gene regulation and
represents the most investigated epigenetic parameter in studies focused on the impact
of ENMs in biological systems. DNA methylation is a post-replication modification that
predominantly involves the covalent addition of a methyl (CH3) group, almost exclusively
found in the 5′ positions of cytosines (5mC), present in the dinucleotide sequence CpG
in mammal cells. The methylation of cytosines within CpG sequences, and their sub-
sequent interaction with methyl-CpG-binding proteins (MBDs), may induce chromatin
conformational modifications and inhibit the access of the transcriptional machinery to
gene promoter regions, thus altering gene expression levels [100]. In the genome, CpG
dinucleotides are generally methylated, and as a rule, methylation in promoters suppresses
gene transcription [100,101]. The perturbations in DNA methylation patterns and in DNA
methylation enzymatic machinery are associated with many human diseases such as cancer
and neurological disorders [102,103]. Human embryonic stem cells (hESCs) exposed to
thiolate-capped 4 nm AuNPs presented a dramatic decrease in global DNA methylation
(5mC) after 24 h of exposure [104]. The global decline of DNA demethylation levels (re-
moval of 5mC) was observed when MGC-803 and HEK293FT cells were treated with a
non-cytotoxic dose of glutathione-based AuNPs, leading to changes in the expression of
genes involved in cell adhesion, migration, proliferation, differentiation, and cell apop-
tosis [105]. This change in the epigenome was caused partially by ROS activation and
oxidative stress generated by the AuNPs exposure. Citrate-capped AuNPs with different
sizes (5, 60, and 250 nm spheres) at two different doses (5 and 50 µg) did not elicit changes
in global DNA methylation patterns in vivo (mouse lungs). However, at the highest dose,
the 60 nm AuNPs induced changes in the methylation profile (hypo- or hypermethylation)
of specific gene promoters in mouse lung tissue after 48 h [106].

Histone modifications are posttranslational covalent modifications of histone protein
tails also involved in the epigenetic regulatory mechanism since these chemical modifi-
cations determine the interaction between histones and other proteins and regulate the
chromatin structure as well [107]. Modifications in histones include phosphorylation,
methylation, acetylation, ubiquitylation, and sumoylation. Like DNA methylation, histone
modifications are highly dynamic processes [108,109]. To date, acetylation, phosphoryla-
tion, and methylation are the most studied histone modifications. The exposure of MRC-5
cells to 20 nm citrate-capped AuNPs for 72 h decreased histone H3 lysine 27 trimethylation
(H3K27me3) associated with transcriptional repression [110]. Using mass spectroscopy (LC-
MS) followed by chromatin immunoprecipitation sequencing (ChIP-seq), a recent study
also reported the effect of AuNPs in the H3K27 methylation profile in a shape-dependent
way, with star-shaped “spiky” AuNPs, but not the spherical ones, inducing demethylation
of di- and tri-methylation lysine 27 (H3K27me2/3) in dTPH-1 and A549 cell lines [111].
These results suggest that the architecture of nanoparticles plays an important role in repro-
gramming the epigenome and may be explored to guide the development of nano-based
therapies to target aberrant epigenetic patterns associated with diseases.

3.4.2. Noncoding RNAs—miRNAs

MicroRNAs (miRNAs), the most studied family of noncoding RNAs, are short (18–25
nucleotides), single-stranded molecules that mediate the regulation of gene expression by
inducing translation repression and/or degradation of mRNA targets [112]. The human
genome encodes approximately 2600 miRNAs, and it is estimated that up to 60% of protein-
coding genes are modulated by miRNAs at the transcriptional level [113]. Since miRNAs are
involved in the regulation of virtually all biological pathways, from the development to the
maintenance of homeostasis, miRNA dysregulation has been related to pathogenesis [114–116].
miRNAs also play a fundamental role in cellular responses to environmental chemicals [117].
Despite the importance of miRNAs in the (nano) toxicology research and the fact that changes
in miRNA expression profiles have been reported after exposure to ENMs [118–122], few
studies have addressed the impact of AuNPs on miRNA dysregulation (Table 5).
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Microarray analysis of miRNA isolated from the blood of rats at 1 week and 2 months
after 20 nm AuNPs injection revealed short- and long-term changes in miRNA expres-
sion levels [123]. Transplacental epigenetic effects (miRNA expression changes) were
observed in mouse fetal tissues after pregnant mice were treated with 100 nm citrate-
capped AuNPs but not with 40 nm ones, highlighting the size-dependent effects of AuNPs
in the epigenome [124]. A non-cytotoxic dose of AuNPs (20 nm; citrate-capped) induced
big changes in the miRNA expression profile in non-transformed HDF (human dermal
fibroblasts) cells in a short-term (1, 4, and 8 h) [124]. Biological pathway analysis revealed
that the dysregulated miRNAs were mainly related to cellular metabolic processes, the
mRNA-processing pathway, and the MAPK-signaling transduction pathway involved in
the regulation of cell proliferation, differentiation, cell survival, and other critical cellular
processes [124]. Using a network-based approach to evaluate changes in the miRNome
detected by next-generation sequencing, Falagan-Lotsch and Murphy also reported dysreg-
ulation of co-expressed miRNAs mainly involved in signal transduction pathways in HDF
cells 20 weeks after chronic and acute (non-chronic) treatments to four AuNPs (different
shapes and surface chemistries) at a very low dose (0.1 nM) [63]. The acute (24 h) exposure
to AuNPs was previously shown to induce ER stress in HDF cells in the long term [62],
and led to significant perturbations in miRNA networks related to the modulation of cell
proliferation, with cells under this exposure condition potentially suppressing proliferative
signaling pathways through miRNAs [63]. It is known that ER stress is implicated in ROS
production, which is involved in the activation of proliferative signaling pathways [125]
but no increase in HDF proliferation rates was observed after the acute treatment with
any AuNP. Therefore, the authors suggested that, in this case, the miRNA dysregulation
is a cellular response to the stress provoked by acute exposure to AuNPs to restore cell
hemostasis [63]. This study highlights the critical role of miRNAs in the long-term cellular
responses to AuNPs, bringing new insights into the molecular changes underlying the
biological responses to AuNPs in a more realistic scenario of low-dose exposure.

3.5. Epitranscriptomics

As in DNA, reversible chemical modifications are also known now to occur in RNAs.
These posttranslational RNA modifications are referred to as epitranscriptomics modifica-
tions [126]. The epitranscriptome functions to regulate gene expression and play essential
roles in RNA structure, processing, stability, and translation [127]. The methylation of
adenosine at the N6 position (m6A) is the most common and the best characterized epitran-
criptomics mark in eukaryotic mRNAs [128]. Changes in the m6A pattern, as well as in the
m6A modification machinery have been associated to the stress responses to environmental
factors and the development of diseases, including many types of cancer [129,130]. Very
little is known about the impact of ENMs on the epitranscriptome (Table 5). A preclinical
study showed that low doses of gold nanorods (AuNRs) with different aspect ratios func-
tionalized with chitosan and a 12-mer peptide induced global m6A hypomethylation and
posttranscriptional regulation (suppression) of genes related to glycolysis, hypoxia, and
immune checkpoint pathways in leukemia cells [131]. Notably, the combined treatment
with AuNRs and tyrosine kinases inhibitors (TKIs) eliminated the m6A-mediated TKIs
cancer resistance in vivo, providing the proof-of-concept for the use of nanoparticles as
an epigenetic drug for cancer therapy by targeting the epitranscriptome [131]. Recently,
Pan et al. reported changes in the m6A pattern (hypomethylation) evaluated by m6A-
sequencing (m6A-seq) in HEK293T cells mRNAs after exposure to bovine serum albumin
(BSA)-templated nanoparticles, including small AuNPs (3 nm diameter), and these results
can be partially explained by the abnormal aggregation of m6A-related enzymes induced
by the exposure to the nanoparticles [132]. Interestingly, the genes presenting reduced
m6A were mostly involved in TGF-beta signaling, critical for cell proliferation, differenti-
ation, and apoptosis. Based on these findings, the authors demonstrated the potential of
epitranscriptomics analysis for the toxicity evaluation of ENMs for clinical translation.
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Table 5. Examples of epigenetic and epitranscriptomic changes induced by AuNPs in cells.

