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Figure S§1. MsNRAMP2 , MtNRAMP2(XM_013606289.3) and
AtNRAMP2(NM_103618.3) amino acid sequence alignment.
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Figure S2. MsNRAMP2 transgenic tobacco: (a) Germination of
MsNRAMP2 overexpression transgenic tobacco; (b) Screening and
culture of MsSNRAMP? transgenic tobacco; (¢) MsSNRAMP2 transgenic
tobacco positive plant.
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Figure S3. PCR amplification of MsMYB CDS fragment: M: DL2000
Marker; 1: MsMYB fragment.



