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Supplementary Table S1. Sequences of the PCR primers used in this study 

UniProtKB code Genbank 

accession 

number 

Primer name Primer sequences (5'-3') Ref. 

P20402 

(ROB1_AGRRH) 

X03433 rolB-780-D ATGGATCCCAAATTGCTATTC [1] 

rolB-780-R TTAGGCTTCTTTCTTCAGGTT 

rolB-D ACATCATAGGGGCGGTTTTCAGT [2] 

rolB-R TTTCGCAAGTTCCTTGTTCATTC 

Q84K90 

(RHIP1_ARATH) 

BT002964 RHIP1-D GAGCTGAAGTGGCTTCAATGAC [3] 

RHIP1-R GGTCCGACATACCCATGATCC 

O24456 

(GBLPA_ARATH) 

AY035007 RACK1A-D GCTGAAAAGGCTGACAACAGT [4] 

RACK1A-R GCTCCAGTTAAGGCTTGTGC 

Q9C4Z6 

(GPLPB_ARATH) 

AY059723 RACK1B-D TGTTGAGGATTTGAAGGTTGA 

RACK1B-R CCAGTTCAAGCTTGTGCAGTA 

Q9LV28 

(GPLPC_ARATH) 

AY050338 RACK1C-D GAGGCAGAGAAGAATGAAGGTG 

RACK1C-R CCAGTTCAAGCTTGTGCAGTA 

P34790 AY093227 CYP18-3-D GAACGGAACAGGCGGTGAG  



(CP18C_ARATH) CYP18-3-R TCAAGCCAATCGGTCTTCACG 

Q38867 

(CP19C_ARATH) 

AY072128 CYP19-3-D CTTTCACCGTATAATCCCAG [5] 

CYP19-3-R CCTGTCAAGATCAACCCACCC 

Q38900 

(CP19A_ARATH) 

AY048215 CYP19-1-D GGTCAAGTTGTTGAGGGATTG  

CYP19-1-R ACACAAAGCTACCATTGGATC 

P34791 

(CP20C_ARATH) 

AF325026 CYP20-3-D CAATGCATCGGTCAATAGTG [5] 

CYP20-3-R CTGGTGAGAAGAAATACGGG 

Q42406 

(CP18D_ARATH) 

AY054468 CYP18-4-D ATCTACGGTGCTAAGTTCAAGG  

CYP18-4-R GTGCTTACCATCTAACCACGAC 

A8R7E6 

(CERK1_ARATH) 

AB367524 CERK1-D TTATAGGAGTGATTGTGGCTTTG  

CERK1-R CCTTAGTAGACAACGGAATAGAAGA 

Q39023 

(MPK3_ARATH) 

AF386961 MPK3-D GCCCTTAGCTAAACTTTTCTC [6] 

MPK3-R CGTGCAATTTAGCAAGGTACT 

Q39024 

(MPK4_ARATH) 

AF360231 MPK4-D AGCAGACGCATCACAGTTGA  

MPK4-R TGAACGGCCTCACACATACC 

Q39026 

(MPK6_ARATH) 

AY120737 MPK6-D CGTTTGTTCGGCTATGAATTCTG [7] 

MPK6-R GTGGCGGGATAATATCTCTGATTG 

Q9XI87 

(Q9XI87_ARATH) 

BT026491 VIK-D ATGGCTCCTGAAGTATTCAAGC [8] 

VIK-R TCTTGAGAATGTCCAGAAACGACG 

P43082 

(HEVL_ARATH) 

AF370536 HEL-D TGTTCTCCGACCAACAACTG  

HEL-R GTTCTTCACCCTTAAACACTTGC 

O49195 

(VSP1_ARATH) 

AF386930 VSP1-D CATCTCATACTCAAGCCAAACG  

VSP1-R AGTATCCTCAACCAAATCAGC 

O82122 

(VSP2_ARATH) 

AY048282 VSP2-D ATGGATACGGAACAGAGAAGACC  

VSP2-R CGAGAGTGACATTCTTCCACAAC 

Q9SR37 

(BGL23_ARATH) 

AF386967 BGLU23 -D CGTCAATGCTAAATGCCAAGA  

BGLU23 -R CGAACCAAGCAGGACTATGTG 

O04314 AF370488 PBP1-D TACCAAAGGCCGTGTTCTCC  



(JAL30_ARATH) PBP1-R CATCCCATACAGTTCCGTCATC 

Q03250 

(RBG7_ARATH) 

AF428381 RBG7-D GCGACGTTATTGATTCCAAG  

RBG7-R TTGTCCGTTCATTCCCTCA 

Q9LKR3 

(BIP1_ARATH) 

 

Q39043 

(BIP2_ARATH) 