Shape Size Surface Chemistry Cell Type Exposure Method Ref

Epigenetics
DNA methylation

Spheres 4 nm thiol hESCs (human embryonic stem
cells) 10 µg/mL; 24 h

Immunoprecipitation-
based colorimetric

assay
[104]

Spheres 4–5 nm L-Glutathione (L-GSH)
HEK293FT (human embryonic

kidney 293) and MGC-803
(human gastric carcinoma)

100 µg/mL; 48 h Dot blot assay [105]

Spheres 5, 60, and 250 nm citrate Lung tissue (BALB/c mouse) 5 and 50 µg; 48 h LC-MS 1; bisulfite
pyrosequencing

[106]

Histone modifications

Spheres 20 nm citrate MRC-5 (human normal lung
fibroblasts) 1 nM; 72 h Immunofluorescence [110]

Spheres,
Stars ~20 nm, ~45 nm Bis (p-sulfonatophenyl)phenylphosphine

dehydrate dipotassium salt (BSPP)

dTHP-1 (differentiated human
leukemia monocytic cell) and

A549 (human lung
adenocarcinoma)

1 × 1011 partilces/mL; 24 h

LC-MS 1 followed by
chromatin

immunoprecipitation
sequencing (ChIP-seq)

[111]

miRNAs

Spheres 20 nm citrate Blood cells (rats) 1 wk; 2 mo Microarray [133]

Spheres 40 nm; 100 nm citrate Swiss mice fetal liver and lungs 3.3 mg/kg (4 doses); 18 d of
Swiss female mice gestation Microarray [123]

Spheres 20 nm citrate HDF (human normal dermal
fibroblast) 200 µM;.1, 4 and 8 h RNA-Seq [124]

Spheres,
Rods

20 nm; 16 nm width, 46
nm length

citrate, poly (acrylic acid) (PAA); poly
(ethylene glycol) (PEG)

HDF (human normal dermal
fibroblast) 0.1 nM; 24 h and 20 wk RNA-Seq [63]

Epitranscriptomics

Rods 21 nm width, 130 nm
length chitosan and 12-mer peptide AML (Acute myeloid leukemia

cells 0.25 nM; 6 h
m6A-Seq followed by

gene-specific m6A-qPCR
and LC-MS/MS 2

[131]

Spheres 3 nm bovine serum albumin (BSA) HEK293T (human embryonic
kidney 293) 200 µg/mL; 24 h m6A-Seq followed by

gene-specific m6A-qPCR [132]

1 LC-MS: Liquid chromatography–mass spectrometry; 2 LC-MS/MS: liquid chromatography–tandem mass spectrometry.
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3.6. Multi-Omics

An integrative analysis of multi-omics data is emerging to further elucidate the under-
lying molecular pathways affected by ENMs in living systems [134–136]. A combination
of proteomics and metabolomics approaches was used to evaluate the effects of AuNPs,
5 and 30 nm citrate-capped spheres in Caco 2 cells after 72 h exposure. By integrating
the multi-omics data with bioinformatic tools, biological pathways such as cell degenera-
tion, cell morphology, and cell growth and proliferation were found dysregulated by the
AuNPs treatment [137]. A multi-omics study using transcriptomics and proteomics data
coupled with cell-based validation assays showed that the 24 h treatment with cationic
ammonium-modified AuNPs, but not the anionic (COOH-modified) or neutral (PEGylated)
ones, elicited mitochondrial dysfunction causing cell death with features of both necrosis
and apoptosis in human monocytic THP-1 cells [138]. Moreover, the treatment triggered
autophagy, a pathway involved in cell survival, suggesting a mechanism of cellular defense
against the insult provoked by the cationic AuNPs. Based on the results, it is worth stressing
the importance of intrinsic physicochemical properties, surface chemistry in this case, as
determinants of the biological effects of NPs in living systems. The integrative multi-omics
studies of the effects of AuNPs in cells are summarized in Table 6.

Table 6. Examples of multi-omics studies showing changes induced by AuNPs in cells.

Shape Size Surface Chemistry Cell Type Exposure Method Ref

Spheres 5 nm; 30 nm citrate

Caco 2 (human
epithelial
colorectal

adenocarcinoma)

300 µM; 72 h 2D-DIGE/MS 1;
LC-HRMS/MS 2 [137]

Spheres 5 nm; 20 nm

alkyl ammonium
bromide, alkyl

sodium carboxylate,
or poly(ethylene

glycol) (PEG)

THP-1 (human
leukemia

monocytic cell)

trancriptomics:
27 µg/mL (5 nm);

4 µg/mL (20 nm); 6 h.
proteomics: 35 µg/mL

(5 nm); 15 µg/mL
(20 nm); 24 h

RNA-Seq;
HPLC-MS 3 [138]

1 2D-DIGE/MS: two-dimensional difference gel electrophoresis followed by mass spectroscopy. 2 LC-HRMS/MS:
liquid chromatography high resolution–tandem mass spectrometry. 3 HPLC-MS: high-performance liquid
chromatography flowed by mass spectroscopy.

Based on the omics results presented in this review, the cellular exposure to AuNPs
provokes molecular perturbations represented by changes in the profile of transcripts,
proteins, metabolites, and epigenetics/epitranscriptomics markers. Coupled with bioin-
formatics analysis, omics studies identified multiple biological pathways perturbed by
AuNPs mostly in sub-cytotoxic concentrations, anticipating effects not captured by con-
ventional cellular assays. Overall, perturbations in pathways related to cell proliferation,
adhesion, death (apoptosis), and metabolism were reported at multiple molecular levels,
even when low doses of AuNPs were applied. The increased levels of ROS and the genera-
tion of an oxidative environment in cells seem to play an important role in the molecular
changes and dysregulation of biological pathways induced by AuNPs. This is exemplified
by the overexpression of antioxidant genes and proteins [53,67,68,80,81] and increased
levels of glutathione [90,91], cellular attempts to restore homeostasis, and decrease in
5-hydroxymethylcytosine (5hmC), an epigenetic marker triggered by ROS [105]. While
studies using conventional assays have reported conflicting results about the potential of
AuNPs to cause oxidative stress, mechanistic approaches suggest that AuNPs lead to the
dysregulation of redox-sensitive pathways and disturb cell homeostasis. Further functional
studies are needed to validate these omics findings. Since most of the publications are
focused on short-term exposures/effects, the long-term effects of the exposure to AuNPs
and their potential to cause adverse biological outcomes are still largely unknown.

The reader can notice that citrate spheres were the preferred type of AuNP used in the
in vitro omics studies. Citrate is considered a relatively “safe” surface chemistry to cells.
However, citrate-capped AuNPs with different sizes evoked short- and long-term changes
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in the molecular profile of different cell types, leading to the disruption of cell homeostasis,
even at a very low dose (0.1 nM) [63,110,124,137].

Novel and more specific biological responses induced by AuNPs, such as metabolic
reprogramming and inflammatory effects, were mostly related to the intrinsic properties
of the AuNPs tested, particularly shape and surface chemistry. These results emphasize
the importance of “as-made”, as well as the biotransformed ENMs’ characterization in the
understanding of nano–bio interactions.

4. Conclusions

Despite the enormous potential to improve healthcare, from the diagnosis to the treat-
ment and prevention of diseases, the full benefits of nanotechnology in the biomedical field
have not yet been achieved. The safety of ENMs has been a global concern [139], partic-
ularly addressing inorganic nanoparticles. Gaps in knowledge regarding the potentially
harmful effects of ENMs have overshadowed the great benefits of their applications in
nanomedicine.

Efforts have been made to fulfill the knowledge gaps for the safe adoption of nanotech-
nology. Understanding the impact of ENMs on biological networks and their potential
adverse outcomes is required to predict the potential health risks associated with exposure
to ENMs. Thus, omics approaches and systems toxicology have been progressively applied
in nanotoxicology studies to potentially characterize the mechanism of action of ENMs,
even at low doses, and identify adverse outcomes beyond phenotypes alteration. These
approaches open new possibilities for the safety assessment of ENMs [22]. Currently, the
use of omics technologies in nanotoxicity testing is still limited. These limitations are exem-
plified in the studies on AuNPs presented in this review. The reader may have noticed the
lack of standardization of experimental/technological parameters: the use of different cell
lines, different times of exposure, high doses of nanoparticles, and different omics method-
ologies. Reproducibility, integration and interpretation of (multi)-omics data in the context
of biological function are also current challenges. To develop predictive models based on a
system biology approach, multi-omics analyses coupled with appropriate bioinformatics
tools are required. Thus, some expertise to interpret the big data along with computational
resources is needed. Moreover, many studies investigate the effects of poorly characterized
AuNPs or the effects of overall exposure without taking into consideration the role of the
physicochemical parameters of AuNPs on the molecular profiles. Thus, well-designed
experiments using well-characterized ENMs, relevant concentration ranges, and relevant
cell types exposed under realistic exposure conditions are necessary to provide good quality
and applicability of omics data to support risk assessment [140]. Addressing AuNPs specif-
ically, as gold-based nanomaterials are slowly degraded, toxicological assessments must be
conducted over extended periods of time. Furthermore, since the predictive value of omics
results is not entirely clear, determining the functional significance of the omics data, as
well as identifying molecular signatures induced by ENMs are important challenges. The
adoption of a network view of the molecular effects of well-characterized ENMs is highly
encouraged.

