Supplementary Figures
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Figure S1. The ML phylogenetic tree of GR genes
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Figure S2. The ML phylogenetic tree of IR genes.
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Figure S3. The ML phylogenetic tree of OBP genes.



% 3
[y
v&w\ mwm@
% 13
v
% %
O
D,
!
£
o
%
On, N Y
3 [
3 aof £
Oﬁnu ke
% @,u #
b@\ ,
6, @h{ 3
s
RN < S
#\\&oo %,
fot; "y, ay,
O g Y
.#\‘Q&Q
Sao )
<
Yty U~ 0\\
g,
)
dsog,
ISty .
LI ) %,
Bldso ge-,
50 ds~,
MU0ty o.\
]
% ) o
21dSo ds m:___.ao.a:ou o
22290
£dS0 ds ™ 5 -
1.2203
Ceuthophilus_sp csP22
090861
csP13
nncgci:w‘ Sp y sl
o
cee! 0s¥ AT
qutnopi P R
8 o ,ﬁw
S ;
oo 3
9
s
eV oa.uov
e )
. N
g
o
(v o8
° $
o
o
< o
§° :
o
& 8
W © K
« of
< 15
&
& Pl
- @C
&
o4
g
&
"
'
g
§
$

P8
1 mad"a“wscs

5

40168

1247
-

AT

ﬁ‘mwvo

T meditationisCSP1

T meditationisCSPS

07329

&
A8

oy

\hoa.
73

2
6y
)

&>
S

7
A A1
P

08"
oe8®

[

€y

o
K
d
&
§ &
& z
& ,%%
S
P
@% &
A <
N e
& K
i e
\
»%o% %m«-
¢
%%@
A T
> o
e
<
sv%
Oau&vv
ors®
o oas®
04509
090" , |
. T meditationisCSP16
96010
oo BLdsosionmpaw |
2h9g7
4 Em.ur:c_:svs w g
E2dsog,
598,
5559: 1
4y, s
gy
i
sgs ”
€2
50 g,
%, .
e, f@s.vo

03

Figure S4. The ML phylogenetic tree of CSP genes.
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Figure S5. The ML phylogenetic tree of SNMP genes.
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Figure S6. The distribution of branch-specific dN/dS of orthologous genes identified among T.meditationis and two camel crickets
species.



