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Homo sapiens 878
Pan troglodytes 878
Gorilla gorilla 878
Macaca fascicularis 878
Papio anubis 878
Chlorocebus sabaeus 878
Colobus angolensis 878
Callithrix jacchus 878
Saimiri boliviensis : 878
Ochotona princeps 878
Mus musculus 878
Nannospalax galili 811
Heterocephalus glaber 877
Octodon degus 881
Canis lupus 883
Delphinapterus leucas 878
Capra hircus 878
Camelus dromedarius 878
Pteropus alecto 878
Myotis lucifugus 878
Erinaceus europaeus 878
Echinops telfairi 885
Chrysochloris asiatica 878
Elephantulus edwardii 878
Monodelphis domestica 884
Serinus canaria 899
Lepidothrix coronata 899
Falco peregrinus 899
Aquila chrysaetos 878
Aptenodytes forsteri 899
Pygoscelis adeliae 903
Egretta garzetta 941
Coturnix japonica 900
Gallus gallus 870
Apteryx australis 878
Chrysemys picta 899
Pelodiscus sinensis 897
Anolis carolinensis 903
Xenopus tropicalis 890
Latimeria chalumnae ;878
Oryzias latipes 886
Oreochromis niloticus 890
Esox lucius : 888
Lepisosteus oculatus 701
Rhincodon typus 577

Figure S1. Extended evolutionary conservation analysis of mGIuR1 regions harboring the amino acid
substitution p.Thr824Arg across 45 species of vertebrates.