In summary, by integrating data from omics and systems toxicology with the physio-
chemical properties of ENMs, it is possible to contextualize ENMs’ mechanisms of action
with respect to human diseases, enabling the development of safe-by-design nanomaterials,
and boosting ENM-driven innovations. Additionally, the knowledge of the interactions
of ENMs with biological systems at multiple levels of the molecular organization can be
used to improve the efficacy of nanomedicines and open new avenues for nanotechnology
applications in the biomedical field.
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13. Ðord̄ević, S.; Gonzalez, M.M.; Conejos-Sánchez, I.; Carreira, B.; Pozzi, S.; Acúrcio, R.C.; Satchi-Fainaro, R.; Florindo, H.F.; Vicent,

M.J. Current Hurdles to the Translation of Nanomedicines from Bench to the Clinic. Drug Deliv. Transl. Res. 2022, 12, 500–525.
[CrossRef]

14. Wilhelm, S.; Tavares, A.J.; Dai, Q.; Ohta, S.; Audet, J.; Dvorak, H.F.; Chan, W.C.W. Analysis of Nanoparticle Delivery to Tumours.
Nat. Rev. Mater. 2016, 1, 16014. [CrossRef]

15. Bondarenko, O.; Mortimer, M.; Kahru, A.; Feliu, N.; Javed, I.; Kakinen, A.; Lin, S.; Xia, T.; Song, Y.; Davis, T.P.; et al. Nanotoxicology
and Nanomedicine: The Yin and Yang of Nano-Bio Interactions for the New Decade. Nano Today 2021, 39, 101–184. [CrossRef]

16. Ribeiro, A.R.; Leite, P.E.; Falagan-Lotsch, P.; Benetti, F.; Micheletti, C.; Budtz, H.C.; Jacobsen, N.R.; Lisboa-Filho, P.N.; Rocha, L.A.;
Kühnel, D.; et al. Challenges on the Toxicological Predictions of Engineered Nanoparticles. NanoImpact 2017, 8, 59–72. [CrossRef]

17. Yang, W.; Wang, L.; Mettenbrink, E.M.; DeAngelis, P.L.; Wilhelm, S. Nanoparticle Toxicology. Annu. Rev. Pharmacol. Toxicol. 2021,
61, 269–289. [CrossRef] [PubMed]

18. Halappanavar, S.; Vogel, U.; Wallin, H.; Yauk, C.L. Promise and Peril in Nanomedicine: The Challenges and Needs for Integrated
Systems Biology Approaches to Define Health Risk. WIREs Nanomed. Nanobiotechnology 2018, 10, 1–7. [CrossRef]

19. Nymark, P.; Kohonen, P.; Hongisto, V.; Grafström, R.C. Toxic and Genomic Influences of Inhaled Nanomaterials as a Basis for
Predicting Adverse Outcome. Ann. Am. Thorac. Soc. 2018, 15, S91–S97. [CrossRef] [PubMed]

20. Zhao, F.; Meng, H.; Yan, L.; Wang, B.; Zhao, Y. Nanosurface Chemistry and Dose Govern the Bioaccumulation and Toxicity of
Carbon Nanotubes, Metal Nanomaterials and Quantum Dots in Vivo. Sci. Bull. 2015, 60, 3–20. [CrossRef]

21. Nel, A.; Xia, T.; Meng, H.; Wang, X.; Lin, S.; Ji, Z.; Zhang, H. Nanomaterial Toxicity Testing in the 21st Century: Use of a Predictive
Toxicological Approach and High-Throughput Screening. Acc. Chem. Res. 2013, 46, 607–621. [CrossRef]

22. Costa, P.M.; Fadeel, B. Emerging Systems Biology Approaches in Nanotoxicology: Towards a Mechanism-Based Understanding
of Nanomaterial Hazard and Risk. Toxicol. Appl. Pharmacol. 2016, 299, 101–111. [CrossRef]

23. National Research Council. Toxicity Testing in the 21st Century: A Vision and a Strategy; National Academies Press: Washington,
DC, USA, 2007; ISBN 0309109922.

24. Hartung, T. Toxicology for the Twenty-First Century. Nature 2009, 460, 208–212. [CrossRef]
25. Feliu, N.; Kohonen, P.; Ji, J.; Zhang, Y.; Karlsson, H.L.; Palmberg, L.; Nyström, A.; Fadeel, B. Next-Generation Sequencing Reveals

Low-Dose Effects of Cationic Dendrimers in Primary Human Bronchial Epithelial Cells. ACS Nano 2015, 9, 146–163. [CrossRef]
26. Kohonen, P.; Parkkinen, J.A.; Willighagen, E.L.; Ceder, R.; Wennerberg, K.; Kaski, S.; Grafström, R.C. A Transcriptomics Data-

Driven Gene Space Accurately Predicts Liver Cytopathology and Drug-Induced Liver Injury. Nat. Commun. 2017, 8, 15932.
[CrossRef] [PubMed]

http://doi.org/10.1021/acsnano.1c03992
http://doi.org/10.1038/nnano.2006.173
https://www.oecd.org/sti/emerging-tech/
https://www.oecd.org/sti/emerging-tech/
http://doi.org/10.1038/s41565-021-00946-9
http://doi.org/10.1021/acs.bioconjchem.6b00591
http://www.ncbi.nlm.nih.gov/pubmed/27973767
http://doi.org/10.1016/j.jconrel.2012.03.020
http://www.ncbi.nlm.nih.gov/pubmed/22484195
http://doi.org/10.3389/fmolb.2020.00193
http://www.ncbi.nlm.nih.gov/pubmed/32974385
https://nanodb.dk/en/
https://inkwoodresearch.com/reports/nanomaterials-market/
https://inkwoodresearch.com/reports/nanomaterials-market/
http://doi.org/10.1021/accountsmr.2c00072
http://doi.org/10.1007/s13346-021-01024-2
http://doi.org/10.1038/natrevmats.2016.14
http://doi.org/10.1016/j.nantod.2021.101184
http://doi.org/10.1016/j.impact.2017.07.006
http://doi.org/10.1146/annurev-pharmtox-032320-110338
http://www.ncbi.nlm.nih.gov/pubmed/32841092
http://doi.org/10.1002/wnan.1465
http://doi.org/10.1513/AnnalsATS.201706-478MG
http://www.ncbi.nlm.nih.gov/pubmed/29676641
http://doi.org/10.1007/s11434-014-0700-0
http://doi.org/10.1021/ar300022h
http://doi.org/10.1016/j.taap.2015.12.014
http://doi.org/10.1038/460208a
http://doi.org/10.1021/nn5061783
http://doi.org/10.1038/ncomms15932
http://www.ncbi.nlm.nih.gov/pubmed/28671182


Int. J. Mol. Sci. 2023, 24, 4109 18 of 22

27. Halappanavar, S.; Rahman, L.; Nikota, J.; Poulsen, S.S.; Ding, Y.; Jackson, P.; Wallin, H.; Schmid, O.; Vogel, U.; Williams, A.
Ranking of Nanomaterial Potency to Induce Pathway Perturbations Associated with Lung Responses. NanoImpact 2019, 14,
100158. [CrossRef]

28. Fadeel, B.; Farcal, L.; Hardy, B.; Vázquez-Campos, S.; Hristozov, D.; Marcomini, A.; Lynch, I.; Valsami-Jones, E.; Alenius, H.;
Savolainen, K. Advanced Tools for the Safety Assessment of Nanomaterials. Nat. Nanotechnol. 2018, 13, 537–543. [CrossRef]
[PubMed]

29. Sturla, S.J.; Boobis, A.R.; FitzGerald, R.E.; Hoeng, J.; Kavlock, R.J.; Schirmer, K.; Whelan, M.; Wilks, M.F.; Peitsch, M.C. Systems
Toxicology: From Basic Research to Risk Assessment. Chem. Res. Toxicol. 2014, 27, 314–329. [CrossRef]

30. Hartung, T.; FitzGerald, R.E.; Jennings, P.; Mirams, G.R.; Peitsch, M.C.; Rostami-Hodjegan, A.; Shah, I.; Wilks, M.F.; Sturla, S.J.
Systems Toxicology: Real World Applications and Opportunities. Chem. Res. Toxicol. 2017, 30, 870–882. [CrossRef]

31. Sau, T.K.; Murphy, C.J. Seeded High Yield Synthesis of Short Au Nanorods in Aqueous Solution. Langmuir 2004, 20, 6414–6420.
[CrossRef] [PubMed]

32. Chang, H.H.; Murphy, C.J. Mini Gold Nanorods with Tunable Plasmonic Peaks beyond 1000 Nm. Chem. Mater. 2018, 30,
1427–1435. [CrossRef] [PubMed]

33. Murphy, C.J.; Chang, H.; Falagan-Lotsch, P.; Gole, M.T.; Hofmann, D.M.; Hoang, K.N.L.; McClain, S.M.; Meyer, S.M.; Turner,
J.G.; Unnikrishnan, M.; et al. Virus-Sized Gold Nanorods: Plasmonic Particles for Biology. Acc. Chem. Res. 2019, 52, 2124–2135.
[CrossRef]

