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atgggaggttggtcatcaaaacctcgcaaaggcatggggacgaatctttctgttcccaaccctctgggattetttccecgate
atcagttggaccctgcattcggagcecaactcaaacaatccagattgggacttcaaccccatcaaggaccactggecagea
gccaaccaggtaggagtgggageattcgggecagggctcaccectccacacggeggtattttggggtggageccteag
gctcagggcatattgaccacagtgtcaacaattcctectectgectccaccaatcggcagtcaggaaggcagectactece
atctctccacctctaagagacagtcatcctcaggecacgcagtggaattccactgecttccaccaagetctgcaggatceca
gagtcaggggtctgtatcttcctgetggtggetccagttcaggaacagtaaaccctgetccgaatattgectctcacatcteg
tcaatctccgcgaggactggggaccctgtgacgaacacggagaacatcacatcaggattcctaggacceectgetegtgtt
acaggcggggtttttcttgttgacaagaatcctcacaataccgcagagtctagactcgtggtggacttctctcaattttctag
ggggatctecegtgtgtettggcecaaaattcgcagtccccaacctecaatcactcaccaacctectgtectecaatttgtectg
gttatcgctggatgtgtctgeggcegttttatcatattectettcatcctgctgctatgectcatcttettattggttettctggattat
caaggtatgttgccegtttgtectctaattccaggatcaacaacaaccagtacgggaccatgcaaaacctgcacgactecty
ctcaaggcaactctatgtttccctcatgttgetgtacaaaacctacggatggaaattgcacctgtattcccatcccategtect
gggctttcgcaaaatacctatgggagtgggcectcagtecgtttetettggetcagtttactagtgecatttgttcagtggtteg
tagggctttcceecactgtttggctttcagcetatatggatgatgtggtattgggggcecaagtctgtacagcatcgtgagtecc
tttataccgctgttaccaattttcttttgtctctgggtatacatttaa
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Figure S4
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Figure S6
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Figure S7
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Figure S8
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Figure S9
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