
SupplementaryFigure S1. Differentially expressed genes present in the KEGG SARS-CoV-2 pathway for Gamma (P1) 
and Delta transcriptomes. Genes in green are upregulated and in red are downregulated. 

Supplementary Table 1. GO enriched terms for biological processes in Delta trancriptome. 

Supplementary Table 2. GO enriched terms for biological processes in Gamma trancriptome. 

Supplementary Table 3. Upregulated differentially expressed genes in Delta transcriptome. 

Supplementary Table 4. Downregulated differentially expressed genes in Delta transcriptome. 

Supplementary Table 5. Upregulated differentially expressed genes in Gamma transcriptome. 

Supplementary Table 6. Downregulated differentially expressed genes in Gamma transcriptome. 


