echB..ech.hydrogenase.subunit.B
. MuB..ATP.dependent.target. DNA activator..EC.3.6.1.3.
_vicR..two.component.system..OmpR.family..response.regulator.VicR
maIT..LuxR.fam|ly.transcr|pt|onal.regulator..malto_se.regulon.posmve.re%u]a ory.é)roteln
lysE..argO..L.lysine.exporter.family.protein.LySE.ArgO
K09914..putative.lipoprotein
lonB..ATP.dependent.Lon.protease..EC.3.4.21.53.
i . ftsB..cell.division.protein.FtsB
cutA..periplasmic.divalent.cation.tolerance.protein
E2.8.3.5B..scoB..3.0xoacid.CoA.transferase.subunit.B..EC.2.8.3.5.
vanC..vanE..vanG..D.alanine...D.serine.ligase..EC.6.3.2.35.
narl..narV..nitrate.reductase.gamma.subunit..EC.1.7.5.1.1.7.99...
hdeB..acid.stress.chaperone.Hde
xanQ..xanthine.permease.Xan
fhlA..formate.hydrogenlyase.transcriptional.activator
ygeU..xdhC..xanthine.dehydrogenase.iron.sulfur.binding.subunit
. ; cg(bB..cytochrome.bSGl
i icmT..traK..intracellular.mulfiplication.protein.lcmT
icmO..trbC..dotL..intracellular.multiplication.protein.IcmO
icmL..traM..dotl..intracellular.multiplication.protein.lIcmL
dotB..traJ..defect.in.organelle.trafficking.protein.DotB
hcp..type.Vl.secretion.system.secreted.protein.Hc
impG..vasA..type.Vl.secretion.system.protein.Imp
im H:.vasB..tyge.VI.secretlon.systemé)r tein.ImpH
rsmF..16S.rRNA..cytosine1407.C5..methyltransferase..EC.2.1.1.178.
tusk..dsrC..tRNA.2.thiouridine.synthesizing.protein.E..EC.2.8.1...
gInP..glutamine.transport.system.permease.protein
zapB..cell.division.protein.ZapB
K09857..uncharacterized.protein
. 794..uncharacterized.protein
. puuC..aldH..4..gamma.glutamylamino.butanal.dehydrogenase..EC.1.2.1.99.
yihU..4.hydroxybutyrate.dehydrogenase...stlfolactaldehyde.3.reductase..EC.1.1.1.61.1.1.1.373.
ydfJ..MFS.transporter..MHS.family..metabolite.H.. meorter
asmA..AsmA.protein
L K07121..uncharacterized.protein
rImM..23S.rRNA..cytidine2498.2..0..methyltransferase..EC.2.1.1.186.
phnN..ribose.1.5.bisphosphokinase..EC.2.7.4.23,
eutK..ethanolamine.utilization.protein. Eutk
e.dehydrogenase
eutD..phosphotransacetylase
mtr..tryptophan.spemflc.transg)ort.prote!n
slyX..SlyX.protein
yscT..sctT..hrcT..ssaT..type.lll.seCretion.protein. T
yscS..sctS..hrcS..ssaS..type.lll.secretion.protein.S
yscR..sctR..hrcR..ssaR..type.lll.secretion.protein.R
yscJ..sctd..hrcd..ssad..fype.lll.secretion.protein.J
ysck.sctF.ssaG..prgl..type.lll.secretion.protein.F
waaG..rfaG..UDP.glucose..heptosyl.LPS.alpha.1.3.glucosyltransferase..EC.2.4.1. ..
spk-. eneral_.secretlon.pathwz?%/é)rotem.F
qor..CRYZ..NADPH2.quinone.reductase..EC.1.6.5.5.
kamE..beta.lysine.5.6.aminomutase.beta.subunit..EC.5.4.3.3.
kamD..beta.lySine.5.6.aminomutase.alpha.subunit..EC.5.4.3.3,
e . . .osmC..osmotically.inducible.protein.OsmC
mtrB..tr_anscrlptlon.attenuatlon.proteln..tryPtoRhan.RNA.blndlné;.attenuator.protem.
ydfG..3.hydroxy.acid.dehydrogenase...malonic.semialdehyde.reductase..EC.1.1.1.381.1.1.1...
icmB..dotO..Intracellular.multiplication.protein.lcmB
zraP..zinc.resistance.associated.protein
i gIcF..%I_yc_ol_ate.quase.|r0n.sulfur.subun|t
chA..two.com onent.system..OmpR.family..sensor.histidine.kinase.CpxA..EC.2.7.13.3.
K15016..enoyl. oA.hydratase...3.hydroxyacyl.CoA.dehydrogenase..EC.4.2.1._17.1.1.1.3_5.
K09989..uncharacterized.protein
echD..ech.hydrogenase.subunit.D
nifA..Nif.specific.regulatory.protein
slcC...S..sulfolactate.dehydrogenase..EC.1.1.1.310.
mqu..HTH.type.transcrlFtlona .regulator...antitoxin.MgsA
. . kpsS.lipB..capsular.polysaccharide.export.protein
. mqu..motlIlty.quorum.sen_smg.re ulator...GCU.specific. nRNA.Interferase.toxin
chiGH.cobJ..cobalt.precorrin.5A.hydrolase...precorrin.3B.C17.methyltransferase..EC.3.7.1.12.2.1.1.131.
fi hA..formate.dehxdrogenase.. ADP...alpha.subunit..EC.1.17.1.1
kdnB..3.deoxy.alpha.D-manno.octulosonate.8.oxidase..EC.1.1.3.4
hgd..2.hydroxymethylglutarate.dehydrogenase..EC.1.1.1.29
bacC.. |hydroantlca£3|n.dereydrogenase..EC.l.l_.1.38
csy3..CRISPR.associated.protein.Csy.
_ csy2..CRISPR.associated.protein.Csy:
hydA...N|Fe..hgdrofgenas_e.small.subunlt.. C.1.12.271.
hmfG..2.5.furandicarboxylate.decarboxylase.2
suyB...2R..sulfolactate.sulfo.lyase.subunit.beta..EC.4.4.1.24.
comC...2R..3.sulfolactate.dehydrogenase..NADP....EC.1.1.1.338.
pylD..pyrrolysine.biosynthesis.protein.Py|D
yIC..Pyrroly_sm_e.blosynthe5|s.grote|n.P%IC
IB.me Eylormthme.synthase..E .5.4.99.58.
o.methyltransferase..EC.2.1.1.248.
echF.ech.hydrogenase.subunit.F
. o mttC..trimethylamine.carrinoid.protein
dsdC..LysR.family.transcriptional.regulator..D.serine.deaminase.activator
. ] ) ) Fk_sJ..Eolyketlde.synthase.PksJ
ntrY..two.component.system..NtrC.family..nitrogen.regulation.sensor.histidine.kinase.NtrY..EC.2.7.13.3.
lapC..membrane.fusion.protein..adhesin.transport.system
apB..A‘I’_P.bmdmg.,cassette,.su_bfamllié.c..bacterlaI.LapB
ppkA..senneJhrermne.proteln.klnase. kA..EC.2.7.11.1.
im

