Supplementary Data

Table S1: Bacterial strains used in this study

Strains Description Reference
E. coli

AG100 Parental E. coli K-12 Porin * ; basal efflux [1]
AG100A AGI100 acrAB: Kan® non (AcrAB-); porin *

AG102 AG100 overexpressing the AcrAB pump, porin*

K. aerogenes

Ka 289 KAN:-sensitive derivative of EA27, Porin- [2]

Ka 298 EA289 TolC: Kan; porin- [2]

Ka ATCC15038 Parental ATCC strain : porin*; normal efflux [3]

Ka CM 64 CHLr variant obtained from ATCC 13048 overexpressing [4]
the AcrAB pump; porin*
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Figure S1: Numbering of the Budmunchiamine L5 atoms.
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Figure S2: 'H spectrum of Budmunchiamine L5.
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Figure S3: 13C spectrum of Budmunchiamine L5.
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Figure S4: Chemical shift assignment of Budmunchiamine L5 '"H/*C and "*N.
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Figure S5: Chemical shift assignment of Budmunchiamine L5 'H/**N.



