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Figure S1. Verification of the expression patterns of RNA-seq results using qRT-PCR.
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Figure S2. KEGG pathway analysis of DAMs. (a) DJ1 vs. JJI; (b) DJ2 vs. J]2; (c) DJ3 vs. J]3; (d) DYY vs. JYY; (e) DYC vs. JYC; (f) DG

vs. JG.



