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Table S1. The CDS of the gene encoding PsbS (GenBank accession number OR604507).

>L.incisa-PsbS, CDS
ATGCAGACAAGTCCGTTCACAACCAGCCGCAGCAGCCTATCGGCCAAATCAAACGTGGCC
CAGAGACTGGCAGCCCCTCTGCGACCGGCAGTCGTCCCACACAGGATGCGCCTGGCGCCG
ACCGCTGCCCTGAAGAGCAAGGTCAAGTACGACCCCAGCGCCAAGACAGTTGACAGCCCT
GTATCAGCTTTCACACGACGCCGTGAGGTTTTCGTGGGCAGAACCGCTATGGGTGGCTTC
CTGGCAGCGGTGATTGGCGAGCTATTGACCGGCAAGGGCCCCATCGGCCAGCTGAGCCTG
GAGCTTGGTGTGGACCCTGGCCTCATCAACATCTTCTTCCTGGGTCTCGTCGCCGTCAAC
TTCGTGACTGCACTGTTCCCCGGCAGCCCTACCTTCAGCGAGTCCAACCAGCAGGACGTG
CGCAAGCGCCCGTCAGGCCCCATCCAGAAGCCTCAGAAGACCAGCGCAGCAGACCGACET
GACCGCTTCTTCGGCACATCTAGCCAGTTTGGCTTCACGAAGAAGAACGAGCTGTTTGTG
GGCCGCACTGCCATGATTGGCTTCGCCTCCGCCCTCATCGGCGAGAAGCTGACAGGCGGC
AAGGGCCCCTTGGGCCAGCTCGGCGTGCCGCTCGGTTTGGAGCTCAACCCCACCTACGGA
TGGGTTGGCCTCGCAGTCTGGGTGGGCTTCTTCCTAGTCGCTGCAATTGGCTACGGCAAC
TTTGGCCAGCAGGAGGGTGATGAGGAGATCTACTAG

Table S2. The sequence of contig containing these fragments of the gene encoding (GenBank
accession number OR604506).

> 11925 1

CTCCCCCACAAGGTACAAAACGATCCTTCCCTTAGCATTCATACAAGTGTAATATGCATA
CTGACAATGAAGGGTCAGCTGTTTGTACCGGTACACACAATAGGTCTGTTGTCGTTTACA
CTATTTTACCTTGTGAAGGTGGATTAGCAGTTGGTTGTGCAGTGTACAAGAAGCAATGGT
GTGGAGAAAGTGCAGAATCTGGGTTGACCAGATGTGTGAGTATGTTTGCTGAGATATGCC
ATTCTGTTGGACCCGCTTTACAGGTGCTTACAGTGTGACAACAGCAGACCACTCACTATA
GCACGGTAAGAGTGTTGACTTCCTCACAGACTACCATCTTCGTCACTCACCATCTCTCCA
CAAACTATACTCTACTGGCAATGGACACATATGACTTCGAAGCTGCATATACACAGACTA
AACTTGACAGCAGCTCTACTGACAACATCGTACATGACCGTACAAGTTGTTCGACATCAG
TTCCTCACTGTCACACTGTATACTCAGCGTCTTATAATTCAAGCTGCCTCATGGCCTCAT
GGCATCAACATTGAACCTTGCAGTGTTTAAATCGAGCTAGTAGATCTCCTCATCACCCTC
CTGCTGGCCAAAGTTGCCGTAGCCAATTGCAGCGACTGCAGTGTACACGCACGACCCAAT
AAGCGACAGCAAGTTGCAAATTGAATTCCATGACGGAAATCACTTCCGATTTCCGTCATG
GAAATCACAGACACAACCAGGCAAAGAGAAGATTCAGCGATGGGCTGCACCACCTCAAAG
CAAGCAAGCCATTCACAGCTTTCAGTCTCACCTAGGAAGAAGCCCACCCAGACTGCGAGG
CCAACCCATCCGTAGGTGGGGTTGAGCTCCAAACCGAGCGGCACGCCGAGCTGGCCCAAG
GGGCCCTTGCCGCCTGTCAGCTTCTCGCCGATGAGGGCGGAGGCGAAGCCAATCATGGCA
GTGCGGCCCACAAACAGCTCGTTCTTCTTCGTGAAGCCAAACTGGCTAGATGTGCCGAAG
AAGCGCTGCGACACAGACAGGGTTGAGTGAGAACCGCAATGAGTATGTGATTATACTGAG
CAACGGCAGTCAAGCCCTTCAACAACAAGGACCAGCACAAGACAGACTAGTATGAAGCAG
TTTGCATGTTTAAAGATACCACCAAGATATCACCAAGTAAGAGACATTACAAGCAGGTAG
CACTAACCATCAGGGCACAGCTGGCTGTAGGGCACCTGCACCCTAGCCACTGTGGACACA
TCCACAACTCGATTATGTTAGGGTTGTGCGTGACCGACCAAGTACTCACGTCAGGTCGGT
CTGCTGCGCTGGTCTTCTGAGGCTTCTGGATGGGGCCTGACGGGCGCTTGCGCACGTCCT
GCTGGTTGGACTCGCTGAAGGTAGGGCTGCCGGGGAACAGTGCAGTCACGAAGTTGACGG
CGACGAGACCCAGGAAGAAGATGTTGATGAGGCCAGGGTCCACACCAAGCTCCAGGCTCA
GCTGGCCGATGGGGCCCTTGCCGGTCAATAGCTGCAGGACAGCCAGGCCAACAGTCAGCT
TTGTGTGACAACAACACAAAGCACTGCTGGTAACTGACAGCAACTTGGTGTAACAAAAAG
GCCTATTGCTGGCTTTTCACACAAGGCTCCTGAAGGTAGCTAACTATGTTCTTCAAGGTA
AGGTTCGTAGATGAACTGCACCAGCACTGAAAAAGATTTGAGGCAAATCGAAAGCTTATA
AGCATAAATGACCAACGGTTCCAACCGCCCTTACCTCGCCAATCACCGCTGCCAGGAAGC
CACCCATAGCGGTTCTGCCCACGAAAACCTCACGGCGTCGTGTGAAAGCTGATACAGGGC
TGTCAACTGTCTTGGCGCTGGGGTCGTACTTGACCTGAGCACATCAGATCGGCAACGGTT
GTAAGTAAGCAAGCCCGTAACGTCAGGGTGCACTTGCTGGTGTGGCAAGCAGGATCCCAA
CTCGCACTGGCGACAGCTACGTCGATGGACATGCTGCAGGGTTTTGTACCTACGACCCGA
CTTCCCAACCCAGATCAAAACCCACGTCGCCAACGAACGACTCAAGTAAGCTATGGATAG