34. Burrows, N.D.; Lin, W.; Hinman, J.G.; Dennison, J.M.; Vartanian, A.M.; Abadeer, N.S.; Grzincic, E.M.; Jacob, L.M.; Li, J.; Murphy,
C.J. Surface Chemistry of Gold Nanorods. Langmuir 2016, 32, 9905–9921. [CrossRef]

35. Wu, M.; Vartanian, A.M.; Chong, G.; Pandiakumar, A.K.; Hamers, R.J.; Hernandez, R.; Murphy, C.J. Solution NMR Analysis of
Ligand Environment in Quaternary Ammonium-Terminated Self-Assembled Monolayers on Gold Nanoparticles: The Effect of
Surface Curvature and Ligand Structure. J. Am. Chem. Soc. 2019, 141, 4316–4327. [CrossRef]

36. Her, S.; Jaffray, D.A.; Allen, C. Gold Nanoparticles for Applications in Cancer Radiotherapy: Mechanisms and Recent Advance-
ments. Adv. Drug Deliv. Rev. 2017, 109, 84–101. [CrossRef] [PubMed]

37. Dykman, L.; Khlebtsov, N. Gold Nanoparticles in Biomedical Applications: Recent Advances and Perspectives. Chem. Soc. Rev.
2012, 41, 2256–2282. [CrossRef] [PubMed]

38. Crowe, H.W. Treatment of Rheumatoid Arthritis with Gold Salts. Lancet 1934, 224, 845–846. [CrossRef]
39. Rastinehad, A.R.; Anastos, H.; Wajswol, E.; Winoker, J.S.; Sfakianos, J.P.; Doppalapudi, S.K.; Carrick, M.R.; Knauer, C.J.; Taouli, B.;

Lewis, S.C.; et al. Gold Nanoshell-Localized Photothermal Ablation of Prostate Tumors in a Clinical Pilot Device Study. Proc. Natl.
Acad. Sci. USA 2019, 116, 18590–18596. [CrossRef] [PubMed]

40. Kumthekar, P.; Ko, C.H.; Paunesku, T.; Dixit, K.; Sonabend, A.M.; Bloch, O.; Tate, M.; Schwartz, M.; Zuckerman, L.; Lezon, R.;
et al. A First-in-Human Phase 0 Clinical Study of RNA Interference–Based Spherical Nucleic Acids in Patients with Recurrent
Glioblastoma. Sci. Transl. Med. 2021, 13, eabb3945. [CrossRef]

41. Dreaden, E.C.; Alkilany, A.M.; Huang, X.; Murphy, C.J.; El-Sayed, M.A. The Golden Age: Gold Nanoparticles for Biomedicine.
Chem. Soc. Rev. 2012, 41, 2740–2779. [CrossRef]

42. van de Looij, S.M.; Hebels, E.R.; Viola, M.; Hembury, M.; Oliveira, S.; Vermonden, T. Gold Nanoclusters: Imaging, Therapy, and
Theranostic Roles in Biomedical Applications. Bioconjug. Chem. 2022, 33, 4–23. [CrossRef]

43. Anselmo, A.C.; Mitragotri, S. Nanoparticles in the Clinic: An Update. Bioeng. Transl. Med. 2019, 4, e10143. [CrossRef]
44. Libutti, S.K.; Paciotti, G.F.; Byrnes, A.A.; Alexander, H.R.; Gannon, W.E.; Walker, M.; Seidel, G.D.; Yuldasheva, N.; Tamarkin, L.

Phase I and Pharmacokinetic Studies of CYT-6091, a Novel PEGylated Colloidal Gold-RhTNF Nanomedicine. Clin. Cancer Res.
2010, 16, 6139–6149. [CrossRef]

45. Vucic, S.; Kiernan, M.C.; Menon, P.; Huynh, W.; Rynders, A.; Ho, K.S.; Glanzman, R.; Hotchkin, M.T. Study Protocol of RESCUE-
ALS: A Phase 2, Randomised, Double-Blind, Placebo-Controlled Study in Early Symptomatic Amyotrophic Lateral Sclerosis
Patients to Assess Bioenergetic Catalysis with CNM-Au8 as a Mechanism to Slow Disease Progression. BMJ Open 2021, 11,
e041479. [CrossRef]

46. Tatovic, D.; McAteer, M.A.; Barry, J.; Barrientos, A.; Rodríguez Terradillos, K.; Perera, I.; Kochba, E.; Levin, Y.; Dul, M.; Coulman,
S.A.; et al. Safety of the Use of Gold Nanoparticles Conjugated with Proinsulin Peptide and Administered by Hollow Microneedles
as an Immunotherapy in Type 1 Diabetes. Immunother. Adv. 2022, 2, ltac002. [CrossRef] [PubMed]

47. He, H.; Liu, L.; Morin, E.E.; Liu, M.; Schwendeman, A. Survey of Clinical Translation of Cancer Nanomedicines—Lessons Learned
from Successes and Failures. Acc. Chem. Res. 2019, 52, 2673–2683. [CrossRef] [PubMed]

48. Xu, M.; Soliman, M.G.; Sun, X.; Pelaz, B.; Feliu, N.; Parak, W.J.; Liu, S. How Entanglement of Different Physicochemical Properties
Complicates the Prediction of in Vitro and in Vivo Interactions of Gold Nanoparticles. ACS Nano 2018, 12, 10104–10113. [CrossRef]

49. Chetwynd, A.J.; Lynch, I. The Rise of the Nanomaterial Metabolite Corona, and Emergence of the Complete Corona. Environ. Sci.
Nano 2020, 7, 1041–1060. [CrossRef]

50. Lin, S.; Mortimer, M.; Chen, R.; Kakinen, A.; Riviere, J.E.; Davis, T.P.; Ding, F.; Ke, P.C. NanoEHS beyond Toxicity—Focusing on
Biocorona. Environ. Sci. Nano 2017, 4, 1433–1454. [CrossRef]

51. Cantarutti, C.; Hunashal, Y.; La Rosa, C.; Condorelli, M.; Giorgetti, S.; Bellotti, V.; Fogolari, F.; Esposito, G. The Corona of
Protein-Gold Nanoparticle Systems: The Role of Ionic Strength. Phys. Chem. Chem. Phys. 2022, 24, 1630–1637. [CrossRef]

http://doi.org/10.1016/j.impact.2019.100158
http://doi.org/10.1038/s41565-018-0185-0
http://www.ncbi.nlm.nih.gov/pubmed/29980781
http://doi.org/10.1021/tx400410s
http://doi.org/10.1021/acs.chemrestox.7b00003
http://doi.org/10.1021/la049463z
http://www.ncbi.nlm.nih.gov/pubmed/15248731
http://doi.org/10.1021/acs.chemmater.7b05310
http://www.ncbi.nlm.nih.gov/pubmed/31404258
http://doi.org/10.1021/acs.accounts.9b00288
http://doi.org/10.1021/acs.langmuir.6b02706
http://doi.org/10.1021/jacs.8b11445
http://doi.org/10.1016/j.addr.2015.12.012
http://www.ncbi.nlm.nih.gov/pubmed/26712711
http://doi.org/10.1039/C1CS15166E
http://www.ncbi.nlm.nih.gov/pubmed/22130549
http://doi.org/10.1016/S0140-6736(00)85315-5
http://doi.org/10.1073/pnas.1906929116
http://www.ncbi.nlm.nih.gov/pubmed/31451630
http://doi.org/10.1126/scitranslmed.abb3945
http://doi.org/10.1039/C1CS15237H
http://doi.org/10.1021/acs.bioconjchem.1c00475
http://doi.org/10.1002/btm2.10143
http://doi.org/10.1158/1078-0432.CCR-10-0978
http://doi.org/10.1136/bmjopen-2020-041479
http://doi.org/10.1093/immadv/ltac002
http://www.ncbi.nlm.nih.gov/pubmed/35919496
http://doi.org/10.1021/acs.accounts.9b00228
http://www.ncbi.nlm.nih.gov/pubmed/31424909
http://doi.org/10.1021/acsnano.8b04906
http://doi.org/10.1039/C9EN00938H
http://doi.org/10.1039/C6EN00579A
http://doi.org/10.1039/D1CP04574A


Int. J. Mol. Sci. 2023, 24, 4109 19 of 22

52. Ali, M.R.K.; Rahman, M.A.; Wu, Y.; Han, T.; Peng, X.; Mackey, M.A.; Wang, D.; Shin, H.J.; Chen, Z.G.; Xiao, H.; et al. Efficacy,
Long-Term Toxicity, and Mechanistic Studies of Gold Nanorods Photothermal Therapy of Cancer in Xenograft Mice. Proc. Natl.
Acad. Sci. USA 2017, 114, E3110–E3118. [CrossRef]

53. Balfourier, A.; Luciani, N.; Wang, G.; Lelong, G.; Ersen, O.; Khelfa, A.; Alloyeau, D.; Gazeau, F.; Carn, F. Unexpected Intracellular
Biodegradation and Recrystallization of Gold Nanoparticles. Proc. Natl. Acad. Sci. USA 2020, 117, 103–113. [CrossRef]

54. Yang, J.A.; Lohse, S.E.; Murphy, C.J. Tuning Cellular Response to Nanoparticles via Surface Chemistry and Aggregation. Small
2014, 10, 1642–1651. [CrossRef]

55. Bao, L.; Cui, X.; Chen, C. Toxicology for Nanotechnology. In Micro/Nano Technologies; Springer: Berlin/Heidelberg, Germany,
2022; pp. 1–22. ISBN 9789811393747.

