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Supplementary Table S1. Differentially expressed genes with FPKM values that changed by >10-fold in E2- and genistein-treated eels compared with the genes of control eels.

No__Tracking id Gene name STRING protein GO Term
1 MISTRG.106063 Uanscription elongation regulator L-1Kke soform X4 Lociemrs v
2 MSTRG.10827.2 RNA-binding 14b isoform X3 romdy FRNAbining
3 MSTRG.10866.2  hyaluronan medicted motily receptor-like e Copostetton
4 MSTRG.108%42 TBC1 domain family member 98 isoform X2 thetds s ion binding
5 MSTRG.110722  apoptotic chromatin condensation inducer in the nuclus-like Fprosn hetsrodimerzaton sty
6 MSTRG11847.1 Y-boxbinding? isoform X2 yia Fouciic aid bining
7 MSTRG.119711 histidine N-zcetylransferase-like nattsl Faceyanserase ity
8 MSTRG126314 RNA-bindingd7-like isoform X2 RBMAT FRNA binding; Cnuless
9 MSTRG131562 ATP-dependent DNA helicase Q1 isoform X2 recal P.ONA repait P ol o
10 MSTRG.134422  hypothetcal protein optn Copoptsmic vesicte
11 MSTRG.13027.2 39S ibosomal protein L2, mitochondrial MRPL2 Pimitochondial gen expression: - RNA binding; :srctual mlesle sy, C:mitochondron;C:itesome
12 MSTRG.148962 cGMP-dependent 3,5-cyclic phosphodiesterase isoform X4 pdeza
13 MSTRG.149322 L 3 aasdhppt
14 MSTRG.149422 myosin VilAaisoform X3 myora
15 MSTRG.150052 probable G- coupled receptor 171 GPRITL Psignling; Fmolecular vansdocer vty
16 MSTRG.153262 5-3 eonuckase PLD3 ples FLDNA bicing
17 MSTRG.16127.3  cleavage stimulation factor subunit 1 el FRNA bincing
18 MSTRG.167022 —N
19 MSTRGATIZ2 ~N
20 MSTRG.18405.2  nuckar foctorrelate to kappa-B-binding protein isoform X2 NFRKB Conuterchomosame
21 MSTRG.192322 transcriptional egulator ATRX-like atrx Congnee
22 MSTRG.20405.1 quevine tRNA-ribosy hransferase catalytic subunit 1 isoform X1 a1 ol
23 MSTRG.20758:3  class E basic helixloop-helx 41 isoform X1 [
e 2 MSTRG21449.1  parvalbumin apha pualbs et fon binding
upregulated 25 MSTRG.219132 epnzh Fip binding
genes %  MSTRG22482 CENPT
27 MSTRG.226063 LOW QUALITY PROTEIN: afadin-ike afdna st shesion::signaling; el ciferentation;Panonica stctr development
28 MSTRG233173  protein SMGT isoform X8 smg7
29 MSTRG23232 zinc finger 644 anfoddy FDNA bicing
0 MSTRG.238642  spindlin-W-like Loc7ssoz Preprcueiveproces
31 MSTRG239726 —NA-
32 MSTRG.26525.1 phosphatase 1 reglatory subunit 26 isoform X1 pPPIZ6
33 MSTRG.26603.2 perovisomal NADH pyrophosphatase NUDT12 isoform X1 iz Fityoolse iy C:paossome
34 MSTRG.26851.4  serinefthreonine-protein kinase MARK2:lik isoform X9 markzb
35 MSTRG.27670.2  adenosine 3-phospho 5 phosphosulfat transporter 1 isoform X2 sie3sb2 sl st :
3 MSTRG.290802 GTPase IM AP family member 8-like LoCs60863 Fonctotice inding, F-GTP bincing
37 MSTRG323761 QNR-71 isoform X1 @nmb Cmembrne C:membrane
3 MSTRG.333752 uncharacterized protei ruscl soform X2 Locsse727
39 MSTRG.333843 DNA-directed RNA polymerase Il subunit RPC3 isoform X1 polisc P-ONAtemplsted rarscripio; FONA bindig; C:nucess
4 MSTRG34692 LOW QUALITY PROTEIN: erbin erbbzip Pregulation of DNAtemplted anscrption; Psigeing
41 MSTRG.AB126 RNA selenocysteine 1-associated 1-like CoHsorfs2 Fonctic i bining; Cinrcluar anonica tctre
42 MSTRG.5386.1  transcripion intermediary fctor 1-alpha-fke isoform X2 i3l
43 MSTRG5780.3  cerloplasmin isoform X1 3 Fondorsuctae vty el rgion
44 MSTRG.6174.1  coagulation factor X1II A chain-like isoform X1 f13a1b
45 MSTRG.6300.1  calmoduli-regulted spectrin-associated 2a isoform X3 camsap2 sl it ;
