* Figure S1. Heat map of differentially expressed genes belonging to the "Proteolysis” functional group in flies infected with

. WMelPlus and wMelCS112 Wolbachia strains compared to uninfected flies. Uninfected_1, Uninfected_2, Uninfected_3 — gene
expression of the uninfected Drosophila melanogaster line; wMelCS112_1, wMelCS112_2, wMelCS112_3 - the Drosophila
melanogaster line infected with wMelCS112; wMelPlus_1, wMelPlus_2, wMelPlus_3 — the Drosophila melanogaster line
infected with wMelPlus. Genes were clustered using the linkage method. The heat maps were generated using the Python3
package seaborn.

- CG10725

CG6283
- Nep6
- egr
- -Nepl2l
A ——— 9928

- CG5107
- CG3739
- Amy-p

- phr6-4

- CG11034
- DnaJ-H
- Agpat2

- lectin-37Da

- -CG30002
- CG14125

- CG43055

- CG42335

- CG34026

- CG14400

- CG7542

CG32687

Sp7

CG3734

lambdaTry
CG13323

- CG15721

CG17239

Jon99Fii

Jon65Ai

CG10477

CAH2

CG42397

CG32834

CG30043

- CG4928

- CG7968

- CG17234

- CG4835

- CG1304

- CG32642

- tn

- Cda5s

- Lectin-galC1
- CG7025
- -ccG15818
S -cGl1899

()]
- -FBgn0040959 g
- CG31928

- CG17684

- CG2772

- CG31205

PGRP-SCla

Muc68D

CG5767

PGRP-5C2

CG18180

- Jhedup

- CG43090

-~ -Jon65Aii
- CG34284

- CG4829

- CG13947

- ImpE2
TpnC73F

Vajkl

Cda4

- CG34166

CG8192

- CG8329

- Jon66Cii

- CG34324

- -spz
- Obp83a

- CG7920

- CG11911

- CG1l1241

- CG43673

- CG9676

- yellow-g2

CG15534

CG10163

- Lsp2

- yellow-g

Asciz

- Lime

CG14191

- Jon99Fi

- Jon66Ci

sbr

- tobi

- FipoQ

-Vm32E

- rasp

— CG9682

Uninfected_1 Uninfected 2 Uninfected 3 Uninfected 4 wMelCS112 1 wMelCS112 2 wMelCS112 3 wMelPlus_1 wMelPlus_2 wMelPlus_3



