Supplemental Table S1. Prediction of conserved structural domains of FLA proteins in P,

deltoids.

Name

Precursor protein backbones

PdeFLA1

MSLKSSSLFALCFSSFLLENTVRASNITQILSQYPDFSTFSSYLTQTQLAGEINS
RQTITVLVVENGNMSPLSGKPNGEIKNVLSGHVILDYYDVAKLQKLQNKTA

MLTTLFQSSGQAKGQQGFLNVTVLGANSVAFGSAVPGSSLSSNLVKSVSSQP
YNISVLQVSNIIVPAGTGNTNSTTEBVPVGPPK THEBA SEENK PPSTSNPPPRP
BBrTADGPAADSEEBSEEA MDGPIA ABAADGSLADEESDLK SDASVINTGNN
LALLALILLSAFVLA

PdeFLA2

MERLQHLLISLYLLILSINLTTITAQSBABABABEGP TNLGNTNNGLTILAPSDSA
FSALKTGTLRTLTDQEKVELMQFHIVPMFISSSQFDTVSSPLKTHAGSGARFQ
LNVTASGNSLNISTGLTNTTISDTVYTDTHLAIYQVDKVLLPLDIF§KPPPPH
BABREK 1 K EESEBBDDAVSKKDISSAVSFVMHHDTVFFIVGTV VAISFSL

PdeFLA3

MOQLTVLLSLLFLESTATTITYGHNITSILGQHPSLSTFNHYLTLTHLAGEINRRT
TITVCVVDNAAMSEILSKKPSISTIKNILSLHVLLDYFGTKKLHQIRDGTALAA
TMFQATGS.GSTGFVNITDVKGGKVAFGPKDNGGNLDVFYVKSVEEIPYNI
SVIQISKLLPSDVAA-EPSAMNITDIMSAHGCKVFADTLIANPDASKTYQ
DTIDGGLTVFCPLDDPFKAFLPKFKNLTASGKESLLQFFGVPVYQSLAMLKS
NNGIMNTLATNGDKKFDFTVQNDGEDVTLKTRGTTAKIVGTLIDEQPLAIYS

IDKVLLPKELFKAAL ESBSBEEE - A ADBBK SSKHKKPSADDEESDERA DEBD
GDAADQTADDNASVRLDGGRLVAMVLSLCLGLLML

PdeFLA4

MAKYLFSFLLELETTTTATS TENPICTFSEIBSE TS ATHEMEEE TN TNTNIA LER

THEESE 1 T PEEAESSEEEE NN TTTTTUEB T THE S TR P TNk I TLEE THEES LA

BB 181 GrEBEBEE s sSTFTTIE TFD PEBEBEE TNSSIFTATFSSLPPBBS THl

IQ QDDLKFVFQEQIYNIIDAILGTGDFKNWANALSMADSTTFPISATFFIPSDN
SLSPITTSADPDIFPYHIVPQRLSFADLQQFKTFSRLPTLLFDKSILITNNSASHF

TLDGSRLTHPDIYTNAAITVHGIDNLLDHSVYGTESGKNSSKPDAVGPPPlRA
BBBRPEBRTFVPSTADDEEFTVHQHGESDAACLCTEVWTVFLVLCVALASKF
QRMILVH

PdeFLAS

MMGLCSICSKAASBBABIENE s sSEABABABIEE v K PSLSNLTQDQVKQLILFH
ALPHYYALADFKNLSQVSPVSTFAGAGGYALNFTDVSGTVHLDSGWSKTKV

SSSVHSTDPVAVYQVDKVLFLRRYLVLIY PEBMBABABETSLAADBBSSDSTGD
GSAPGTSLQILLIGSLV

PdeFLA6

MEFSMIIMFSSTLVFLCTPVAYAQTA ATBPAPTRIRS SSPAPAPAPTEP v VSLTDL
LSVAGPFHTFLSYLESTKVVDTFQNQANNTDEGITIFKPSLSNLTQDQVKQLI

LFHALPHY YALADFKNLSQVSPVSTFAGAGGYALNFTDVSGTVHLDSGWSK
TKVSSSVHSTDPVAVYQVDKVLLPEAIFGADIPPEBSBEBABE TSLAADBESSD
STGDGSEBGTEBENSSYRIFGVDVWSQLVLALIGVLVVFL

