Supplemental Table S2. Prediction of conserved structural domains of FLA proteins

in Salix suchowensis.

Name

Precursor protein backbones

SsuFLA1

MDSHIYGVSKQTLFLFTELCFSVASISAL PHQNK TGNSTVTGQMINSNSVLVA
LLDSHYTELAELVEKALLLQTLEEAVGKHNITIFAPRNEALERQLNPEFKRFL
LEPGNLKSLQTLLLFHIIPQRVDPAHHSLQRPPGVNHKNSGKKLVGSAALTRP
NDVTRPDGVIHGIERLLVPQSVQEEFNRRRNLRSISAVLPEGEBEVDPRTHRL
KKSEPPVRAGSQPVLPIY DAMBEGPSLSBEBEEGPGGPHHHFDGESQVKDFI
QTLLHYGGYNEMADILVNLTSLATEMGRLVSEGY VLTVLAPNDEAMAKLTT
DQLSEPGAPEQIIY YHIIPEYQTEESMYNAVRRFGKIGYDTLRLPHKVVAQEA
DGSVKFGSGDGSAYLFDPDIY TDGRISVQGIDGVLFPEVEKESTSVKKSVSSV
KIATTIBRRGKLMEVACRVLGTFGQDSHFTTCQ

SsuFLA2

MRKQLLSPFVPFLMFFFLYSSTSLAQMBSEAESGPTNITAILEKAGQFTTLIRL
MKSTQEADQINTQLNNSNQGLTVFAPTDNSFSSLKAGTLNSLSDQQKVQLV
QFHILPSFLSMSNFQTVSNPLRTQAGNSADGEFPLNVTTSGNQVNITTGVNSA
TVANTIYTDGQLVVYQVDQVLLPLDLFGA NESBEBAESK PEKDVPAK MRAGS
KEDASVDASGASIAAVSFGAVLIAAISLKI

SsuFLA3

MSEMLSKNPSITTIKNILSLHVLLDYFGAKKLHQIRDGSALSATMFQATGSEE
GSTGFVNITDVKGGKVAFGPKDNGGNLDVFYVKSVEEIPYNISVIQISKLFPS
DVAABBBBEBS AMNLTDIMSAHGCK VFADTLIANPDASKTYQDNIDGGLTVF
CPLDDPFKAFLPKFKNLTASGKESFLEFYGVPIYQSLAMLKSNNGIMNTLAT

NGDKKFDFTVQNDAEDVTLKTRSTTAKIVGTLIDEQPLATYSIDKVLLPKELF

KA NEEBEBABAEF £ A A DEBK SSKHKKPAADABBSDERA DEBEGDAADQTADN

NASVRLDGGRLVAIVLSLCLGLLLL

SsuFLA4

MDKYLESFELEETTTTTTATSRSSTENIISTFGPBSB TS A ABBBENPITNSNTRI

AFERTYEESE 1TV P THEEES SEBIE NN TTNTSATLEE T Tl 1EBABIE A TETTL
8 s ESEABRENE e T TS TSR TRBEE TS TSILE TEREABIE SEEV TTVTES

LEBEBREE MBQQDELKFVIQEQIYNVIDAILGAGDFKNWANALTMADSTTFPI
SSTFFIPSDNSLSPATTTADPDIVPYHIVPQRLSFADLQQFKAFSRLPTLLFDKSI
LITNNSASNFTLDASRLTHPNIY TNAAIAVHGIDNLLDHSVYGTESGKKSSKP

NAAGPPPEEDSBEPR AFVPSTADHEELTVHHHGESDAACLCTGVWTVFLVLC
AALASKFHIMTLVH

SsuFLAS5

MQOFILLLSELFEANCSRTECQSSVQEBIE TK BBV PPPSLAVPTDTIKILLKAG
RFLSFVRLMKATQVDTQLFSQLNSSTDGITIFAPNDNAFSSRVAGAVGSLNDR
EKLEFVQFHILPRFLSISDFQTVSNPVKTLAGSDNKLPLTITTSDNSVKISSGLT
KTSISNTIYTDKQVAIYEVDKVLVPKDLFPPEBBEBABSK PVEESEV VPRDASA
GAIIVLHHHLVFFGVGVYIAALVFTL

