Chloroplast Pan-Genomes and Comparative Transcriptomics Reveal
Genetic Variation and Temperature Adaptation in the Cucumber
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Figure S1. Co-linearity analysis of our assembled chloroplast genome with “GY14” reference
chloroplast genome (DQ865975.1).
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Figure S2. Comparison of the borders of the LSC, SSC, and IR regions in different ecotype

cucumbers.
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Figure S3. The CV error with different K value.
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Figure S4. The differences in ycfl coding sequence of Huang gua (East Asian), SC 50 (Eurasian),



SWCCI11 (Xishuangbanna) and 11621 (Indian).

Table S10. The SRR number, Genebank accession number and corresponding ecological type of

cucumber varieties used in this study.

Genebank
Samples SRRNumebr  Ecotype .
accession number

DaQing7314-2-6-1-1 SRR543220 EastAsian 0Q675040
LiaoTongMiCi SRR543221 EastAsian 0Q675041
HuangTieWuCiGua SRR543222 EastAsian 0Q675042
HeChaHuangGua SRR543223 EastAsian 0Q675043
QianQiLiHuangGua SRR543224 EastAsian 0Q675044
YeSanBai SRR543225 EastAsian 0Q675045
LiaoYangYeSan SRR543226 EastAsian 0Q675046
JiaHuangGua SRR543229 EastAsian 0Q675047
HuangGua SRR543230 EastAsian 0Q675048
QingDaoQiuYeErSan SRR543231 EastAsian 0Q675049
HonshuAibai SRR543238 EastAsian 0Q675050
SekinoNo.2(OchiaiNo.2) SRR543239 EastAsian 0Q675051
DaCiHuangGua SRR543242 EastAsian 0Q675052
QiuHuangGua SRR543243 EastAsian 0Q675053
LengLuHuangGua SRR543244 EastAsian 0Q675054
71HaoHuangGua SRR543245 EastAsian 0Q675055
JinYanErHao SRR543267 EastAsian 0Q675061
NemetKigyo SRR543254 Eurasian 0Q675056
KecskemetiHamvas SRR543255 Eurasian 0Q675057
AltaiskyRanny(AltaiskiRannii166) SRR543260 Eurasian 0Q675058
Ames1208 SRR543262 Eurasian 0Q675059
8181 SRR543266 Eurasian 0Q675060
Puerta-Rico#6 SRR543268 Eurasian 0Q675062
SC53-B(6) SRR543270 Eurasian 0Q675063
SC50 SRR543272 Eurasian 0Q675064
Khiar;Badreng-i-Savareh SRR543277 Eurasian 0Q675065
9748 SRR543280 Eurasian 0Q675066
EC1 SRR11300861 Eurasian 0Q675036
BanNaHuangGuab3 SRR543310 Xishuangbanna 0Q675037
ManWaYuanZongHuangDiHuangGua SRR543311 Xishuangbanna 0Q675038
NaJingDiHuangGual SRR543313 Xishuangbanna 0Q675039
SWCC1 SRR23913619 Xishuangbanna 0OQ675081
SWCC6 SRR23913618 Xishuangbanna 0OQ675082
SWCCS8 SRR23913617 Xishuangbanna 0Q675083
SWCC9 SRR23913616 Xishuangbanna 0Q675084
SWCC11 SRR23913615 Xishuangbanna 0OQ675085
LJ90430 SRR543203 Indian 0Q675067
11621 SRR543204 Indian 0Q675068
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