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Figure S1: GSEA enrichment plot for protease inhibitor/seed storage/LTP family (PF00234).

04 pvalue p.adjust
PF13016: Cys-rich Gliadin N-terminal 1e-04 0.0024

03

o

s

3

@

€

o

E o2

2

&

fir

o

=

€

S o1

[
00
01'| || H‘ “HHl
50
25

2

©

13

2 op

°

£

€

5

<
-25
-50

5000 10000
Rank in Ordered Dataset

Figure S2: GSEA enrichment plot for Cys-rich Gliadin N-terminal (PF13016).
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Figure S3: GSEA enrichment plot for HSP-related protein families.
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Figure S4: Highly enriched Pfam for genes in significant MEGENA modules