SsuFLA6

MRQRSVSLVLFSLILFFELQYCTRTSGOREA A BEAMPPPTIHEYV K BEENEES OB
SAQVATEBGPVDVGKILQKAGHFTVFVRLMQATTEDAELNKELNTTNNGITI

FAPSDNAFSSLKSGFLNALSDEDKTELVKFHVLPALISSSQFQTVSNPVRTQA
GTGPRVALNVTTTGNFVNISTGLTNTSISGTVYTDSQLAIYQIDKVLFPVDIFi
BxrPEBABArE L GKPGKABBGAESE TBK EISGALTPLILVHNNALTLAVSCMV




AAIFS

SsuFLA7

MTMRKQLLSPLVPFLIFFLCISTTVAQMBSEEE S GPANITAVLEK AGQFATFIRL

MKSTQEANQINTQLNNSNQGLTVFAPTDNAFTNLKAGTLNSLSDQQKVQLV
QFHILPNFLSMSSFQTVSNPLRTQAGNSAAGEFPLNVTTSGNQVNISTGVDTA
TVANTIFTNGQLVVYQVDQVLLPLDLFGTAABBSBABSK PDKDVPAKMBAGS

KEDASVDTSGATIAAVSVSAVLIAAISLKL

SsuFLAS

MRRQSFIAFSEFFFELCTRTLGQREA A BBV < BBEA AAAQERAAQVAARBGPV
DIIKILQKAGHFTVFVRLMQATTEDIELNKELNTTNNGITIFAPSDNAFSSLKA
GFLNSLSDEDKTELVKFHVLPAFIASSQFQTVSNPVRTQAGTGPRVTLNVTTA
GNFVNISTGLTNTSLSSTVYTDSQLAIYQVDKVLFPLDIFBK PrEBEBABEL E
RPKKANED VEBETAAKDISGAFTAVVHNNAVLLAISVVAAIFFP

SsuFLA9

MGMAQINPAISHITPTTTLCYFLLLELSTTPICAITNITALLSSFPDFSSFTSLLA
S.SITSDLSNRSALTLLVIPNSYLSSSLDLTRRL.SSRTDLLRYHILLQYLSSS
DLHHLPPAGALITTLFQTTGRASANFGSVNITRNPVTNAITIS-FSSSNATV
LSLIKTLPYNVSIISVNSLLVPYGFDLMASETRPPLGLNITKALLDGHNFFVAA
SLLSASGVVQEFEAYEGGAGITLFVPTDSAFADLSENDPTLATEDMGAGSFT
LNISRANGSVAIDSGIVLASVTQTVFDQNPVAIFGVSKVLLPKEIFGSNPVLTS
KPGNSDMGNAQPPAVAL.ES.KMLSS.GAREEIKSGVGGSQWLSNLPFL
CVVAVWYCI

SsuFLLA10

MDSHIYGVSKRTEFDFTEECESVSSISAL PHQNKAGNSTGSGQMINSNSVLVA
LLDSHYTELAELVEKALLLQTLEEAVGKHNITIFAPRNEALERQLDPEFKRFL
LEPGHKSNPSRHTTLCNDHQHLITQNSGKKLVGSAEVTRPDDVIRPDGVIHGI
ERLLIPQSVQEDFNRRRNLRSISAVLPEGHEBEVDPRTHRLKKPEPPVRAGEBE
VLPIYDAMBBGPSLEBEBEEGPGGPHHHFDGESQVKDFIQTLLLY GGYNEMA
DILVNLTSLATEMGRLVSEGY VLTVLAPNDEAMAKLTTDQLSEPGAPEQIIYY
HIIPEY QTEESMYNAVRRFGKIGYDTLRLPHKVVAQEADGSVKFGSGDGSAY
LFDPDIYTDGRISVQGIDGVLFPEVEKESTSVKKSFSSVK VATTNPRRGKLME
VACRMLGTLGQDSRSLHVNEYTVKSRRKRKKKRVKMAGTMKTIDKW

SsuFLA11

MDSHIYGVSKKTLFLFTELCESVSSISAL PHQNK AGNSTGSGQMINSNSVLVA
LLDSHYTELAELVEKALLLQTLEEAVGKHNITIFAPRNEALERQLDPEFKRFL
LEPGNLKSLQTLLLFHIIPQRVGSNDWPGHKSNPSRHTTLCNDHQHLITQNSG
KKLVGSAEVTRPDDVIRPDGVIHGIERLLIPQSVQEDFNRRRNLRSISAVLPEG
BB VDPRTHRLKKPEPPVRAGEBBVLPIY DAMBBGPSLEBEBRBGPGGPHHHF
DGESQVKDFIQTLLLY GGYNEMADILVNLTSLATEMGRLVSEGY VLTVLAPN
DEAMAKLTTDQLSEPGAPEQIIY YHIIPEYQTEESMYNAVRRFGKIGYDTLRL
PHKVVAQEADGSVKFGSGDGSAYLFDPDIYTDGRISVQGIDGFCFPRSRKRV
LLLRNPSVLLRLPLPIQEEGN