U1 000!

NW!

00,

mtmB..methylamine...corrinoigyprd'tein.

p. ..tyﬁe.Vl.seqretlon.sysrt)em.protein.lmpA
algB..two.component.system..NtrC.famil ..response,.regulator.AIgSB
dsrB..dissimilatory.sulfite.reductase. beta.subunit..EC.1.8.99°5.
dsrA..dissimilatory:sulfite.reductase.alpha.subunit..EC.1.8.99.5.
ABC.Z.CPSE.Pl..capsuIar.poI,¥s,acchande.transport.system.permease.protegn
aotJ..arginine.ornithine.transport.s' stem.substrate.bm_dmg.protegn
982..uncharacterized.protein

. K09795..uncharacterized.protein
ABC.2.CPSE.A..cagsulagjpoéysacchande.transport.system.ATP.blndln .protein..EC.3.6.3.38.
ABC.2.CPSE.P..capsular.polysaccharide.transport.sys em.eermease.protem

K . CYC,.cytochrome.c

K07396..putative.protein.disulfide.isomerase
_trbL..type.IV.secretion.system.protein. TrbL
kgsc..I|%A..capsular.polysac;:harlde.export.prote!n

K07168.. BS.domaln.contalmn%.membr_ane.protegn

i K07096..uncharacterized.protein
phzF..trans.2.3.dihydro.3.hydroxyanthranilate.isomerase..EC.5.3.3.17.

KO 951..uncharaptenzed.;l)rotem

E1.1.99.3G.£; uconate.2.dehydrogenase.gamma.chain..EC.1.1.99.3.
E1.1.99.3A..gluconate.2.déhydrogenase.alpha.chain..EC.1.1.99.3,
yscX..sctX..type.lll.secretion.protein. X

yScW..sctW..type.lll.secretion.protein. W

X yscO..sctO.. Pe.lIl.secret|on.prote|n.0
tpa..taurine.pyruvate.aminotransferase..EC.2.6.1.77,

_Ij{:',sc ..sctV..hrcV..ssaV..invA. type.lll.secretion.protein.V
yscN..sctN..hrcN..ssaN..ATP.synthase.in.type.lll.secretion.protein.N..EC.3.6.3,14.
yscL..sctL..type.lll.secretion.protein.L
yscD..sctD..ssaD..type.lll.secretion.protein.D

. P/scc..sctC..ssaC..type.III.secretlon.protegn.C
virB3..IvhB3..type.IV.secretion.system.protein.VirB3

hydB_...NlFe..,lgjy rogenase.large.stubunit.EC.1.12.2.1.

idnD..L.idonate 5.dehydrogenase..EC.1.1.1.264.
K07504..predicted.type.IV.restriction.endonucleas:
sauS..sulfoacetaldehyde.dehydrogenase..EC.1.2.1.81.

0.05 0.10 0.15
g-value



