Table S1. Effect of HL stress and melatonin on the expression of cytocinin synthesis and
signaling genes metabolism, reception and signaling genes. The data presented in the table are
the mean values (n > 3). Error bars represent SEs. Different letters denote statistically significant
differences between variants within the same genotype at p < 0.05 (ANOVA with post hoc
Tukey's multiple-comparison test), asterisks indicate statistically significant differences between
the mutants and the wild type under corresponding type of treatment at p < 0.05 (t-test).

Experimental conditions

N Stress N melaionin. | metaonin
WT 1.00040.098° | 0.40840.053% | 0.99040.101° | 0.795+40.084"
PT3 ahk2,3 6.78740.707°" | 5.23940.564%" | 7.22940.809”" | 3.42740.311%"
arr1,10,12 | 4.37840.511°" | 2.90740.271%" | 3.63820.425%" | 2.36040.267%"
ipt3,5,7 - - - -
WT 1.00020.086° | 0.71840.084% | 1.03540.119° | 0.971+0.096°
PTS ahk2,3 2.27820.321°" | 1.27320.139%" | 2.04640.255"" | 1.35840.1442
arr1,10,12 | 1.22140.111* | 0.78940.088° | 1.096+40.131% | 0.7250.074°
ipt3,5,7 - - - -
WT 1.00040.126° | 0.22040.030° | 0.87240.091¢ | 0.104+0.013?
LOGT ahk2,3 0.24520.019°" | 0.10240.011%" | 0.22240.027°" | 0.11540.0142
arr1,10,12 | 0.18420.021%" | 0.24040.23° 0.22840.025°" | 0.129+0.008?
ipt3,5,7 0.21520.023°" | 0.08940.07°" | 0.19040.020°" | 0.0580.006%"
WT 1.00020.098° | 0.791+40.086° | 1.12340.135° | 0.35440.0472
CKX3 ahk2,3 0.05240.006° | 0.018+40.002%" | 0.04740.06"" | 0.02140.003%"
arr1,10,12 | 0.14240.019°" | 0.05840.017%" | 0.05240.006%" | 0.050+0.006*"
ipt3,5,7 1.71140.166" | 0.26940.021°" | 0.19540.033"" | 0.116+40.012%"
WT 1.00040.102% | 1.01940.084* | 0.826+40.084% | 0.928+40.093?
CKXE ahk2,3 0.44240.051°" | 0.23940.025°" | 0.39440.038"" | 0.33640.037%""
arr1,10,12 | 0.26320.027%" | 0.61640.063°" | 0.25240.025%" | 0.24740.022%"
ipt3,5,7 1.40140.137% | 1.47040.161*" | 1.8860.235°" | 1.237+40.1367
WT 1.00040.098° | 0.27740.033* | 1.10820.124° | 0.565+40.066"
ahk2,3 - - - -
AHK2 . - -
arrl,10,12 | 0.50140.062°" | 0.38240.042% | 0.44140.042%°" | 0.39140.046®
ipt3,5,7 1.31640.147°¢ | 0.23640.026% | 0.58240.067"" | 0.222+40.028%"
WT 1.00040.076° | 0.70940.064%" | 1.00140.085° | 0.640+0.052?
ahk2,3 - - - -
AHK3 - R =
arr1,10,12 | 0.51440.055°" | 0.46240.050°" | 0.40040.048%" | 0.4590.045
ipt3,5,7 0.88540.093° | 0.56140.050% | 0.586240.063*" | 0.529+0.054
WT 1.00040.0912 | 4.40840.459° | 1.12540.098? | 2.40140.261°
AHKA ahk2,3 1.40940.124% | 1.65440.171%" | 1.24840.102% | 1.35240.099%"
arr1,10,12 | 0.91940.085% | 1.003+40.103%" | 0.72640.080% | 0.753+40.078*"
ipt3,5,7 0.19140.016% | 0.87740.061¢" | 0.39840.041°" | 0.895+0.092¢"




WT 1.00040.079° | 0.36840.042% | 0.91620.078° | 0.629+40.072°
ARRL ahk2,3 0.90520.097° | 0.39040.047% | 0.98640.091° | 0.40520.0472
arrl,10,12 - - - -
ipt3,5,7 0.34520.040%" | 0.30040.032% | 0.691+40.081° | 0.27540.030%"
WT 1.00040.088° | 0.16040.019% | 0.85040.059° | 0.448+0.021°
ARRA ahk2,3 0.44940.051%" | 0.50320.062%" | 0.49140.053 | 0.3910.0442
arr1,10,12 | 0.41140.045"" | 0.12540.011%" | 0.32740.036”" | 0.09340.012%"
ipt3,5,7 0.10640.018%" | 0.11340.009%" | 0.13840.013*" | 0.13040.015%"
WT 1.00040.077¢ | 0.18640.024% | 0.70320.050° | 0.581+40.044"
ARRS ahk2,3 0.92140.091% | 0.85040.091%" | 0.80740.081% | 0.730+40.084%
arr1,10,12 | 0.37140.040°" | 0.07540.007%" | 0.316+40.038"" | 0.0800.012%"
ipt3,5,7 0.44720.046°" | 0.08040.009%" | 0.136+40.015"" | 0.14840.017""
WT 1.00040.093¢ | 0.30540.041% | 0.99940.114° | 0.568+40.061"
ARRL? ahk2,3 0.91240.090° | 0.40940.048% | 0.96940.090° | 0.44540.043?
arrl,10,12 - - - -
ipt3,5,7 0.23240.019°" | 0.28040.0322 | 0.42940.046"" | 0.22840.024""
WT 1.00020.114% | 2.21440.246" | 0.98240.086% | 1.07040.0982
CRF6 ahk2,3 1.40140.165% | 3.12340.325" | 1.35240.147% | 3.57440.277""
arrl1,10,12 | 0.84240.094% | 3.36840.434° | 1.12440.134% | 4.17540.422""
ipt3,5,7 0.22820.031%" | 2.72140.223° | 0.81140.099° | 4.59540.5479"