4 MSTRG.73182 F-actin-monooxygenase micall isoform Xd micall pnsonical Froposkeletal protein g
47 MSTRG253292  gutamyl prolyl ;RNA synthetase eprs Flgme vy, F-casy LN
48 MSTRGB7302  complex! intermediae-associated mitochondrial ndufafy
49 MSTRG.9599.2 _E3 ubiauitin- ligsse HACEL isoform X1 hacel. i vy, ot
1 MSTRG.11227.2 zinc finger CCHC domain-containing 7 soform X2 Zoche? Fnucec s bindin, -2 on g
2 MSTRG.127602 palmitoyhransterase ZDHHCS zohesa ot
3 MSTRG.137653  inactive carboxypeptidase-like protein X2 cpmia ot
4 MSTRG 13442 atscrlt
5 MSTRG.155532 x2 poren Psignaing:
6 MSTRG.15920.2  microtubule-assosiated RP EB family member 1-fike mapreld Foposkettl protin inding; G oyoskleton
7 MSTRG.161006 1bisoform X8 gl Ftonstse vy
8 MSTRG.168462 like soform X1 shbar2 P progmmed el et sigaing; C:oyskeeton
9 MSTRG.17606.2  dnad homologsubfarily B member 2 soform X5 dnaib
10 MSTRG.AT679.2 x1 b Pipid mtaolc process: s civiy; C edoplasmic tclum
11 MSTRG.17732  tho GTPase-activating -like ARHGAPZS Psiond tansuction
12 MSTRG.191882 syntain-Sike sval w o
13 MSTRG.192323  transciptional equlator ATRX-like atx -
14 MSTRG.209612 —N
15 MSTRG.212442 - serine threonine- kinase MARKL isoform X2 205153725 o
16 MSTRG21552 N
17 MSTRG.221162  reinoic acicinduced 1-like Locseosez et o inding
52 18 MSTRG.23027.2 DISHlike exonuclease 2 LOCS66106 2 FRNAbinding: ol
down-regulated 19 MSTRG.231343  activated CDCAZ kinase 1-fike isoform X5 LoCss9119 Psioning o
genes 20 MSTRG23242  STRAG-ikeisoform X1 205162946 Cmembrane C:membrane
21 MSTRG.242942 beta-13-lactosyl-O Y o3 s vy - calytc iy, acingon i, C:Goli ppaatvs
22 MSTRG.248895  cordon-bleu protein-fike 1 isoform X1 cobiith il trarsducton: :actin moremer biing
23 MSTRG25242  DNA damage-binding 2 isoform X3 ddoe PLONA epir Cinudes:
24 MSTRG25622  owysterols receptor LXR-alpha-ike i3 Pequlation of DNAtemplte rarscripion: Pipid mtaboli proes; signaio; -ONA bindig:
25 MSTRG.27679.2 BROI domain-containingprotein BROX brox Cmembrne
26 MSTRG.298913 NLR family CARD domain-containing 3-like isoform X2 Sich211-196h16.4
27 MSTRGRI192 —N
28 MSTRG328542 protein NDRG2 ndr2 Psignaling el diketiation: Panstomical stucture devlopment
29 MSTRG.33022:3  two pore calcium chanel 1-ike isoform X6 thonl Pimmsmembran raspor; :onsportraciviy;Cysosome
30 MSTRG.33212  electrogenic sodium bicarbonate cotransporter 1 isoform X3 slodada Pirmsmembran tospor; - ronsportrcivity
31 MSTRG8T.1  chromobox protein homolog 8-fike dta ot
3 MSTRGSO0712  ubiauitin-conjucating enzyme E2Q-ike protein 1 uBE2QLL ol
3 MSTRGS2143  antizyme inhibitor Lfke isoform X1 azinth ]
3 MSTRG.80423  brefekin A-inhbited guanine nucleotide-exchange 2. arfer2
35 MSTRGI169.1  chymotrypsin-like clastase family member 2A a2l ol
3 MSTRG.93232  vacuolar B-like isoform X1 Fmaleclr sdptor sty Cvaole
37 MSTRG99314 s@0i2 3 bond yrolysis, ool
1 MSTRGS37.1 amine sulfotansferase-like Sul3sta Fmstroe vty
2 MSTRG.117703 art-GAP with Rho-GAP ANK repeat and PH domin-containing 3 isoform X1 a3 Psignling antomica srcur eveopmen; F1ipi bindig: ol ncion ol vy
3 MSTRG.207432 ATP-binding cassette sub-family C member 9 isoform X1 oo ]
4 MSTRG13158.2 ATP-dependent DNA helicase Q1 isoform X2 recal P-ONA repliction PONA i : ol v, acing on
5 MSTRG.253292 gutamyl prolyl tRNA syrthetase eprs PARNA metabolc process: amino cid metaolc procss -ligse iy syt v, acing on RNA
6 MSTRG.6300.1 ~calmodulin-regulated spectrn-associated 2a soform X3 camsap2 Pl difreniaion ;