56. Truong, L.; Zaikova, T.; Baldock, B.L.; Balik-Meisner, M.; To, K.; Reif, D.M.; Kennedy, Z.C.; Hutchison, J.E.; Tanguay, R.L.
Systematic Determination of the Relationship between Nanoparticle Core Diameter and Toxicity for a Series of Structurally
Analogous Gold Nanoparticles in Zebrafish. Nanotoxicology 2019, 13, 879–893. [CrossRef]

57. Isoda, K.; Tanaka, A.; Fuzimori, C.; Echigoya, M.; Taira, Y.; Taira, I.; Shimizu, Y.; Akimoto, Y.; Kawakami, H.; Ishida, I. Toxicity of
Gold Nanoparticles in Mice Due to Nanoparticle/Drug Interaction Induces Acute Kidney Damage. Nanoscale Res. Lett. 2020, 15,
141. [CrossRef] [PubMed]

58. Villiers, C.L.; Freitas, H.; Couderc, R.; Villiers, M.B.; Marche, P.N. Analysis of the Toxicity of Gold Nano Particles on the Immune
System: Effect on Dendritic Cell Functions. J. Nanoparticle Res. 2010, 12, 55–60. [CrossRef] [PubMed]

59. Vetten, M.A.; Tlotleng, N.; Tanner Rascher, D.; Skepu, A.; Keter, F.K.; Boodhia, K.; Koekemoer, L.A.; Andraos, C.; Tshikhudo, R.;
Gulumian, M. Label-Free in Vitro Toxicity and Uptake Assessment of Citrate Stabilised Gold Nanoparticles in Three Cell Lines.
Part. Fibre Toxicol. 2013, 10, 1–15. [CrossRef]

60. Grzincic, E.M.; Murphy, C.J. Gold Nanorods Indirectly Promote Migration of Metastatic Human Breast Cancer Cells in Three-
Dimensional Cultures. ACS Nano 2015, 9, 6801–6816. [CrossRef] [PubMed]

61. Carnovale, C.; Bryant, G.; Shukla, R.; Bansal, V. Identifying Trends in Gold Nanoparticle Toxicity and Uptake: Size, Shape,
Capping Ligand, and Biological Corona. ACS Omega 2019, 4, 242–256. [CrossRef]

62. Falagan-Lotsch, P.; Grzincic, E.M.; Murphy, C.J. One Low-Dose Exposure of Gold Nanoparticles Induces Long-Term Changes in
Human Cells. Proc. Natl. Acad. Sci. USA 2016, 113, 13318–13323. [CrossRef] [PubMed]

63. Falagan-Lotsch, P.; Murphy, C.J. Network-Based Analysis Implies Critical Roles of MicroRNAs in the Long-Term Cellular
Responses to Gold Nanoparticles. Nanoscale 2020, 12, 21172–21187. [CrossRef]

64. Kinaret, P.A.S.; Serra, A.; Federico, A.; Kohonen, P.; Nymark, P.; Liampa, I.; Ha, M.K.; Choi, J.-S.; Jagiello, K.; Sanabria, N.; et al.
Transcriptomics in Toxicogenomics, Part I: Experimental Design, Technologies, Publicly Available Data, and Regulatory Aspects.
Nanomaterials 2020, 10, 750. [CrossRef]

65. Luijten, M.; Wackers, P.F.K.; Rorije, E.; Pennings, J.L.A.; Heusinkveld, H.J. Relevance of in Vitro Transcriptomics for in Vivo Mode
of Action Assessment. Chem. Res. Toxicol. 2021, 34, 452–459. [CrossRef]

66. Grzincic, E.M.; Yang, J.A.; Drnevich, J.; Falagan-Lotsch, P.; Murphy, C.J. Global Transcriptomic Analysis of Model Human Cell
Lines Exposed to Surface-Modified Gold Nanoparticles: The Effect of Surface Chemistry. Nanoscale 2015, 7, 1349–1362. [CrossRef]

67. Bajak, E.; Fabbri, M.; Ponti, J.; Gioria, S.; Ojea-Jiménez, I.; Collotta, A.; Mariani, V.; Gilliland, D.; Rossi, F.; Gribaldo, L. Changes in
Caco-2 Cells Transcriptome Profiles upon Exposure to Gold Nanoparticles. Toxicol. Lett. 2015, 233, 187–199. [CrossRef] [PubMed]

68. Chueh, P.J.; Liang, R.Y.; Lee, Y.H.; Zeng, Z.M.; Chuang, S.M. Differential Cytotoxic Effects of Gold Nanoparticles in Different
Mammalian Cell Lines. J. Hazard. Mater. 2014, 264, 303–312. [CrossRef]

69. Serra, A.; Letunic, I.; Fortino, V.; Handy, R.D.; Fadeel, B.; Tagliaferri, R.; Greco, D. INSIdE NANO: A Systems Biology Framework
to Contextualize the Mechanism-of-Action of Engineered Nanomaterials. Sci. Rep. 2019, 9, 179. [CrossRef]

70. Schlumpf, U.; Meyer, M.; Ulrich, J.; Friede, R.L. Neurologic Complications Induced by Gold Treatment. Arthritis Rheum. 1983, 26,
825–831. [CrossRef] [PubMed]

71. Gambari, P.; Ostuni, P.; Lazzarin, P.; Tavolato, B.; Todesco, S. Neurotoxicity Following a Very High Dose of Oral Gold (Auranofin).
Arthritis Rheum. 1984, 27, 1316–1317. [CrossRef] [PubMed]

72. Liang, R.Y.; Tu, H.F.; Tan, X.; Yeh, Y.S.; Chueh, P.J.; Chuang, S.M. A Gene Signature for Gold Nanoparticle-Exposed Human Cell
Lines. Toxicol. Res. (Camb) 2015, 4, 365–375. [CrossRef]

73. Silins, I.; Högberg, J. Combined Toxic Exposures and Human Health: Biomarkers of Exposure and Effect. Int. J. Environ. Res.
Public Health 2011, 8, 629–647. [CrossRef]

74. Samim, A.R.; Arshad, M.; Vaseem, H. An Insight into Various Biomarkers to Study Toxicological Impact of Nanoparticles in
Fishes: Explored and Missing Information. Int. J. Environ. Sci. Technol. 2022, 1–20. [CrossRef]

75. Hossen, M.N.; Elechalawar, C.K.; Sjoelund, V.; Moore, K.; Mannel, R.; Bhattacharya, R.; Mukherjee, P. Experimental Conditions
Influence the Formation and Composition of the Corona around Gold Nanoparticles. Cancer Nanotechnol. 2021, 12, 1–19.
[CrossRef] [PubMed]

76. Qin, M.; Zhang, J.; Li, M.; Yang, D.; Liu, D.; Song, S.; Fu, J.; Zhang, H.; Dai, W.; Wang, X.; et al. Proteomic Analysis of Intracellular
Protein Corona of Nanoparticles Elucidates Nano-Trafficking Network and Nano-Bio Interactions. Theranostics 2020, 10, 1213–1229.
[CrossRef]

http://doi.org/10.1073/pnas.1619302114
http://doi.org/10.1073/pnas.1911734116
http://doi.org/10.1002/smll.201302835
http://doi.org/10.1080/17435390.2019.1592259
http://doi.org/10.1186/s11671-020-03371-4
http://www.ncbi.nlm.nih.gov/pubmed/32617798
http://doi.org/10.1007/s11051-009-9692-0
http://www.ncbi.nlm.nih.gov/pubmed/21841911
http://doi.org/10.1186/1743-8977-10-50
http://doi.org/10.1021/acsnano.5b03362
http://www.ncbi.nlm.nih.gov/pubmed/26118624
http://doi.org/10.1021/acsomega.8b03227
http://doi.org/10.1073/pnas.1616400113
http://www.ncbi.nlm.nih.gov/pubmed/27821760
http://doi.org/10.1039/D0NR04701E
http://doi.org/10.3390/nano10040750
http://doi.org/10.1021/acs.chemrestox.0c00313
http://doi.org/10.1039/C4NR05166A
http://doi.org/10.1016/j.toxlet.2014.12.008
http://www.ncbi.nlm.nih.gov/pubmed/25523186
http://doi.org/10.1016/j.jhazmat.2013.11.031
http://doi.org/10.1038/s41598-018-37411-y
http://doi.org/10.1002/art.1780260702
http://www.ncbi.nlm.nih.gov/pubmed/6409125
http://doi.org/10.1002/art.1780271121
http://www.ncbi.nlm.nih.gov/pubmed/6093822
http://doi.org/10.1039/C4TX00181H
http://doi.org/10.3390/ijerph8030629
http://doi.org/10.1007/s13762-022-04488-y
http://doi.org/10.1186/s12645-020-00071-7
http://www.ncbi.nlm.nih.gov/pubmed/33456622
http://doi.org/10.7150/thno.38900