TGAGTTCACGCCCTGTCCACTCCTATACAAGCGGGAAGGCCGATACAGCCACGTCTTGCT
ACCTGCTTGGGCCCGCTCGAAGTACGGCATGTACTGACCTTGCTCTTCAGGGCAGCGGTC
GGCGCCAGGCGCATCCTGTGTGGGACGACTGCCGGTCGCAGAGGGGCTGCCAGTCTCTGG
GCCACGTTTGATTTGGCCGATAGGCTGCTGCGGCTGGTTGTGAACGGACTTGTCTGCATA
AGAGCCATCGTCTGCATTGCTCTAGTAGCCGTTTGATCTGTAGGTTATGTCAGTGCGTCG
AGGATGGCAGTTGGTTGTATGTATGCGTTGAGTATGTTCAGCTGGTTTGTCTGAAGGCTG
CTTGTTTTGGGGGAGACTGTCAGCGGTCTTTCAGGGGCTTCGCGCAAGGGTCAATCCCCA
AGGGTTTGCCAGGAAGTGACGTGGGCTCCTACCAGTGGTCGAAGGAGTTGTTTAGAAGGG
GTGCTGAAAATGCACGTAAATGTCGAGGTTGCGCCCAGCAGCCAGTTGAGCGGAACCTGG
CGAACTGGTTCAGCCTCTCCCAAGTACTGGGACAGTCGGTTGATGTCAACATCGCATGGG
TCTGTGCGCGATCAGGACTGCATGGCACCTGAAGGCCCCTGTTTCTGGCATGCCAAGTGG
GGCACGGGAACCAACATGCCACAGTGTATGCTTGTGGGCAGCTGGTTCTGGTGCGCCTGG
CCTGTTGATCCTGGCAGTTTGACCTGTCGGCCCCTAACAGCATGCAACGGCTGAGGGCGA
AGGGCGAACGATCCTCATTAGCCCTCAAGCACATGCTGTACTAAGGACTGTACGGACCTT
AANGGACTGGTACGTCCCTTGCAGCATGTGTCGATCGCGTGTGATGCATGGGAAGCACGC
TTGTGATGGTGGTGGGGCGGCAGCCGGCATACCATCCGCAAGCAAGCATATGAAGTCTAT
CTTCTTAGTTCTTATAGGTTACAGCTAGAGTACTGACACACATACAACGTGTCACTAGCT
GTTTGTGTTCTGCTGGCATGCTTGCTTCGCATGGAACCCGAACGGCCCAACCCTTTTATT
GCGAGAATGCGAGCACTGCTGGGTCCAAACACATCTATAAACTTGCTGTCAATTTTACAC
ACAGAATGGAGCTAAGTCTGAACTTTTGGAGCACGACAAACCACAACCAAAACCTTGACA
TTCAATGCTCAATACTAGTCAATGCCAGCTGACAGGGCTCGGCAGCGCGAACTCATACAT
TTATTTGCCGTATACAGCCTACTTGTCATATCACTGTCAGTTAACGACGGCTGTGCACTC
TTTCAAGGACAACAAAGGCACCTTTGCCACTTGCAGAAGTGTCACACAGCCAACCGCGAT
GGCGCTAGCTGCAAATCTGCTGCCCGATGCTTGCCGATCATCCGGTGGTCATGCGATGTC
AGGGTGGAGCAAGCAAGTAGCACTGGGCTACAT
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Fig. S1. Alignment of PsbS protein sequences from L. incisa, four other species of Chlorophyta, and a
higher plant S. oleracea. The sequences of L. incisa—PsbS is predicted in this work, the other sequences
are taken from GenBank (https://www.ncbi.nlm.nih.gov/genbank/) and Phytozome databases
(https://phytozome-next.jgi.doe.gov/). Highly conservative sites are marked with a green background.



