Supplementary Figures:

Supplementary Figure S1:
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Supplementary Figure S1A: Volcano plot of the distribution of all differentially expressed genes captured by global expression (n=535;
Filtered at Fold Change: +/-1.5" p value <0.05), total 361 upregulated genes (red dots) and 174 downregulated genes (green dots). In a
volcano plot, the most upregulated genes are towards the right, the most downregulated genes are towards the left, and the most
statistically significant genes are towards the top. Figure S1B: Common genes observed by TLDA.
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Supplementary Figure S2: Role of TGFB1 in Hepatic Fibrosis Signaling Pathway. The data was generated using Ingenuity Pathway
Analysis (IPA) from QIAGEN, USA, March 2023 Release, and incorporated the relative gene expression levels measured in the patients'
group.[*]