Int. J. Mol. Sci. 2023, 24, 4109 20 of 22

77. del Pilar Chantada-Vázquez, M.; López, A.C.; Vence, M.G.; Vázquez-Estévez, S.; Acea-Nebril, B.; Calatayud, D.G.; Jardiel, T.;
Bravo, S.B.; Núñez, C. Proteomic Investigation on Bio-Corona of Au, Ag and Fe Nanoparticles for the Discovery of Triple Negative
Breast Cancer Serum Protein Biomarkers. J. Proteomics 2020, 212, 103581. [CrossRef]

78. Zhang, T.; Gaffrey, M.J.; Thrall, B.D.; Qian, W.-J. Mass Spectrometry-Based Proteomics for System-Level Characterization of
Biological Responses to Engineered Nanomaterials. Anal. Bioanal. Chem. 2018, 410, 6067–6077. [CrossRef] [PubMed]

79. Zhang, T.; Gaffrey, M.J.; Thomas, D.G.; Weber, T.J.; Hess, B.M.; Weitz, K.K.; Piehowski, P.D.; Petyuk, V.A.; Moore, R.J.; Qian, W.-J.;
et al. A Proteome-Wide Assessment of the Oxidative Stress Paradigm for Metal and Metal-Oxide Nanomaterials in Human
Macrophages. NanoImpact 2020, 17, 100194. [CrossRef] [PubMed]

80. Qu, Y.; Huang, Y.; Lü, X. Proteomic Analysis of Molecular Biocompatibility of Gold Nanoparticles to Human Dermal Fibroblasts-
Fetal. J. Biomed. Nanotechnol. 2013, 9, 40–52. [CrossRef]

81. Tsai, Y.Y.; Huang, Y.H.; Chao, Y.L.; Hu, K.Y.; Chin, L.-T.; Chou, S.H.; Hour, A.L.; Yao, Y.-D.; Tu, C.S.; Liang, Y.J.; et al. Identification
of the Nanogold Particle-Induced Endoplasmic Reticulum Stress by Omic Techniques and Systems Biology Analysis. ACS Nano
2011, 5, 9354–9369. [CrossRef]

82. Ng, C.-T.; Yung, L.-Y.L.; Swa, H.L.-F.; Poh, R.W.-Y.; Gunaratne, J.; Bay, B.-H. Altered Protein Expression Profile Associated with
Phenotypic Changes in Lung Fibroblasts Co-Cultured with Gold Nanoparticle-Treated Small Airway Epithelial Cells. Biomaterials
2015, 39, 31–38. [CrossRef]

83. Tarasova, N.K.; Gallud, A.; Ytterberg, A.J.; Chernobrovkin, A.; Aranzaes, J.R.; Astruc, D.; Antipov, A.; Fedutik, Y.; Fadeel, B.;
Zubarev, R.A. Cytotoxic and Proinflammatory Effects of Metal-Based Nanoparticles on THP-1 Monocytes Characterized by
Combined Proteomics Approaches. J. Proteome Res. 2017, 16, 689–697. [CrossRef] [PubMed]

84. Wishart, D.S.; Tzur, D.; Knox, C.; Eisner, R.; Guo, A.C.; Young, N.; Cheng, D.; Jewell, K.; Arndt, D.; Sawhney, S.; et al. HMDB: The
Human Metabolome Database. Nucleic Acids Res. 2007, 35, 521–526. [CrossRef]

85. Johnson, C.H.; Ivanisevic, J.; Siuzdak, G. Metabolomics: Beyond Biomarkers and towards Mechanisms. Nat. Rev. Mol. Cell Biol.
2016, 17, 451–459. [CrossRef]

86. Shin, T.H.; Lee, D.Y.; Lee, H.S.; Park, H.J.; Jin, M.S.; Paik, M.J.; Manavalan, B.; Mo, J.S.; Lee, G. Integration of Metabolomics and
Transcriptomics in Nanotoxicity Studies. BMB Rep. 2018, 51, 14–20. [CrossRef]

87. Viant, M.R.; Ebbels, T.M.D.; Beger, R.D.; Ekman, D.R.; Epps, D.J.T.; Kamp, H.; Leonards, P.E.G.; Loizou, G.D.; MacRae, J.I.;
van Ravenzwaay, B.; et al. Use Cases, Best Practice and Reporting Standards for Metabolomics in Regulatory Toxicology. Nat.
Commun. 2019, 10, 3041. [CrossRef]

88. Cajka, T.; Fiehn, O. Toward Merging Untargeted and Targeted Methods in Mass Spectrometry-Based Metabolomics and
Lipidomics. Anal. Chem. 2016, 88, 524–545. [CrossRef]

89. Lindeque, J.Z.; Matthyser, A.; Mason, S.; Louw, R.; Taute, C.J.F. Metabolomics Reveals the Depletion of Intracellular Metabolites
in HepG2 Cells after Treatment with Gold Nanoparticles. Nanotoxicology 2018, 12, 251–262. [CrossRef] [PubMed]

90. Huang, Y.; Lü, X.; Chen, R.; Chen, Y. Comparative Study of the Effects of Gold and Silver Nanoparticles on the Metabolism of
Human Dermal Fibroblasts. Regen. Biomater. 2020, 7, 221–232. [CrossRef] [PubMed]

91. Enea, M.; Araújo, A.M.; Peixoto de Almeida, M.; Soares, M.E.; Gonçalves-Monteiro, S.; Guedes de Pinho, P.; Pereira, E.; Bastos,
M.d.L.; Carmo, H. A Metabolomic Approach for the in Vivo Study of Gold Nanospheres and Nanostars after a Single-Dose
Intravenous Administration to Wistar Rats. Nanomaterials 2019, 9, 1606. [CrossRef] [PubMed]

92. Xu, B.; Chen, M.; Ji, X.; Mao, Z.; Zhang, X.; Wang, X.; Xia, Y. Metabolomic Profiles Delineate the Potential Role of Glycine in
Gold Nanorod-Induced Disruption of Mitochondria and Blood-Testis Barrier Factors in TM-4 Cells. Nanoscale 2014, 6, 8265–8273.
[CrossRef] [PubMed]

93. Zhang, Y.; Lin, J.; Zhuo, Y.; Zou, Z.; Li, Y.; Yang, H.; Xie, W.; Zeng, J.; Deng, Y.; Cai, S.; et al. Untargeted Metabolomics Reveals
Alterations in the Metabolic Reprogramming of Prostate Cancer Cells by Double-Stranded DNA-Modified Gold Nanoparticles.
Biomater. Adv. 2022, 135, 212745. [CrossRef] [PubMed]

94. Cote, I.L.; McCullough, S.D.; Hines, R.N.; Vandenberg, J.J. Application of Epigenetic Data in Human Health Risk Assessment.
Curr. Opin. Toxicol. 2017, 6, 71–78. [CrossRef]

95. Cote, I.; Vandenberg, J.J.; Druwe, I.L.; Angrish, M.M. Incorporating Epigenetics into a Risk Assessment Framework; Elsevier Inc.:
Amsterdam, The Netherlands, 2018; ISBN 9780128124338.

