
Table S3. Bibliographic search for the selection of internal reference genes in periprostatic adipose tissues. 
Unless otherwise indicated, studies are referred to human tissues. 

Ref. Tissue  Evaluated genes 
[1] Adipocytes ACTB, B2M, GAPDH, HMBS 
[2] Adipocytes GAPDH, GUSB 
[3] AT - not specified ACTB, B2M, GAPDH, GUSB, LRP10, RPLP0, YWHAZ 
[4] AT - not specified (mouse) G6PD 
[5] AT - not specified (mouse) ACTB, GAPDH, HSP90AB1 
[6] AT - not specified (mouse) ACTB, B2M 
[7] BAT B2M, GAPDH, IPO8, GUSB, HMBS, LRP10, PGK1, RPLP0, YWHAZ 
[8] BAT, PGAT (mouse) ACTB, B2M, PPIG 
[9] BAT, PGAT, SAT (mouse) GAPDH 

[10] BAT, WAT ACTB, GAPDH 
[11] EPAT ACTB, B2M, GAPDH, RPLP0, PPIG 
[12] EPAT, PRAT, iWAT, BAT (mouse) ACTB, B2M, GAPDH, RPLP0, PPIG, YWHAZ 
[13] iWAT (mouse) B2M, HMBS 
[14] SAT, OMAT ACTB, B2M, GAPDH, HMBS, IPO8, RPLP0, PGK1, YWHAZ 
[15] SAT, OMAT ACTB, B2M, GAPDH, GUSB, PGK1, RPLP0 
[[16] SAT, PGAT (mouse) ACTB, B2M, GAPDH, GUSB 
[17] SAT, VAT (rat) ACTB, B2M, GAPDH, HSP90AB1, GUSB 
[18] Universal RPS13 
[19] Universal ACTB, B2M, GAPDH, RPS13 
[20] Universal ACTB, B2M, GAPDH, G6PD, GUSB, HMBS, IPO8, RPLP0, RPS13 
[21] Universal RPLP0 

AT – Adipose Tissue; BAT – Brown Adipose Tissue; iWAT – Inguinal White Adipose Tissue; SAT – Subcutaneous Adipose Tissue; VAT – 
Visceral Adipose Tissue; EPAT – Epididymal Adipose Tissue; PRAT – Perirenal Adipose Tissue; OMAT – Omental Adipose Tissue; PGAT 
– Perigonadal Adipose Tissue; EPAT – Epicardial Adipose Tissue; WAT – White Adipose Tissue 
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