PdeFLA7

MISILAQERLLGAALGAAFAGFIVYEQRKRIYQSIBBEHPQSQLREPIFGKQFR
SEFELSWNKAVDQTFGPLVASLNSRQEBA ABBvVMPPPTHEE VK EBE B OBES
AQVATEEGPVDVIKILQKAGHFTVFVRLMQATTEDTELNKELNK TNNGITIFA
PSDSAFSSLKAGFLNALSDEDK TELVKFHVLPALISSSQFQTVSNPVRTQAGT




GPRVTLNVTTTGNFVNITTGLTNTSISGTVYTDSQLAIYQIDKVLFPLDIFBK
PAEBEBAB: | GKPRKABBGVESETBK DNSGALTPLILHDNALLLAVSCMVAA
IFS

PdeFLAS

MESSPKLSILLILSLSIIISSTSIDGVETTTFSSNL.Q.QPQISTSDHFHDHSFSS
HTNLL.ILSHLGFTQLAMAVPSLPADSTTTAWSGPSTLFAPSDSSLRTCFSCS
IPDLLHEHIVPGLFSIDYLRKLAFGTKIETLSPGRCITVTSTSLKNDSATPSTVK
VFIGGVEITHPDLFNNGVLIIHGIRGYI.L.FSCDFERLSSLSFPFQEGV.H
VTSTTHQQGIGTLVQPAIMRLMLRDAMLRLRSNGFTILSLAMRVKYPELTNL
VNMTVFALDDVSIFSGSHGYISSVRFHIVPNHYLSTADLERLPVGATLPTLER
GQALVVTSAGGLTGFNTAVPMRINY VRVKVPDVMRNLKIVVHAVYLPFPRIH
PTSAAAFDEMMGIGGEGQNIVAAEDAACSAVFEEDGSCGMVPPMPAQVKPS
VVVRSDEDHHGL

PdeFLA9

MRKQLLSPFVPFLMFEFLY SSTTVAQEBSEAESGPTNITAILEKAGQFTTLIRLM

KSTQEADQINTQLNNSNQGLTVFAPPDNAFTNLKAGTLNSLSDQQKVQLVQ

FHIIPNFFSMSSFQTVSNPLRTQAGNSADGEFPLNVTTSGNQVNITTGVNTAT

VANTIFTDGQLVVYQVDQVLLPLDLFGTAA NBSBEESK PDKDVPAKEEAGSK
ADASVDSSESKGVDEEM

PdeFLA10

MARINPAISQI.TTTLTYFLLLLLTTTTTI.ILAITNLTALLSSFPDFSSFTSLL

AS.SITSDLSNRSALTLLVIPNSYLSSSLDLTRRL.SSLTDLLRYHILLQYLSS
SDLHQLPPAGALITTLFQTTGRASSNFGSVNITRNPVTNAITIS-FSSSNAT
VLSLIKTLPYNVSIISVNSLLVPY GFDLMASETRPSLGLNITKALLDGRSFFVA
ASLLSASGVVQEFEADEGGAGITLFVPTDSAFSDLSETDVSLQSLPADKKAD
VLKFHVLHSYYPLGSLESIVNPVQPTLATEDMGAGSFTLNISRANGSVAIDSG
IVLASVTQTVFDQNPVAIFGVSKVLLPKEIFGRNPVLTSKPGNSDMGNALPPA
VAL.ES.KMLSS.GVREENSGVGGLQRFSTLPLLCALVVWYCI

PdeFLA11

MDSHICGVSKKTLFLFTLECLSVSSISAL PHQNK TGNSTGTGQMINSNSVLVA
LLDSHYTELAELVEKALLLQTLEEAVGKHNITIFAPRNEALERQLDPEFKRFL
LEPGNLKSLQTLVLFHIIPQRVGSNDWPGHKSNPSRHTTLCNDHLHLITKNSG
KKVVGSAELTRPDDVTRPDGVIHGIEQLLVPQSVQEDFNRRRNLRSISAVLPE
GBEVDPRTHRLKKPEPPVRAGEBEVLPIY DAMBEGPSL BEEBEBGPGGPHH

HFDGESQVKDFIQTLLLY GGYNEMADILVNLTSLATEMGRLVSEGYVLTVLA
PNDEAMAKLTTDQLSEPGAPEQIIY YHIIPEYQTEESMYNAVRRFGKIGYDTL
RLPHKVAAQEADGSVKFGSGDGSAYLFDPDIYTDGRISVQGIDGVLFPEVEK
ESTSVKKSVSAVKVATTKPRRGKLMEVACIMLGTLGQDSRFTTCQ