SsuFLLA12

MDSHIYGVSKKTLFLFTELCESVSSISAL PHQNK AGNSTGSGQMINSNSVLVA
LLDSHYTELAELVEKALLLQTLEEAVGKHNITIFAPRNEALERQLDPEFKRFL

LEPGNLKSLQTLLLFHIIPQRVGSNDWPGHKSNPSRHTTLCNDHQHLITQNSG
KKLVGSAEVTRPDDVIRPDGVIHGIERLLIPQSVQEDFNRRRNLRSISAVLPEG
BBt VDPRTHRLKKPEPPVRAGEBBVLPIY DAMBBGPSLEBBESSRTRWAHHHFD
GESQVKDFIQTLLLY GGYNEMADILVNLTSLATEMGRLVSEGYVLTVLAPND
EAMAKLTTDQLSEPGAPEQIIY YHIIPEYQTEESMYNAVRRFGKIGYDTLRLP




HKVVAQEADGSVKFGSGDGSAYLFDPDIYTDGRISVQGIDGVLFPEVEKEST
SVKKSFSSVKVATTNPRRGKLMEVACRMLGTLGQDSRFTTCQ

SsuFLA13

MDSKASSLLFIAFLCLISTSTAFNITRILAQY PEFASFNDLLSQSGLAQEMNGR
QTITVLALDNGSIDGLSGRPLDIAKRILSAHVILDY YDQIKLSKLQKASTIVTT
LYQASGVAEDRQGFLNISRTAEGIKFGSAMK GEBLSASLVKSIYSQPYNISVL
QVSEPIEBGIENMEBBrrPGTA AVPK K IEEBEES TK BB A BBB 1A KlBA KBBAK
BBsk BBAE sk EGPSEBTEMEA GGPVADGPVADVPSNEBGPDKAASSRMHVAG
ATVVIGLFACIMGF

SsuFLA14

MESSEKFLILLIESESHTISIAFDG VETTTNLEBSBBEPQQQRITEBBPQVSNSDNL

HDHSFFSHTTLLEBILSHLGFTQLAMVIMBSLSADPTTTAWSGPFTLFAPSDSSL
STCFSCSIPDLLREHIVPGLFTIDYLRKLAFGTKIETLSPGRCMTVTSNSLNND

TVSHSSVKVFIGGVEITHPDLFNNGVLITHGIQGYMBLEBLSCDVERLSSLSFP

NHERVIBHVTSTTHQQGVGTLMQPAIMRLMLRDAMLRLRNNGFTILSLAMR
VKYPELVTLANMTVFALDDVSIFSGSHGYINSVRFHIVPNHYLSITDLERLPV

GASLPTLERGQALVVTSAGGFNMAVPMRINY VRVKVPDLMKNLKIAVHSVY
LPFPRIHPTSAMBYDEITGGGGGGYNVVAAAEAAEDGACSMVYEEDGSNCW
MVPPMPAQVKPSVAVQIDEDHHGL

SsuFLA15

MESSLKFLILLIFSFSIITISIAFDGVETTTNL-PPQQQRIT-PQVSNSDNL
HDHSFFSHTTLL.ILSHLGFTQLAM\/.SLSADPTTTAWSGPFTLFAPSDSSL
STCFSCSIPDLLREHIVPGLFTIDYLRKLAFGTKIETLSPGRCMTVTSNSLNND
TVSHSSVKVFIGGVEITHPDLFNNGVLIIHGIQGYI.L.LSCDVERLSSLSFP
NHERV.HVTSTTHQQGVGTLMQPAIMRLMLRDAMLRLRNNGFTILSLAMR
VKYPELVTLANMTVFALDDVSIFSGSHGYINSVRFHIVPNHYLSITDLERLPV
GASLPTLERGQALVVTSAGGFNMAVPMRINY VRVKVPDLMKNLKIAVHSVY
LPFPRIHPTSA.YDEIIGGGGGGYNVVAAAEAAEDGACSMVYEEDGSNCW
MVPPMPAQVKPSVAVQIDEDHHGL