96. Chorley, B.N. Epigenetics in Risk Assessment: Clarity or Confusion? In Proceedings of the Environmental and Molecular
Mutagenesis & Genomics Society 2021 Virtual Annual Meeting, Virtual Meeting, 22–25 September 2021; pp. 1–20. [CrossRef]

97. Lu, X.; Miousse, I.R.; Pirela, S.V.; Moore, J.K.; Melnyk, S.; Koturbash, I.; Demokritou, P. In Vivo Epigenetic Effects Induced by
Engineered Nanomaterials: A Case Study of Copper Oxide and Laser Printer-Emitted Engineered Nanoparticles. Nanotoxicology
2016, 10, 629–639. [CrossRef]

98. González-Palomo, A.K.; Saldaña-Villanueva, K.; Cortés-García, J.D.; Fernández-Macias, J.C.; Méndez-Rodríguez, K.B.; Pérez
Maldonado, I.N. Effect of Silver Nanoparticles (AgNPs) Exposure on MicroRNA Expression and Global DNA Methylation in
Endothelial Cells EA.Hy926. Environ. Toxicol. Pharmacol. 2021, 81, 103543. [CrossRef]

99. Pogribna, M.; Hammons, G. Epigenetic Effects of Nanomaterials and Nanoparticles. J. Nanobiotechnol. 2021, 19, 1–18. [CrossRef]
100. Cedar, H.; Bergman, Y. Linking DNA Methylation and Histone Modification: Patterns and Paradigms. Nat. Rev. Genet. 2009, 10,

295–304. [CrossRef]
101. Ehrlich, M. DNA Hypomethylation in Cancer Cells. Epigenomics 2009, 1, 239–259. [CrossRef]

http://doi.org/10.1016/j.jprot.2019.103581
http://doi.org/10.1007/s00216-018-1168-6
http://www.ncbi.nlm.nih.gov/pubmed/29947897
http://doi.org/10.1016/j.impact.2019.100194
http://www.ncbi.nlm.nih.gov/pubmed/32133426
http://doi.org/10.1166/jbn.2013.1428
http://doi.org/10.1021/nn2027775
http://doi.org/10.1016/j.biomaterials.2014.10.063
http://doi.org/10.1021/acs.jproteome.6b00747
http://www.ncbi.nlm.nih.gov/pubmed/27973853
http://doi.org/10.1093/nar/gkl923
http://doi.org/10.1038/nrm.2016.25
http://doi.org/10.5483/BMBRep.2018.51.1.237
http://doi.org/10.1038/s41467-019-10900-y
http://doi.org/10.1021/acs.analchem.5b04491
http://doi.org/10.1080/17435390.2018.1432779
http://www.ncbi.nlm.nih.gov/pubmed/29392969
http://doi.org/10.1093/rb/rbz051
http://www.ncbi.nlm.nih.gov/pubmed/32296541
http://doi.org/10.3390/nano9111606
http://www.ncbi.nlm.nih.gov/pubmed/31726761
http://doi.org/10.1039/C4NR01035C
http://www.ncbi.nlm.nih.gov/pubmed/24931221
http://doi.org/10.1016/j.bioadv.2022.212745
http://www.ncbi.nlm.nih.gov/pubmed/35929217
http://doi.org/10.1016/j.cotox.2017.09.002
http://doi.org/10.23645/epacomptox.16688776
http://doi.org/10.3109/17435390.2015.1108473
http://doi.org/10.1016/j.etap.2020.103543
http://doi.org/10.1186/s12951-020-00740-0
http://doi.org/10.1038/nrg2540
http://doi.org/10.2217/epi.09.33


Int. J. Mol. Sci. 2023, 24, 4109 21 of 22

102. Jin, Z.; Liu, Y. DNA Methylation in Human Diseases. Genes Dis. 2018, 5, 1–8. [CrossRef] [PubMed]
103. Nishiyama, A.; Nakanishi, M. Navigating the DNA Methylation Landscape of Cancer. Trends Genet. 2021, 37, 1012–1027.

[CrossRef]
104. Senut, M.-C.; Zhang, Y.; Liu, F.; Sen, A.; Ruden, D.M.; Mao, G. Size-Dependent Toxicity of Gold Nanoparticles on Human

Embryonic Stem Cells and Their Neural Derivatives. Small 2016, 12, 631–646. [CrossRef]
105. Ma, Y.; Fu, H.; Zhang, C.; Cheng, S.; Gao, J.; Wang, Z.; Jin, W.; Conde, J.; Cui, D. Chiral Antioxidant-Based Gold Nanoclusters

Reprogram DNA Epigenetic Patterns. Sci. Rep. 2016, 6, 33436. [CrossRef]
106. Tabish, A.M.; Poels, K.; Byun, H.M.; Luyts, K.; Baccarelli, A.A.; Martens, J.; Kerkhofs, S.; Seys, S.; Hoet, P.; Godderis, L. Changes in

DNA Methylation in Mouse Lungs after a Single Intra-Tracheal Administration of Nanomaterials. PLoS ONE 2017, 12, e0169886.
[CrossRef] [PubMed]

107. Grant, P.A. A Tale of Histone Modifications. Genome Biol. 2001, 2, 1–6. [CrossRef] [PubMed]
108. Bannister, A.J.; Kouzarides, T. Regulation of Chromatin by Histone Modifications. Cell Res. 2011, 21, 381–395. [CrossRef]
109. Torres, I.O.; Fujimori, D.G. Functional Coupling between Writers, Erasers and Readers of Histone and DNA Methylation. Curr.

Opin. Struct. Biol. 2015, 35, 68–75. [CrossRef]
110. Shyamasundar, S.; Ng, C.T.; Lanry Yung, L.Y.; Dheen, S.T.; Bay, B.H. Epigenetic Mechanisms in Nanomaterial-Induced Toxicity.

Epigenomics 2015, 7, 395–411. [CrossRef]
111. Zhang, W.; Li, J.; Silveira, C.P.; Cai, Q.; Dawson, K.A.; Cagney, G.; Yan, Y. Nanoscale Shape-Dependent Histone Modifications.

PNAS Nexus 2022, 1, pgac172. [CrossRef]
112. Bartel, D.P. MicroRNAs: Genomics, Biogenesis, Mechanism, and Function. Cell 2004, 116, 281–297. [CrossRef] [PubMed]
113. Kozomara, A.; Birgaoanu, M.; Griffiths-Jones, S. MiRBase: From MicroRNA Sequences to Function. Nucleic Acids Res. 2019, 47,

D155–D162. [CrossRef] [PubMed]
114. Paul, P.; Chakraborty, A.; Sarkar, D.; Langthasa, M.; Rahman, M.; Bari, M.; Singha, R.K.S.; Malakar, A.K.; Chakraborty, S. Interplay

between MiRNAs and Human Diseases. J. Cell. Physiol. 2018, 233, 2007–2018. [CrossRef] [PubMed]
115. Tribolet, L.; Kerr, E.; Cowled, C.; Bean, A.G.D.; Stewart, C.R.; Dearnley, M.; Farr, R.J. MicroRNA Biomarkers for Infectious

Diseases: From Basic Research to Biosensing. Front. Microbiol. 2020, 11, 1197. [CrossRef]
116. Mendell, J.T.; Olson, E.N. MicroRNAs in Stress Signaling and Human Disease. Cell 2012, 148, 1172–1187. [CrossRef] [PubMed]
117. Wu, X.; Song, Y. Preferential Regulation of MiRNA Targets by Environmental Chemicals in the Human Genome. BMC Genom.

2011, 12, 1–13. [CrossRef]
118. Ballesteros, S.; Vales, G.; Velázquez, A.; Pastor, S.; Alaraby, M.; Marcos, R.; Hernández, A. Micrornas as a Suitable Biomarker to

Detect the Effects of Long-Term Exposures to Nanomaterials. Studies on TiO2 NP and MWCNT. Nanomaterials 2021, 11, 3458.
[CrossRef]

119. Ventura, C.; Vieira, L.; Silva, C.; Sousa-Uva, A.; Silva, M.J. Functional Effects of Differentially Expressed MicroRNAs in A549 Cells
Exposed to MWCNT-7 or Crocidolite. Toxicol. Lett. 2020, 328, 7–18. [CrossRef] [PubMed]

120. Guo, C.; Buckley, A.; Marczylo, T.; Seiffert, J.; Römer, I.; Warren, J.; Hodgson, A.; Chung, K.F.; Gant, T.W.; Smith, R.; et al. The
Small Airway Epithelium as a Target for the Adverse Pulmonary Effects of Silver Nanoparticle Inhalation. Nanotoxicology 2018,
12, 539–553. [CrossRef]

121. Huang, Y.; Lü, X.; Lü, X. Study of Key Biological Pathways and Important MicroRNAs Involved in Silver Nanoparticles Induced
Cytotoxicity Based on MicroRNA Sequencing Technology. J. Biomed. Nanotechnol. 2018, 14, 2042–2055. [CrossRef]

122. Sun, B.; Liu, R.; Ye, N.; Xiao, Z.D. Comprehensive Evaluation of Microrna Expression Profiling Reveals the Neural Signaling
Specific Cytotoxicity of Superparamagnetic Iron Oxide Nanoparticles (SPIONs) through N-Methyl-D-Aspartate Receptor. PLoS
ONE 2015, 10, e0121671. [CrossRef]

123. Balansky, R.; Longobardi, M.; Ganchev, G.; Iltcheva, M.; Nedyalkov, N.; Atanasov, P.; Toshkova, R.; De Flora, S.; Izzotti, A.
Transplacental Clastogenic and Epigenetic Effects of Gold Nanoparticles in Mice. Mutat. Res. Fundam. Mol. Mech. Mutagen. 2013,
751–752, 42–48. [CrossRef]

124. Huang, Y.; Lü, X.; Qu, Y.; Yang, Y.; Wu, S. MicroRNA Sequencing and Molecular Mechanisms Analysis of the Effects of Gold
Nanoparticles on Human Dermal Fibroblasts. Biomaterials 2015, 37, 13–24. [CrossRef] [PubMed]