PdeFLA12

MIHQYCHCYCWLKTLSNYRKLSTLLFIPYITRPHILICRLRNSFSTMNEBSTYF
WSTSLHAYKGLCIISFEFKHK GSDNNNKEGFGFIFLAKMDSKASSLLFIAFLC
LISTSTAFNITKILAQYPEFANFNDLLSQSGLAQEMNSRQTITVLVLDNGSIDG
LSGRPLDIAKRILSAHVILDY YDQIKLSKLQKASTIVTTLY QASGVADNRQGF
LNISRTAEGIKFGSAMKGEBLVASLVKSIYSQPYNISVLQVSEPIEBGIENMER
BrrPGTAAVPKK SBEBEES T BB A BB 1A K lBA KSRA KB sK BBEBSK EGPSl
TEMBAEGPVAADGPVAAGGPVADVPADBEEADTEVAEEEMBAVEBBAK AASSRM
HVAGATVVIGLFACIMGF

PdeFLA13

MAPSPPCIHIFFASILCEESNEHEGESSSSSSSTLQENHSNGSYSGQINSNSVLVA
LLDSHYTELAELVEKALLLQTLEDAVGKHNITIFAPRNEALERDLDPEFKRIN




LSHNSSLHHHSTLCRDRIKLGSQSGEKLIDSAKIIQVNAVERPDGVIHGIERLL
IPRSVQQDFNNRRSLQSISAVK PEGIEBEVDPRTHR LK K FSBRA K PGS VLPIY
DAMBBGPSLEBEBEEGPGGPHHHFNGERQVKDFIETLLLY GGYNEMADILV
NLTSLATEMGRLVSEGY VLTVLAPNDEAMAKLTTDQLSEPGAPEQIIY YHVIP
EYQTEESMYNAVRRFGKISYDTLRLPHKVLAQEADGSVKFGHAENSAYLFD
PDIYTDGRISVQGIDGVLFPLEEKEKSDTKTEMKSVKVAAKPQRRGKLLEVA
CRMLGTFGQDSHFTTCQ

PdeFLA14

MYFFYSVQHRPHLCPTMQPFILLFWLLFLHTCSQTFCQBBA QBBAATQTK BB

VEBBPPAGPTDTIQILLKAGRFLSFVRLMKATHVDTQLFSQLNSSTDGITMFAP
NDNAFTSLVAGAVGSLNDREKLEFVQFHILPRFLSISDFQTLSNPVKTLAGSD

RKFPLTITTSDNSVTVSSGLTKTSLSNTIYTDKQVAIYEINKVLVPRDLFPPEBE
BBEE A K PLAEPDPVEBRDASSALVIAWQHRVNVVLFGAGLYIAALVMDP

PdeFLA15

MRQRSEVIVLESLVEFFEHCTRTLCQFRA A BEAMEBBEK BB v K BBEA DSSQEES A
QVATEBGPVDVNKILQKAGHFTVFARLMQATTEDTELNKELNTTNNGITILA

PTDNAFSSLKAGFLNSLSDEDKTELVKFHVLPAFISTSQFQTVSNPVRTQAGT
GPRVTLNVTTTGNFVNISSGLTNTSISGTVYTDSQLAIYQLDKVLFPLDIFIBK
PHEBABEPA LGKPKKABBDAESBSEBK DISGAPALLFLLNNALVLAVSCAFGA

MIYS

PdeFLA16

MATALSSENIFFTFLLVSTFHEGESFSALQENHSNGTYSGQINSNSVLVALLDS
HYTELSELVEKALLLQTLEDAVGKHNITIFAPKNEALERDLDPEFKRFLLEPG
NLKSLQTLLLYHIVPNRINPSHNSSLQHHSTLCRDRVKLSSQESGEKLIDSAKI
IQVNAVERPDGVIHGIERLLIPRSVQQDFNNRRSLQSISAVKPEGHBEVDPRTH
RLKKPEBBAK PGSEBVLPIY DAMBBGPSLEBEBEBGPGGPHHHFNGEKQVKD
FIETLLLYGGYNEMADILVNLTSLATEMGRLVSEGY VLTVLAPNDEAMAKLT
TDQLSEPGAPEQIIY YHVIPEYQTEESMYNAVRRFGKISYDTLRLPHKVLAEE
ADGSVKFGHPENSAYLFDPDIYTDGRISVQGIDGVLFPLEEKEKSGPKRKLR
ALRLLLSHKGEGGCLKWLAGCLGHLDKIHIEBHASK