SsuFLLA16

MAMAPSTSCSNIFFAFLELESFEYPGES SBBS TLQENHGNGSYSGQISSNSVLV
ALLDSHYTELAELVEKALLLQTLEDAVGEHNITIFAPKNEALERDLDPEFKRF
LLEPGNLKSLQTLLLYHIVPNRINLSRNTSAHHRSTLCRDRIKLSSQESGEKFI

DSAKIIQVNAVERPDGVIHGIERSLQSISAVK PEGIMBEVDPRTHR LK K PEIBBSK
FAEBABGPGGPHHHFNGEKQVKDFIETLLLY GGYNEMADILVNLTSLATEMGR
LVSEGYVLTVLAPNDEAMAKLTTDQLSEPGAPEQIIY YHVIPEYQTEESMYN

AVRRFGKISYDTLRLPHKVLAQEADGSVKFGHAENSAYLFDPDIY TDGRISV

QGIDGVLFPLEEEKLDTKTEIKSVKVAAKPQRRGKLLEVACRMLGTFGKDSH
FTTCQ

SsuFLA17

MAATKILESELSEFSFLPSSESIPTETLREAAVTLSNSGYLSMSLTLPLVSNSLL
PHEBSLTIFBECDTAFTQAGQPPLSILRLHFEBLSFPLNSLESLSLGAKIPTLFPN
HSLTITSTGYDISLNGVKIRDEEVYDDGSLVILGVDRFFDPGFGASGQNLGCS
VKVSSDCYSYNEASRVLKSKGYSVMASFLDLQLMAGFKDKTALTIFAPVDE
VIKAFLGDLSEYSSMFRKHVVPCKIMWGDLVNFDDGVVLETYLKGFGIAVS
TSGDNLMLNDQASVNFPDMYHNDWLVIHGLRSILMEPESEY SFLDDGDEF

SsuFLLA18

MRPQSFISVESLIEFFLHCTKTLCQEEA ABEA MBEE THE v <K BBEA DSSQEESAQ
VATBBGPVDINKILQKAGHFTVFARLMQATTEDTELNKELNNTNNGITILAPT

DSAFSSLKAGFLNSLSDEDKTELVKFHVLPAFISTSQFQTVSNPVRTQAGTGP




RVTLNVTTTGNFVNISSGLTNTSISGTVYTDSQLAIYQLDK VLY PLDIF[lBK PP
BB rALGKPGKABEGVESETEBK DISAAPTQLFLHDNALLLAVSCAFAVITY
S

SsuFLA19

MAMAMAQSSSNIFFTFLLFSTFHEGFSSSAL QENHSNETY SGQINSNSILVALL
DSHYTELAELVEKALLLQTLEDAVGKHNITIFAPKNEALERDLDPEFKRFLLE
PGNLKSLQTLLLYHIVPDRVNLSHTSSVHHHSTLCSDRVKLSGQKSGDNLIDS
AKIIQVNAVERSDGVIHGIEKLLIPRSVQQDFNNRRSLRSISAVK PEGEBEVDP
RTHRLKIFEBBEK PGSPPVLPIY DAMBBGPSLEEA SHBEEGGPHNHFNGEKQV
KDFIETLLSYGGYNEMADILVNLTSLATEMGRLVSEGY VLTVLAPNDEAMA
KLPTDQLSEPGAPEQIIY YHVIPEY QTEESMYNAVRRFGKISYDTLSLPHKVL
SQEADGSVKFGDAENSAYLFDPDIY TDGRISVQGIDGVLFPIEEKEKSQTKME
IKSVKVAVKPQRRGRLLEVACRMLGTFGQDSHFTTCQ

SsuFLA20

MQRLTLLLSLIFFLSTATTFTRGHNITHILGKHPSFSTFNHY LTLTHLAGEINRR
TTITICAVDNAAMSELLSKHPSIATIKNILSLHVLLDYFGTKKLHQIRDGTALA
ATMFQATGSEGSSGFVNITDVKGGKVGFGPEDNEGNLDVFY VKSLEEIPYN
ISVIQISKVLPSDVAABBIBEPSAMNLTDIMSAHGCK VFADALLANPEASKTY
QDNMDGGLTVFCPLDDPFKAFSPRFKNLTASGKVSFLEFFGVPVYQSLAMLR
SNNGIMNTLATDGEKKFDFTVQNDGEEVTLKTRSVTAKIAGTLIDEQPLATY
TIDKVLLPKELFKAA BBSBEBEK EVA