125. Schieber, M.; Chandel, N.S. ROS Function in Redox Signaling. Curr. Biol. 2014, 24, 453–462. [CrossRef] [PubMed]
126. Dominissini, D.; Rechavi, G. Epitranscriptome Regulation. Nat. Struct. Mol. Biol. 2018. [CrossRef]
127. Kumar, S.; Mohapatra, T. Deciphering Epitranscriptome: Modification of MRNA Bases Provides a New Perspective for Post-

Transcriptional Regulation of Gene Expression. Front. Cell Dev. Biol. 2021, 9, 628415. [CrossRef]
128. Dominissini, D.; Moshitch-Moshkovitz, S.; Schwartz, S.; Salmon-Divon, M.; Ungar, L.; Osenberg, S.; Cesarkas, K.; Jacob-Hirsch, J.;

Amariglio, N.; Kupiec, M.; et al. Topology of the Human and Mouse M6A RNA Methylomes Revealed by M6A-Seq. Nature 2012,
485, 201–206. [CrossRef]

129. Jiang, X.; Liu, B.; Nie, Z.; Duan, L.; Xiong, Q.; Jin, Z.; Yang, C.; Chen, Y. The Role of M6A Modification in the Biological Functions
and Diseases. Signal Transduct. Target. Ther. 2021, 6, 74. [CrossRef] [PubMed]

130. Yadav, P.; Subbarayalu, P.; Medina, D.; Nirzhor, S.; Timilsina, S.; Rajamanickam, S.; Eedunuri, V.K.; Gupta, Y.; Zheng, S.;
Abdelfattah, N.; et al. M6A RNA Methylation Regulates Histone Ubiquitination to Support Cancer Growth and Progression.
Cancer Res. 2022, 82, 1872–1889. [CrossRef] [PubMed]

http://doi.org/10.1016/j.gendis.2018.01.002
http://www.ncbi.nlm.nih.gov/pubmed/30258928
http://doi.org/10.1016/j.tig.2021.05.002
http://doi.org/10.1002/smll.201502346
http://doi.org/10.1038/srep33436
http://doi.org/10.1371/journal.pone.0169886
http://www.ncbi.nlm.nih.gov/pubmed/28081255
http://doi.org/10.1186/gb-2001-2-4-reviews0003
http://www.ncbi.nlm.nih.gov/pubmed/11305943
http://doi.org/10.1038/cr.2011.22
http://doi.org/10.1016/j.sbi.2015.09.007
http://doi.org/10.2217/epi.15.3
http://doi.org/10.1093/pnasnexus/pgac172
http://doi.org/10.1016/S0092-8674(04)00045-5
http://www.ncbi.nlm.nih.gov/pubmed/14744438
http://doi.org/10.1093/nar/gky1141
http://www.ncbi.nlm.nih.gov/pubmed/30423142
http://doi.org/10.1002/jcp.25854
http://www.ncbi.nlm.nih.gov/pubmed/28181241
http://doi.org/10.3389/fmicb.2020.01197
http://doi.org/10.1016/j.cell.2012.02.005
http://www.ncbi.nlm.nih.gov/pubmed/22424228
http://doi.org/10.1186/1471-2164-12-244
http://doi.org/10.3390/nano11123458
http://doi.org/10.1016/j.toxlet.2020.04.002
http://www.ncbi.nlm.nih.gov/pubmed/32311379
http://doi.org/10.1080/17435390.2018.1465140
http://doi.org/10.1166/jbn.2018.2643
http://doi.org/10.1371/journal.pone.0121671
http://doi.org/10.1016/j.mrfmmm.2013.08.006
http://doi.org/10.1016/j.biomaterials.2014.10.042
http://www.ncbi.nlm.nih.gov/pubmed/25453934
http://doi.org/10.1016/j.cub.2014.03.034
http://www.ncbi.nlm.nih.gov/pubmed/24845678
http://doi.org/10.1038/s41594-018-0140-7
http://doi.org/10.3389/fcell.2021.628415
http://doi.org/10.1038/nature11112
http://doi.org/10.1038/s41392-020-00450-x
http://www.ncbi.nlm.nih.gov/pubmed/33611339
http://doi.org/10.1158/0008-5472.CAN-21-2106
http://www.ncbi.nlm.nih.gov/pubmed/35303054


Int. J. Mol. Sci. 2023, 24, 4109 22 of 22

131. Du, Y.; Han, M.; Cao, K.; Li, Q.; Pang, J.; Dou, L.; Liu, S.; Shi, Z.; Yan, F.; Feng, S. Gold Nanorods Exhibit Intrinsic Therapeutic
Activity via Controlling N 6-Methyladenosine-Based Epitranscriptomics in Acute Myeloid Leukemia. ACS Nano 2021, 15,
17689–17704. [CrossRef] [PubMed]

132. Pan, J.; Wang, J.; Fang, K.; Hou, W.; Li, B.; Zhao, J.; Ma, X. RNA M6A Alterations Induced by Biomineralization Nanoparticles: A
Proof-of-Concept Study of Epitranscriptomics for Nanotoxicity Evaluation. Nanoscale Res. Lett. 2022, 17, 23. [CrossRef]

133. Chew, W.S.; Poh, K.W.; Siddiqi, N.J.; Alhomida, A.S.; Yu, L.E.; Ong, W.Y. Short- and Long-Term Changes in Blood MiRNA Levels
after Nanogold Injection in Rats-Potential Biomarkers of Nanoparticle Exposure. Biomarkers 2012, 17, 750–757. [CrossRef]

134. Scala, G.; Kinaret, P.; Marwah, V.; Sund, J.; Fortino, V.; Greco, D. Multi-Omics Analysis of Ten Carbon Nanomaterials Effects
Highlights Cell Type Specific Patterns of Molecular Regulation and Adaptation. NanoImpact 2018, 11, 99–108. [CrossRef]

135. Aragoneses-Cazorla, G.; Buendia-Nacarino, M.P.; Mena, M.L.; Luque-Garcia, J.L. A Multi-Omics Approach to Evaluate the
Toxicity Mechanisms Associated with Silver Nanoparticles Exposure. Nanomaterials 2022, 12, 1762. [CrossRef]

136. Gardner, L.; Kostarelos, K.; Mallick, P.; Dive, C.; Hadjidemetriou, M. Nano-Omics: Nanotechnology-Based Multidimensional
Harvesting of the Blood-Circulating Cancerome. Nat. Rev. Clin. Oncol. 2022, 19, 551–561. [CrossRef]

137. Gioria, S.; Vicente, J.L.; Barboro, P.; La Spina, R.; Tomasi, G.; Urbán, P.; Kinsner-Ovaskainen, A.; François, R.; Chassaigne, H. A
Combined Proteomics and Metabolomics Approach to Assess the Effects of Gold Nanoparticles in Vitro. Nanotoxicology 2016, 10,
736–748. [CrossRef]

138. Gallud, A.; Klöditz, K.; Ytterberg, J.; Östberg, N.; Katayama, S.; Skoog, T.; Gogvadze, V.; Chen, Y.Z.; Xue, D.; Moya, S.; et al.
Cationic Gold Nanoparticles Elicit Mitochondrial Dysfunction: A Multi-Omics Study. Sci. Rep. 2019, 9, 4366. [CrossRef]

139. Salamanca-Buentello, F.; Daar, A.S. Nanotechnology, Equity and Global Health. Nat. Nanotechnol. 2021, 16, 358–361. [CrossRef]
[PubMed]

140. Fadeel, B. Nanomaterial Characterization: Understanding Nano-Bio Interactions. Biochem. Biophys. Res. Commun. 2022, 633,
45–51. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

http://doi.org/10.1021/acsnano.1c05547
http://www.ncbi.nlm.nih.gov/pubmed/34694795
http://doi.org/10.1186/s11671-022-03663-x
http://doi.org/10.3109/1354750X.2012.727030
http://doi.org/10.1016/j.impact.2018.05.003
http://doi.org/10.3390/nano12101762
http://doi.org/10.1038/s41571-022-00645-x
http://doi.org/10.3109/17435390.2015.1121412
http://doi.org/10.1038/s41598-019-40579-6
http://doi.org/10.1038/s41565-021-00899-z
http://www.ncbi.nlm.nih.gov/pubmed/33782590
http://doi.org/10.1016/j.bbrc.2022.08.095
http://www.ncbi.nlm.nih.gov/pubmed/36344160

	Introduction 
	The Golden Age of (Nano) Medicine 
	Insights into the Molecular Effects of AuNPs in Biological Systems 
	Transcriptomics 
	Proteomics 
	Metabolomics 
	Epigenomics 
	DNA Methylation and Histone Modifications 
	Noncoding RNAs—miRNAs 

	Epitranscriptomics 
	Multi-Omics 

	Conclusions 
	References