PdeFLA17

MQRETILLSELFLLSTSTTFTRGHNITHILGKHPSFSTENHYLTLTHLAGEINSR
TTITVCAVDNAAMSELLSKHPSIATIKNILSLHVLLDYFGTKKLHQIREGTAL
AATMFQATGSEBGSTGFVNITDVKGGK VAFGPEDNEGNLDVFY VKSLEEIPY
NISVIQISKVLPSDVAABBIBEPSAMNITDIMSAHGCK VFAGTLIANPEASKTY
QDNIDGGLTVFCPLDDPFKAFFPKFKNLTASGK VSFLEFFGVPIYQSLAMLKS
NNGIMNTLATDGEKKFDFTVQNDGEDVTLK TRSITAKIVGTLIDEQPLAIYTI
DKVLLPKELFKA NERBABABAE: K £ vA DEBK SSKHKKPSSDVVPSDERA DEBD
GDLADQTADDNASVTLYGGRLVAMVLSLCSGLLLL

PdeFLA18

MKHHFSVELFPAIFCLEHCTQTES Ol TABEA K MBA A A SEBBPAATSSAQABER
VMVPVQVSKGPVNVIKILQKAGGFAVFIRLIKSTQEDIQVFSQLNDSRDGVTI
FAPTDGAFSAIIKSGSGSRFALNVITTENMVNVTSGLTNTSVSAIVYTDSQLAI
YQVDKVLLPLDIHEEK A LSESBEBEK PK K DDGAESBLVPEDTSSSVSCIPLNSL
[IFGAGMVAAVFTL

PdeFLA19

MVPOFLESFSEIISFEDHCPPTIAQSEA ABMBGPPGPTNVTKILEK GGQFSVFIR
LLKATQEDVTLNGQLNNTNNAITIFAPSDNAFSSLKSGTLNSLNDQEKAELV
QFHIIPQYLSSSQFQTVSNPLTTQAGSGGRLELNVTTTGNSVNITTGLTNTSVS
GTIYTDNQLAVYQVDKVLLPVDIFBK PPBEBABEK PKKRSKAAESEDEEED




NSGAVSLTVLNDVVFFGVGIVAAIFSL

PdeFLA20

MKQQYYSLFSFSFFLLFLHCTTTFAQTERA AlRA QEBAV VA AQPHGITNVTKIL
EKAGHFTIFIRLLRSTQEENHLFSALNDSSSGVTIFAPTDSAFSELKSGTLNTLS
DGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTGNRLPLNVTSYPNSVNI
TTGLTNTSLSGTVYTDNQLAIYKIEK VLLPKDIFA SK SIBSBAE VEBEBE K STK A
VPAATAESEVIBBVDTSSALMFTQNHVVGSVAIFAAAMFAL

PdeFLA21

MATTPLSFFLLSELLSESESENAQA QIBIABABEE S GP VNFTAVLVK GGQFATL
IRLLNSTQTLNQIENQLNSSSEGMTIFAPTDNAFNNLKAGALNGLNQQEQVQ
LLQYHTLPKFYTMSNLLLVSNPVPTQASGQDGVWGLNFTGQSNQVNVSTGL
VEVQINNALRQDSPLAVYPVDKVLLPEALFGVKPPTABBBEESSKSNSTVAAA
EPSTSKNSAGGRNVALGLVVGLGLVCMGILS

PdeFLA22

MKQQHSLSSFSFFLELEHCANTFAQREA AllBA QBBA AVVAQPPAABTQAAQP
HGITNVTKILEKAGHFTIFIRLLRSTQEENHLFSALNDSSSGVTIFAPTDSAFSE
LKSGTLNTLSDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTGSRLPLN
VTSYPNSVNITTGLTNTSLSGTVYTDNQLAIYKIEKVLLPKDIFASK EBSBEEv
BBABE K PTK AVPSANVESE VBBV DISSAVTFMHNNVVGSLVIVAAAMFACNV
EGF