SsuFLA21

MKNHFSVFLFSAILESEHCNOTES QFRA A BRA K RA A ASEBBEPAATSTAQARE
BVMVPVQVSKGPVNVIKILQKAGGFAVFIRLIKSTQEDIQVFSQLNDSRDGVT
IFAPTDGAFSAIIKSGVLNSLSVLNSLSDHQKIELVQFHIIPKILTTANFQTVSNP
ITTLAGSGSRFALDVITTENMVNVTSGLTNTSVSAIVYTDSQLAIYQVDKVLL
PLDIHEEK SLEBABSBE< PK K DDGEE[BV VPEDISGAVSCAMLNSLVIFGAGM

AAAVFPL

SsuFLLA22

MLLKLAQSERA ABMBGPPGPANVTKILEKGGQFSVFTRLLKATREDVTLNGQLN
NTNNAITIFAPSDSAFSSLKPGTLNSLNDQEKAELVQFHIIPQYLSSSQFQTLN
VTTAGNSVNITTGLTNTSVSGTIYTDNQLAVYQVDKVLLPVDIFBKPPPPEE
BBEK TRRGSKSAEBEDTSVDNSGAVTLNVLDNAVFFGVGIVAVIFSL

SsuFLLA23

MKQQCSLESFFSFFELEERCTSTEAQREA A ANEA QEBA AV VAQPPAAIBAQAAQ
PHGAITNVTKILEKAGHFTIFIRLLRSTQEDSHLFSALNDSSSGVTIFAPTDGAF
SELKSGTLNTLSDGDKSELVKFHVVPTFLSTSQFQTVTNPLGTWAGTGNRLP
LNVTSYPNSVNITTGLTNTSLSGTVYTDSQLAIYKIEK VLLPKDIFA SK SESBR
BVEBRB:K PTKAVPAATVESEVEBY DIPVHFCSLKIMWWDPLA

SsuFLLA24

MATTPLESLFELSEELSESEYAQAQMEA BBABEES GPVNFTAVLEK GGQFVTLIR
LLNKTQTLNQIDNQLNSSSEGMTVFAPTDNAFNNLKAGALNDLSQQEQASG
PDGVWGLNFTGQSNQVNVSTGLVLVQINNALRQDFPLAVYPVDKVLLPEAL
FGVKPPSASBBEBSSK SNATEAAAGPTTDNNAAGGRNVALGLVVGLGLVCIGI
LS

SsuFLA25

MTLHLRTA BBA QEBRAV VAQPPA AR TQA ABBHGITNVTKILEK AGHFTIFIRL
LRSTQEENHLFSALNDSSSGLTIFAPTDSAFSELKSGTLNTLSDGDKSELVKFH
VVPTFLSTSQFQTVSNPLGTWAGTGSRLPLNVTSYPNSVNITTGLTNTSLSGT
VYTDSQLAIYKIEKVLLPKDIFASNEBEEBEPY QEEVREKPTKAVPAANVESRV
BBV DISSSVTFMQNSVIGSVGIVLAAAMFAL




SsuFLA26

MKKQYSISSFSVFILFLHCSNTFAQSEA A BEA QEBRAV VAQPPA AR TQAAMEN
GITNVTRILEKAGHFTIFIRLLRSTQEENHLFSALNDSSSGLTIFAPTDSAFSEL
KSGTLNTLSDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTGSRLPLNV
TSYPNSVNITTGLTNTSLSGTVYTDNQLAIYKIEK VLLPKDVFGSK SESBEEA
BBVREKPTKAVPEATVESEVEEVDISSALMFTHNNVVGSVGMVAAAMFAL

SsuFLA27

MKKQYSISSFSVFILFLHCSNTFAQSEA ABBA QEBEAV vAQPPASITQA ABEN

GITNVTRILEKAGHFTIFIRLLRSTQEENHLFSALNDSSSGLTIFAPTDSAFSEL

KSGTLNTLSDGDKSELVKFHVVPTFLSTSHRLPLNVTSYPNSVNITTGLTNTS
LSGTVYTDNQLAIYKIEKVLLPKDVFGSK ESBEEABEAREKPTKAATVEREV
BBVDISGALMFTHNNVVGSVGIVAAAMFAL