BT000453 

 

 

BT002392  

BIP1/2-D TCACTTGGGAGGTGAGGACTTT [9] 

 

 
BIP1/2-R 

 

 
CTCACATTCCCTTCGGAGCTTA 

Q9LTX9 

(HSP7G_ARATH) 

BT000919 HSP70-7-D CAACTCAAGAAATCAAAGACAC [5] 

HSP70-7-R CGTCAATCACATCACCGCCG 

Q9SIF2 

(HS905_ARATH) 

AF436826 HSP90-5-D CTTCTCCTTGTGTGCTTGTC 

HSP90-5-R CTTGTTGCTTCAGTGCTCTC 

O65282 

(CH10C_ARATH) 

AJ010818 CPN20-D CCGAGACTACCAAAGAGAAG 

CPN20-R CTAAGAAAGTATAGCCATCAC 

 

Supplementary Table S2. Comparison of protein expression and expression of the 

corresponding genes; data from the present study and previous study for rolB transformed calli. 

 

Protein Name UniProtKB code 

rolB-plants rolB-calli 
Protein 

(2DE) [5]  
Protein 

(2DE) 

mRNA 

(qPCR) 

RACK1-associated proteins 

RACK1A O24456 (GBLPA_ARATH) 1,48* down 1,44** down 1,5* down 

RACK1B Q9C4Z6 (GPLPB_ARATH) 3,8* down 1,7* down Not found 

RACK1C Q9LV28 (GPLPC_ARATH) 4,2* down 3,55* down Not found 

Defense reactions and plant immunity 

PBP1 (JAL30) O04314 (JAL30_ARATH) 10* up 2,18* up Not found 

PYK10 (BGL23) Q9SR37 (BGL23_ARATH) 10* up 2,24* up Not found 

GRP7 Q03250 (RBG7_ARATH) 1,98* down 3,31* down Not found 

HEVL P43082 (HEVL_ARATH) 10* up 9,04* up Not found 

VIK Q9XI87 (Q9XI87_ARATH) Not found 1,03 down 2* down 

VSP1 O49195 (VSP1_ARATH) 3,4* up 2,73** up Not found 



VSP2 O82122 (VSP2_ARATH) 6,7* up 2,58** up Not found 

CERK1-associated proteins. 

CERK1 A8R7E6 (CERK1_ARATH) Not found 1,05 up Not found 

MPK3 Q39023 (MPK3_ARATH) Not found 1,06 down Not found 

MPK4 Q39024 (MPK4_ARATH) Not found 1,43 up Not found 

MPK6 Q39026 (MPK6_ARATH) Not found 1,28 up Not found 

Chaperone-type proteins. 

BIP1/2 Q9LKR3 (BIP1_ARATH) 

Q39043 (BIP2_ARATH) 

2,8* up 2,55* up Not found 

HSP70-7 Q9LTX9 (HSP7G_ARATH) Not found 1,104 up 2.9* up 

HSP90-5 Q9SIF2 (HS905_ARATH) Not found 1,13 up 2.4* up 

CPN10 O65282 (CH20_ARATH) Not found 2,43* up 2* up 

ROC1 (СYP18-3) P34790 (CP18C_ARATH) 2,0* up 1,84* up 6,6* down 

ROC2 (CYP19-3) Q38867 (CP19C_ARATH) 3,8* up 1,65* up 10* down 

ROC3 (СYP19-1) Q38900 (CP19A_ARATH) 1,4* up 1,41* up Not found 

ROC4 (CYP20-3) P34791 (CP20C_ARATH) Not found 4,96* down 10* down 

ROC5 (СYP18-4) Q42406 (CP18D_ARATH) 1,7* up 1,72* up Not found 

Asterisks indicate statistically significant differences of means (*P <0.05; **P <0.01), Fisher’s 

LSD. 
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Supplementary Figure S1. Standard curve for absolute quantification of rolB expression. 

Standard curve was constructed using 1.25x101 to 1.25x105 copies/µl of rolB amplicon (three 

technical replicates for each standard dilution). The data represent a result from two biological 

replicates with cDNA samples (marked by a cross) analyzed in triplicate. 



 



Supplementary Figure S2. Induction of proteins of the PYK10 complex by the rolB gene. 

Fragments of 2D gels of the control (At) and rolB AtB-1 (AtB) plant protein fractions are 

presented.  A-F: beta-glucosidases 23 (PYK10), PYK10-binding protein 1 (jacalin-related lectin 

30)/PBP1, jacalin-related lectin 23, jacalin-related lectin 35, beta-D-glucopyranosyl abscisate 

beta-glucosidase/BGLU18, and myrosinase 2/Beta-glucosidase 37/ BGLU37 