PdeFLA23

MASC SHWWH.VYFIASAVLAFIAISTAMN.SNNATRPTRP TSNYLSLNAS
RTLRESGFNIMATLLLI.EMFFL.NTTIFAIKD SSLVNTSLPPWFLKNLLQYH
TSPLKLSMEDVFKKPQGSCFPTLVDRKKLAVTKIDAKERLAEINHVLVSHPD
MVLERRITIHGVL.FS SLRSKDVYF GWESIQ.ICDANSSLVSDANGPRIILE
WTRIIHLLSSHRFVSFAIGLNSVLDRILADHKNLSSVTIFAPPELEFVASSSPML
EKIVRLHILPQRATYIELAALPDKQRLRTLLPDEDLKITKGVGVTQGLAINGV
ETAAPEIFSSKEFIVHGITQAFKMAKFPNASR

PdeFLA24

MATLQYSELLSFTLSALVSTIEAHNITDILSGFPEY SEFNKYLTQTKLADEINT
RQTITVLALNNGAMTALAAKHPLSVIKNALSLLVVLDYYDPTKLHQISKGTT
LSTTLY QTTGNEBGNLGFVNITDLQGGK VGFGSAMBGSKLDSSYTKSVKQV

PYNISILEISQPIEBGILTIBEBEESS VNITALLEKAGCKTFASLLQTSGVIKTYQ
SAADKGLTIFAPNDEAFKAAGVPDLSKLTNAEIVSLLQYHATATY SPFGSLKT
SKDPISTLASNGAGKFDLTVTSAGDSVTLHTGIGPSRVAETVLDSTPLVIFTVD

NVLLPVELFGK HESBERA GEPV S HESBSBSE VA SSEREA s v EBBSEL A A SEREEE

VERRGGERADEBFGSENSTADGSAAVHVSVPVQVTVFATVICSILMS

PdeFLA25

MKFSMIIVESSTELFSCTPLAYAQK vA SEEBIBIESEABABSEE v VN L TDLLSV
AGPFHNFLNYLESTKVIDTFQNQANNTDEGITIFVPKDDAFKNLKKASLSNL
TQDQLKQLILFHALPHYYSLSDFKNLSHVSPVSTFAGAGGYALNFTDTSGTV
HLDSGWSKTKVSSSVHSTDPVAIYQVDKVLLPEAIFGTDIPPIESBSEAED 188
TADBBTSDDSAGAGSEEGKEBENSSYRINGVGIWSQLVLAIAGVLVLFL

PdeFLA26

MPRSLPLLALAISLVLIASTTTVNAHNITRILAKHPQFSTFNHYLTVTHLAAEI

NRRQTITVLALDNAAMSSLISKQLSVYTLRNVLSLHVLVDYFGTRKLHQITN
GTELTATMFQATGSHEBGASGY VNITDLNGGKVAFGAEDNDGKLDAVY VKSL
EEIPYNISILQISQPLNSAEAEMETABBTLNVTAILSNQGCKAFSDLLIASGAHT
TFEENVDGGLTVFCPTDPVINGFMPK YKNLTAPQKVSLLLYHGIPIYQSLQML
KTSNGIMNTLATNGANKYDFTVQNDGEVVTLETKEPLVVYKINKVCCPGSC
LRRLRRKKHRRLRGEGCADGPNADEEBSDESDDQTADNDNGVNKMGGGRL




AVVARVSFLGW

PdeFLA27

MVPQFLFSASFILFFELHCPPTLAQSEA ABBEBBGP TNV TK VLEK GGQFSVFIR
LLKATQEDVTLNGQLNNTNNAITIFAPSDNAFSSLKSGTLNSLSDQEKAELVQ
FHIIPQFLSSSQFQTVSNPLTTQAGSGGRLELNVTTTGNSVNITTGLTNTSVSG
TIYTDNQLAVYQVDKVLLPLDIFBK PPEBEBABEK SKKRSKAAABBERBADT