SsuFLA28

MRKQYSLSSFSFFILFLHCTNTFAQSEA ABBA QlBA AV VAQPPAARRTOAANE

HGITNVTKILEKAGHFTIFIRLLRSTQEENHLFSALNDSSSGLTIFAPTDSAFSE
LKSGTLNTLSDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTGSRLPLN
VTSYPNSVNITTGLTNTSLSGTVYTDSQLAIYKIEKVLLPK DIFASNEBEBEEv
QEBVREKPTKAVPAANVESEVEBVDISSSVTFMQNSVIGSVGIVAAAMFAL

SsuFLA29

MKKQYSISSFSVFILFLHCSNTFA QR A A A QIR AV VA QPPA ARTQAANEN
GITNVTRILEKAGHFTIFIRLLRSTQEENHLFSALNDSSSGLTIFAPTDSAFSEL
KSGTLNTLSDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTGSRLPLNV
TSYPNSVNITTGLTNTSLSGTVYTDNQLAIYKIEK VLLPKDVFGSK EESBEEA
BBVREKPTKAVPEATVESEVEBVDISSALIHTSLAHCIVIFFIEH

SsuFLA30

MASCSHWWHEBV YFIASAVLAFIAISTALNSBESK ATRPTRPISNHISLNASRT
LRESGFNIMATLLLIBBEMFFSEENTTIFAIKDSSLVNTSIPPWFLKNLLKYHTS
PMKLSMEDVFKKPQGSCFPTLVDRKKLAVTKIDAKQRLAEINHVLVSHPDM
VLERQIAIHGVLEBFSSLRSKDVYLGWESIQEBICDDNSSLVSDATDPGIVLE
WTRITHLLSSHRFVSFAIGLNSVLDRILADHKNLSSVTIFAPPEFDFVASSSPML
ERIVRLHILPQRATYKDLAALPDKHRLRTLLPDVDLEITNDVNVTQGLAING
VEIAAPEILSSKEFIVHGITQAFKMAKFPNASR

SsuFLLA31

MAALRYSELESFTESALVSTVEAHNITDILSGFPEY SEFNKYLTQTKLADEINT

RQTITVLALNNGAMSALAAKHPLSVIKNALSLLVVLDYFDPTKLHQISKGST
LSTTLY QTTGNEBGNLGFVNITDLQGGK VGFGSABBGSKLESSYTKSVKQVP
YNISILEISQPIEBGILTIBEBIES A GCK TFASLLQTSGVIKMY QSAADKGLTIF
APNDEAFKAAGVPDLSKLTNAEVVSLLQYHATASYSPFGSLKTSKDPISTLAS
NGAGKFDLTVTSAGDSVTLHTGIGPSRVAETVLDSTPLVIFTVDNVLLPVELF
GKINBSBAE A £V SEBSESE A SHEAEA 1 v ERBSE . A A BBBABE v B GGEEA DA

IFGSENSTADGNAAVHVIVPVQVTVFAAVICSILMS

SsuFLLA32

MEFSVEIVESSALLFACAPEAYAQK VA SREREIRIRSRRBRBSEN vV NLTLLLSV

AGPFQNFLNYLESTKVIDTFQNQANNTDEGITIFVPKDDAFKNLKNPSLSNLT
QDQLKQLILFHALPHFY SLSDFKNLSQVSPISTFAGAGGYALNFTDSSGTVHL
DSGWSKTKVSSSVHATDPVAIY QVDKVLLPEAIFGTDIPPESBABAE: TR TA
DEBTSDDTTGSEBANSLPNSSFRINGVGIWSQLVLGIAGVVVLFL

SsuFLLA33

MPRPLPLLTLAVSLALEASTATVNAHNITRILAKHPQFSTFNHY LTVTHLAAEI

NRRQTITVLALDNAAMSSLLSKQLSVYTLRNVLSLHVLVDYFGTRKLHQITN
GTEVTATMFQATGSEBGSSGY VNITDLNGGK VAFGAEDSNGKIDAVY VKSLV
EIPYNISVLQISQPLNSAEAESETABBTLNVTAILSKQGCKAFSDLLIASGAHT




