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Figure S2

Figure s2:(A) Representative images of ANCO1 and DAPI IF staining in DCIS control and shANCO1 cells. Scale bars, 50 μm. (B) Bright-field images showing changes in size 
and shape of shANCO1 10A and DCIS cell lines. Scale bars as indicated. Areas in inset boxes are enlarged in Fig. 2D. (C) Apoptotic analysis of control and shANCO1 10A and 
DCIS cells by Annexin staining and flow cytometry. Three biological replicates per group were quantified. Unpaired t-tests were used for statistical analysis in panel C. *, P < 
0.05; **, P < 0.01; ***, P < 0.001; ****, P < 0.0001; ns, P > 0.05.