SGAVSFTVLNNVVFFGVCMVAAIYSL

PdeFLA28

MDSHIYDVSEKTLFLFTLECFSVASISAL PHQNRTGNSTVAGQMINSNSVLVA
LLDSHYTELAELVEKALLLQTLEEAVGKHNITIFAPKNEALERQLDPEFKRFIL
EPGNLKSLQTLLLFHIIPQRVGSNDWPGHKSNPTRHATLCNDHLHLITKNSG
KKFVGAAVLTRPDDVTRPDGVIHGIERLLVPQSVQEDFNRRRNLRSISAVLPE
GAPEVDPRTHRLKKPEPPVRAGEBBVLPVYDAMBBGPSLERA SBBGPGGPHN
HFDGESQVKDFIQTLLQYGGYNEMADILVNLTSLATEMGRLVSEGY VLTVLA
PNDEAMAKLTTDQLSEPGAPEQITY YHIIPEY QTEESMYNAVRRFGKIGYDTL
RLPHKVVAQEADGSVKFGSGDGSAYLFDPDIYTDGRISVQGIDGVLFPEVEK
ESTSVKKSVSSVKVATTIlIRRGKLMEVACRMLGSLGQDSHFTTCQ

PdeFLA29

MRKQLLSPFVPFEMEFLY SSTTEA QBSEABSGPTNITAILAKAGQFTTLIRLLK
STQEADQINTQLNNSNQGLTVFAPADNSFANLKAGTLNSLSDQQKVQLVQF
HILPNFLSMSNFQTVSNPLRTQAGNSADGEFPLNVTTSGNQVNITTGVNTATV
ANTIYTDGQLVVYQVDQVLLPLDLFGTHBSBABABSK PEKDVPAKBEAGSKE
DASVDSSGASIATVSFGIVLIAAISLKL

PdeFLA30

MSTMEEFEDIDERISSSVIA A SBEFSNAMEILSTSGYLSMALTLEITSKRLHLES
SAATTHEBLDIALARLGQLSVLDLQYHIBBVRLSGYYLDSLPFGTRIPTLLPNH
SLIVTTSLSYFDGKLSINGISIEESALVDFGSLIIFGTSEFFNSSLEISENT FEABAE
BBSE A WMSTFFGQASHLLMPRGY SIMGTFLDAQLFGIKNQTRLTIFAPVDQA

MDAYAKNVSDY SSIFRKHVVPGLFPRQDLEGFNDGTSLPTFSGGFMINLTKS

GDVLVLNSVPVIFPEMYQSDWLIIHGLNQLLMPPLKEEELVGESFSELDGAE

DKPDVLDFDDYVYGHEE

PdeFLA31

MAPINPAISHITPTTTETY FLELEEATT I T TTPILAI TNLTALLSSFPDFSSFTSLIT
SIPSLTSDLSDRSALTLLVIPNSYLSSSLDLTRRLEESALADLLRYHILLQYLSSS
DLHQVPPSGALITTLFQTTGRASSNSGSVNITRNPVTNAITISEBEBFSSSNATV
LSLIMTLPYNVSIISVNSLLVPYGFDLMASETRPTLGLNITKALLDGHSFLVAA
SLLSASGVVQEFEADEGGAGITLFVPTDSAFSDLSATAISLQSLPADKKADVL
KFHVLHSY YPLGSLESIVNPVQPTLATEDMGAGSFTLNISRVNGSVAIDSGIV

QASVTQTVFDQNPVVIFGVSKVLLPKEIFGRNPMLTSKPGNTDMGNAQPPVS
ALBBENBBEKMLSSEBGVREEIKSGVGGLQWLSTLHLLCVVFVCNCI

PdeFLA32

MGPONEMINKSTAKIEEHEEEESEEHOQITTATLTDQELDFALSSLRSYGYTLFP
NAISTSDLRLQLLNQSSNATSTSTFTLFCPPDSLLFSVDLASTAPHYTKSLFLH
VSPSRLSTSDLRNLTAASGGTYIDSLVPNHRLLIANSLAQLNGTVDGSILVNR
VRVSVPDLFLGSDIAVHGLDGILVAGFEDKVEDTSFEAATW.ANAIGSAERN
.LAGRF PARRRKGRNHRQNGRNGGIRRNHRGRRINGGRRHRGGRNVSGG
TRGDGVTHGAFAMYNHRL

PdeFLA33

MEAFTTLLVLLMIKVLVCST.TDIPSRSQDLFVATDEMARANYFSFVMLINM
APLDQKFQGNVTFLMPKDRILSKIRMHPNAVSDFLLRHSIPSPLLFDHLLHIPP
GSLIPSSNPDYMLNISNKGRKSFFLNNVKISSPDLCTAGSSIRCHGIDGVLLVA