TFEENVDGGLTVFCPTDAVINGFMPKYKNLTAPQKVSLLLYHGIPIY QSLQML
KTSNGLMNTLATNGANKYDFTVQNAGEVVTLETKVTTATITGTVKDEEPLV

VYKINKVLLPRELFKAVQK BBBBK GAKVVADGPAADBESDESVDQTADNNG
VNKIDGGRLAVVALSLFYGVVMFS

SsuFLA34

MKRQISFSFSIVELFLHCSOTES QPPTA NBA K MBA AATIBE AATSAQABBRV
MVPVQVSKGPVNVIKILQKAGHFAILTRLIKSTQEDIQLFSQLNDSRDGVTIFA
PTDGAFSAIIKSGVLNSLTDHQKIELVQFHIIPRVLSTANFQTVSNPITTLAGSG
SRFTLDVITTESMVNVTTGLTNTSVSAIVYTDSQLAIYQVDKVLLPLDIFEEK
PLEBABABE OPK K DDGEEEBMIPEDTSGSVTCMVHNTLFMFGVGIVAAAIPL

SsuFLA35

MVPQFLFSASFILFFELYCPTIEAQSEA AMBEEA GPTNVTK VLEKGGQFSVFIR
LLKATQEDVTLNGQLNNTNNAITIFAPSDSAFSSLKSGTLNSLNDQEKAELVQ
FHIIPQFLSSSQFQTVSNPLTTQAGSGGRLELNVTTTGNSVNITTGLTNTSVSG
TIYTDNQLAVYQVDKVLLPLDIFBK PPEBEBABEK TKKRSKAAABBEERADA
SGAVSFAVLNNVVFFGVCMVAAIYSL

SsuFLA36

MSLRFSPVFALCFSLLLFENTARAFNITQILSQYSDFKTFSSYLTETQLAGEINS
RQTITVLVVEDGNMSPLSGKPKDEIKNVLSGHVILDYYDVAKLQKLQNKTA

MLTTLFQSSGQAVGQQGFLNVTVLSTNSVAFGSABBGSSLSSNLVKSVSSQP

YNISVLQVSNIIVPAGTGKTNSTTEBV TIGEBK TEBTERA SBBEK PPSSSNPPPSK
BBAB s TAKPPPTNEBEESMVKPPA ANEES ABRAMSTEEVEGPEBBATADGPSA

DEBTLEBEAMDGPVAABAADGPLADEESDPKSDASVINPGNNLASFAPILLL

AFALA

SsuFLLA37

MATVEEFFRIDRISSSVIA A SEBFSNALEILSASGYLSMALTLQITSKRLNLES
SAATIHEBLDIAFARVGQLSALDLQYHIBBLRLSGDYLSSLPFGAKIPTLLPNHS
LTVTTSLGYFDGKLSINGISIEESALVDFGSLIIFGMGEFFSSSLEISENL IEABSE
BBV TSLGDTSQNEPSGMDADYLGQASHLLILTIFAPLDQAMEEYAKNASDYS
SIFRHHVVPGLFPRQDLEGFNDGTSLPTFFRGFMINLTRSGDVLVLNGVPLIFP
DMYQSGWLVIHGLNQLLMPPMKEIVGESFSELDGGEDKPDVLDFDEYVYGH

SsuFLLA38

MDSKVSSLLFIAILFLLSSTSTAFNITKILAQY PEFASFNDLLAQSGLAQEINGR
ETITVLALDNGSIDGLSGRPVDIAKRILSAHVILDY YDQIKLSKLQKASTIVTT
LFQASGIADDRQGFLNVSKTAEGIKFGSAMKGHBLVASLVKSVYAQPYNISV

LQVSEPIEMBGIENMEBEPPPA AV PK K BBEEA A KB SK BBABSK VEPSHRA EBB

TEGPVAADVPAABBLADEEBLADEVPAKAASSQMHVGGAVVVVGLLACMVG
F

SsuFLLA39

MBEBINPAISHIEBTTTLTYFILLLLTTTTTTHBILAITNLTALLSSFPDFSSFTSLIA

SEBSLTSDLSDRSALTLLVIPNSYLSSSLDLTRRLEBSALADLLRYHILLQYLSF

SDLHQVPPSGTLITTLFQTTGRASSNSGSVNTLPYNVSIISVNSLLVPYGFDLM
ASETRPTLGLNITKELLDGHNFFVAASLLSASGVVQEFEADEGGAGITLFVPT
DSAFSDLSATAISLQSLPADKKADVLKFHVLHSYYPLGSLESIVNPVQPTLAT

EDMGAGSFTLNISRVNGSVAIDSGIVQASVTQTVFDQNPVVIFGVSKVLLPKE
IFGRNPVLTSKPGEEDMGNAQPPVSVLEBETEEK MLSSMBGVREEIKSGVGGL
QWLSTLPLLFVVFVCNCI

