Table S1. The sequence characterization of Expansin gene family in wild emmer wheat (Triticum

dicoccoides).

Gene Chromosome Protein
name GeneID  Protein ID Location length PI MW (Da) GRAVY
(WEW_v2.1)
TdEXP1 LO;1410927 XP_037411046.1 1A:3§67§:§§(€-2)”377 282 9.44 2942746 0.004
TdEXP2 LO§51816929 XP_037427296.1 1A:3§§;§§?§"382 265 9.01 28503.79 -0.178
TdEXP3 LO;:;OI;N XP_037411905.1 1A:3§Z§Z$(7_9)"387 397 6.76 424847 -0.353
TdEXP4 LO§21310927 XP_037411936.1 1A:3§;ZZZ;?_5)"387 265 4.98 28714.09 -0.264
TAEXP5 LOE()221319927 XP_037411942.1 1A:3§27§§§§(7+6)"387 278 693 30691.69 -0.321
TdEXP6 Logi)1516930 XP_037438293.1 1B:4122§?§i2)"4190 265 9.01 28581.86 -0.186
TdEXP7 LO§91613933 XP_037467060.1 1B:42Z;87;gg_5)"4248 270  6.50 29203.06 -0.147
TAEXP8 L08C91814933 XP_037467079.1 1B:42€;§§?)3?i"4252 264 498 28627.01 -0.262
TAEXP9 LO;:O1210933 XP_037467106.1 1B:42sz;§(7§)"4253 276 694 3056354  -0.324
TdEXP10 LO;1717935 XP_037478545.1 2A:61§§g;221)"618 281 9.09 29355.52 -0.012
TdEXP11 LOfS1312935 XP_037474522.1 2A:6;izgzi(5_?)’"673 281 9.17 29498.31 -0.125
TdEXP12 LO;Z41617935 XP_037479320.1 2A:7§999399§j(5_:"709 265 897 28852.14  -0.175
TdEXP13 LO;;1118936 XP_037486386.1 2B:57222§2%)"5700 281 8.89 29503.60 -0.043
TdEXP14 LO;:11612936 XP_037489385.1 2B:63gg§2&(3_2)..6347 281 916 2949434  -0.104
TdEXP15 LOBC?’1418936 XP_037489533.1 28:69(1);223(73..6913 265 9.14 28792.13 -0.174
TdEXP16 LO(()291210927 XP_037408827.1 3A:109159576635)"1019 274 6.85 29857.93 -0.277
TdEXP17 LO&1013927 XP_037408303.1 3A:791§99199767(8+(;“713 319 4.95 33600.75 -0.246
TAEXP18 LO((;L1014927 XP_037408304.1 3A:7éfgi;151(9+1)"714 321 549 33352.39 -0.247
TdEXP19 LO&1115927 XP_037408316.1 3A:71§§ZZ§(1_5)"715 321 5.50 33383.41 -0.256
TAEXP20 Lo?i1516927 XP_037410502.1 3A:7é§82§59(1+1)"719 289 9.40 30150.62 -0.033
TdEXP21 LOC11928 XP_037417188.1 3B:6812473..681401 291 6.13 31478.82 -0.268
0449 0(+)
TdEXP22 LO§51318927 XP_037415770.1 3B:792(9)gg;1?3)..7969 311 5.27 3247647  -0.190
TAEXP23 LOC11928 XP_037418483.13B:799433867..7994 304 5.16 31780.55 -0.280
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037426595.1 19275(+)
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4B:663120257..6631
037428368.1 21346(+)
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