TDRHPLPACSNSTERAV VAIBBSESLPLPDIPSFPSSEBEPGAABBTDQEHNPKH
SGSSQLESLSLGGLLKFMATSILLLNARVLYTVGLN

PdeFLA34

MATSPLSEVELSVFLSESCHAQA QSBMMBABAES GPVNFTAVLVK GGQFVTFIS

LENKTQTFNQIENQINSSSEGMTIFAPTDNAFSNLKSGALNGLSQQQQVQLL
QYHMLPKFYSLSNLLLVSNPVPTQASGQEGVWGLNFTGQSNQVNVSTGLVE
VQVNNALRQDFPLAVYPVDKVLLPEELFGAKPPSA-ATKGSSSGKSNSS
DTAAEP.GKNSAGGRNVALGLIFGLGFVSVGILS

PdeFLA35

MKQQSISFFIFLEFLQCTYTFAQERA A MBA QEBAV vASERA ABBTOAABBHGIT

NVTKILEKAGHFTIFIRLLRSTQEENHLFSALNDSSTGLTIFAPTDSAFSELKSG
TLNTLSDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTGNRLPLNVTSY
PNSVNITTGLTNTSLSGTVYTDNQLAIYKIEK VLLPKDIFASNEESBAE AR
EKPAKAVPAANVESBVIEBYDISSAVWFMHNNVVGSVGIVASAVFAL

PdeFLA36

MKQQLISSFSIFLEFEHCANTFAQIPA A BRA QERAV v VEBEPA ABBTQA ABBHG
ITNVTKILEKAGHFTIFIRLLRSTQEESHLFSALNDSSTGLTIFAPTDSAFSELKS
GTLNTLRDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTGSRLPLNVTS
YPNSVNITTGLTNTSLSGTVYTDNQLAIYKIEKGMKKVRVSFFKAKGPKA

PdeFLA37

MASHNVTKILEKAGHFTIFIRLLRSTQEENHLFSALNDSSTGLTIFAPTDSAFS
ELKSGTLNTLSDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTGNRLPL
NVTSYPNSVNITTGLTNTSLSGTVYTDNQLAITYKIEKVLLPKDIFASNEESBAE
VBB EK PAK AVPAANVESEVEBEVDISSAVWFMHNNAVGSVGIVAAAVFAL

PdeFLA38

MKQQSISSFFIFLFFLQCTYTFAQSRA A MEA QEBAV vV VAQPPAATRA QA A

GITNVTKILEKAGHFTIFIRLLRSTQEENHLFSALNDSSTGLTIFAPTDSAFSEL
KSGTLNTLSDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTGSRLPLNV
TSYPNSVNITTGLTNTSLSGTVYTDNQLAIYKIEK VLLPKDIFA SN EESEEE B
BAB:K PAK AVPAANVESEVIE Y DISSAVWFMHNNVVGSVGIVASAVFAL

PdeFLA39

MPRSLPLLALAISLVLIASTTTVNAHNITRILAKHPQFSTFNHYLTVTHLAAEI

NRRQTITVLALDNAAMSSLISKQLSVYTLRNVLSLHVLVDYFGTRKLHQITN
GTELTATMFQATGSHEBGASGY VNITDLNGGK VAFGAEDNDGKLDAVY VKSL
EEIPYNISILQISQPLNSAEAESMBETABBTLNVTAILSNQGCKAFSDLLIASGAHT
TFEENVDGGLTVFCPTDPVINGFMPKYKNLTAPQKVSLLLY HGIPTYQSLQML
KTSNGIMNTLATNGANKYDFTVQNDGEVVTLETKVTTATITGTVKDEEPLV
VYKINKVLLPRELFK ABBEK K BEBBK GEKDVADGPNADEEBSDESDDQTADN
DNGVNKMGGGRLAVVAPSFFFGVVMFFLFD

PdeFLA40

MRQQYVFTTLTLLILFSLSCSTTLAQMEA LBl SGP TNV TKILEK AGQFTLFI

RLLKSTQVANQLLGQLNNSNNGMTVFAPTDNAFSSLKSGTLNSLTDEQKVE
LVQFHIVPTYLTSSQFQTISNPLRTQAGDSGDGKFPLNITTSGNSVNITTGLTN
TSVSGTIYTDGQLAVY QIDQVLQPLQIHEER PPEBEBEEA K SKNKKATTVADSR
DVIBBADNSKAATLQNVGLFGVAALVIALSL

Yellow: Fasciclin domain; Gray: GPI-anchor protein;