SsuFLA40

MSPODEMINKSTSKIFTHELEESELHOQITTAALTDQQLEFALLSLRSHGYTLFP
NAISTSDLRFHLLNQTNNATSTFTLFSPPDSLLFSVDLSSTASHYTKSLFLHVS




PSRLSMSDFRNLTAASGGTYIDSLVPNHRLLINNSQARLNGTVDGSVLVNRV
RVSVPDLFLGSDIAVHGLDGILVAGFDDKVEDTSFEAATS.ANEIWSAELN.
'AVRFPARKRNGKNRRRNGKNRRRNGRNGGITRSNHRGRRIHDGFGRGGGR
NIGGGTRGDGTHGAFSKYNNRL

SsuFLA41

METFTTLLVELMRVEVCATEE TGIPSKSQDLVVATNEMARANYFSFVLLINMS

PLDQRLQENVTFLMPKDRMLSKIRMHQNAVSGFLLRHSIPSPLLFDHLQHIPP
GSLIPSSDPDYMLNISNKGRKNFSLNNVRITSPNLCTAGSSIRCHGIDGVLFVA
TDRPHLPACSNSSERAVEBBLPLSDIPPSFPEBEEA GA ABBTDQEHEBKHSGSSH
LESPSPGGLLKFVATSILVLNVWYVL

SsuFLA42

MATSPLSLLILSEFLSESCHAQA QB MBREA SSGPVNFTAVLEKGGQFVTFM

RLLNKTQTFNQIENQLNSSSEGMTIFAPTDNAFNNLKAGALNGLSQQQQVQ
LLQYHMLSKFYSLSNLLLVSNPVSTQASGHEGVWGLNFTGQSNQVNVSTGL
VEVQINNPLRQDFPLAVYPIDKVLLPEELFGVNRTIABBBPPATSSGKSNSSETA
AAEPBBGKNSAGGRNVALGSIVGLGLVCMGIIS

SsuFLA43

MKPQYFLSSFSIFLLFLCHCTNTEAQSEA A BMEA QPPAV VASBEA ABBTOAABBHG

ITNVTKILEKAGHFTIFIRLLRSTQEENHLFSALNDSSTGLTIFAPTDSAFSELK
SGTLNTLSDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTGNRLPLNVT
SYPNSVNITTGLTNTSLSGAVYTDNQLATYKIEK VLLPKDIFSENEBEBAB v K P
BBEKPAKEVPEVTAEBBAASVDISSARIFTRNLVVGSAGLLASAMFSL

SsuFLA44

MKQOLISSFSMFICFLHCANTEAQIPA A BRA QIEAV v vABERA ATQAABBH

GITNVTKILEKAGHFTIFIRLLRSTQEENHLFSALNDSSTGLTIFAPTDSAFSEL
KSGTLNTLSDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTGNRLPLNV
TSYPNSVNITTGLTNTSLSGAVY TDNQLAIYKIEKVLLPKDIFA SN SESBEE VA
BABEKPAKAVPAATVEBBAASVDISSALIFTHNLYVGSAGLLASAIFSL

SsuFLLA45

MKPQYFLSSFSIFLLFLHCTNTFACQSRA ABEAQPPAV VASRRA ABETQAABBHG

ITNVTKILEKAGHFTIFIRLLRSTQEENHLFSALNDSSTGLTIFAPTDSAFSELK
SGTLNTLSDGDKSELVKFHVVPTFLSTSQFQTVSNPLGTWAGTGNRLPLNVT
SYPNSVNITTGLTNTSLSGAVYTDNQLAIYKIEK VLLPKDIHSEN BESBAE v K P
BB:K PAKEVPEVTAEBBAASVDISSARIFTRNLYVGSAGLLASAMFSL

SsuFLLA46

MDREQHELISLYELIEFINCTKTTA QSBMBRBRBRG P TN VIKILKK AGHFKNFIR

LLKSTQLDSNLNSQLGNTNNGLTIFAPSDTAFSVLKTGTLPSLTDQEKLELMQ
FHIVPMFISSSQFETVSSPLKTHAGSGARTHQHHYFDTVYMDTNLAIYQVDK
VLLPLDIFEK BSBABABr1 K AESEREDDAVSKKDISSGVSFAMLRDTVLFIAA
TVAAISFSL

Yellow: Fasciclin domain; Gray: GPI-anchor protein;




