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Supplementary Figure S1. Relative expression analysis of CmPT2 between W7 and CmPT2-OE lines
(A), G84A-OE lines (B), G222A-OE lines (C), T239A-OE lines (D), Y242A-OE lines (E), N422A-OE

lines (F).
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Supplementary Figure S2. Subcellular localization of Cmphts. Al-I1: cytoarchitecture; A2-I2:
fluorescence signal; A3-13: overlay plots; A4-I4: plasmolysis (40% Sucrose), Bar: 50 pm.



