Figure S1. Predicted KOs which correlate with final IgG response. 124 positive correlations with IgG were identified for baseline predicted KOs.
Table S1. Taxa correlations with IgG. Linear models controlled for age, sex, age and sex, and uncontrolled were constructed to evaluate the genera and phyla which correlate with final IgG levels. FDR adjusted and un-adjusted p values are shown along with R squared values.
Table S2. PICRUSt2 predicted metabolic function correlations with IgG. Linear models were constructed to evaluate the KOs, ECs, and metacyc pathways which correlate with final IgG levels. FDR adjusted and un-adjusted p values are shown along with R squared values.


