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Figure S1. STORM images of individual CENP-A domains in U2OS metaphase chromosomes. 

Scale Bar: 200 nm. 

  



 

 

 

 

 

 

 

 

 

 

 

Figure S2. Feret’s diameter of the CENP-A domain in HCT-116 and U2OS cells. The dots in this 

figure represent the values from the individual measurements. 

  



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S3. Circularity of the CENP-A domain in HCT-116 and U2OS cells. The dots in this 

figure represent the values from the individual measurements. 

 

 

 

 

 

 

 

 

 

  



 

Figure S4. 3D STORM data of CENP-A domains on mitotic chromosomes. Overall, the size 

and shape of the domain is similar within the plane of the glass slide as perpendicular to the 

glass slide. Scale Bar: 200 nm. 

 

 

 

 

 

 

 

 

 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S5. Evaluation of the uniformity of labeling of the genome by Alexa-647-EdU. (A) 

Hoeschst labeling (10 min, 5 µg/ml) of the genome gives a global view of the genome in the 

nucleus. After the click reaction there is, overall, a high overlap with the Hoeschst signal. (B) 

The scatter plot of the intensity profile reveals a high correlation between the conventional 

images of the nucleus before and after the click reaction.    

 

 

 

 

 

 

 

 

 

 

 



 

Figure S6. The detection number statistics for Atto 488 fluorophores and 488-labeled DNA. (A) 

STORM image of Atto 488 fluorophores is shown on the left and the temporal evolution of the 

detections is presented on the right. The value of NFeq shown in the right is the average from all 

measurements. Scale bar: 400 nm. (B) An example of the temporal evolution of the number of 

detections of Atto 488-labeled DNA that overlaps a CENP-A domain. The value of NFeq shown 

in the inset represents the average value from all measurements. 

 

 

 

 

 

 

 

 



 

 

 

 

 

 

 

 

 

 

 

Figure S7. Identification of individual 150 nm domains in STORM images of the mitotic chro-

mosomes. Shown are original images (left) and segmented images (right) that identify the 150 

nm domains in images of U2OS mitotic chromosomes. Scale Bar: 200 nm 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 