7 MSTRG.22482 centromere T isoform X2 CENPT
B MSTRG.20758.3  clas E basichelloop-helx 41 soform X1 bhies1
9 MSTRG8730.2  complex| intermediate-associated mitochondrial naufafl
10 MSTRG.18806.1  coronin-6 coros ting on ¢ protein
11 MSTRG.22690.2  dermatan-sulfate epimerase ioform X1 dse Fisomerse ity
12 MSTRG.11283.2  ephrin type-A receptor 3-lke soform X3 ephaal signling :protin modiaionpocess, - anserase iy Fmoleulr transcheer iy -catltc vy, acingon ot plasma membrane
13 MSTRG.244212 2k isoform X1 dpiz
14 MSTRG.29080.2 GTPase IMAP family member 8-lie LOCS60863 Finuclotice bindin; FGTP bining
15 MSTRG.225762  headcase homologisoform X1 heca
16 MSTRG.119711 hisidine N-acetylransferase-like nattel Facetytanstrase vty
17 MSTRG.25462.2  hormone-sensitive lipase soform X3 lipeb
18 MSTRG.22047.1 isthiin-2 m2a
19 MSTRG.149322 L- aasdhppt
20 MSTRG.126282  LIM and calponin homology domains~containing 1-fike limchib
21 MSTRG.194542 LOW QUALITY PROTEIN: angiomotin amot play ol matily
Genistein 22 MSTRG.25475:3  meprin A subunit betelike isoform X1 mepib Fydiolse i Fcatlytc iy, acling on  potin
Upregulated 23 MSTRG.3560.2 methyhransterase CO0rf114 206101748 FRNA bining
genes 24 MSTRG.8285  myocardin isoform X2 MYOCD
25 MSTRG.828.1  myocardin isoform X6 MYoco
% MSTRG.167022 —NA-
27 MSTRG.125234 —N
28 MSTRG267062 —NA-
29 MSTRG.A71782  nuckear factor of activated T- cytoplasmic 3-like isoform X2 NFATC3 Pequlaton of DNAtemplaie rarscripion: Psigaing; F{DNA bicin; - tanspion regulor iy
30 MSTRG.26525.1  phosphatase 1 regulatory subunit 26 soform X1 PPPLZE
31 MSTRG.15056.1 PREDICTED: uncharacterized protein C110rfs7 homolog 206162339
3 MSTRG.12596.1 PREDICTED: uncharacterized protein LOC106964325 ioform X42
33 MSTRG.1440L1  progestogen recsplor type 2 3 F-DNA bining
3 MSTRG.23%052 proline-ich 12 Locss7848
35 MSTRG.13179.1 protein anemis delrec Cnues
36 MSTRG.1091115  protocadherin lpha-3-ike isoform X13 pechzac
37 MSTRG.323781 QNR-7 isoform X1 wnmb Cmembrane C:membrane
3 MSTRG.10827.2 RNA-binding 14b isoform X3 tbmd FRNAbinding
39 MSTRG.108942 TBCL dormain family member 98 isoform X2 theto e fon binding
40 MSTRG.5386.1  transcription ntermediary factor 1-clpha-fke isoform X2 i3l
41 MSTRG.62342  uncharacterized protein Sich211-16107.4 soform X1 Sich211-161h7.4
42 MSTRG.26034.1  uncharacterized protein sich73-30309.1
43 MSTRG11947.1 Y-boxbinding? soform X2 yixt Fuciic acid ining
44 MSTRGS7S  zinc finger S01-fike 201035
45 MSTRG191442 zon like 2p3a2 Pl ditentaton el iy Cextonilr egion:C:nuclesr n
T MSTRG.100642 605 rbosomal protein L18 8 Fstuctual molecule vy Cendoplasmic el Cbesome
2 MSTRG.115541 C-X-C chemokine feceptor type 4a oot Psignling Cendosome;
3 MSTRG.117702 art-GAP with Rho-GAP domein, ANK repeat and PH domain-containing potein 3 arap3 Psignling, Pantomical srcure deveopment; i bindig: F-molcar uncion el aciviy
4 MSTRG167412 Ackinase anchor protein 13-fike dap13 Pttt tanstucion; g e binding: C:otopla; Ciotosol
5 MSTRG.182095  flavin-containing monoosygenase FMO GS-OX-like 4 Loc7ea236 Fodorducase vt Coumele
6 MSTRG.187522 inositl polyphosphle S-phosphatase K isoform X1 inppsk Pipid metabolc process, -hydolase sty
7 MSTRG.191882 syntain-Slike svsal Pl proten tansport
8 MSTRG.20743.1 ATP-binding cassette sub-family C member 9 isoform X1 abeco
9 MSTRG.213123  ribosome biogenesis protein BMSL homologisoform X2 bns1l Paibosame iogeneis C:nuceus
10 MSTRG252564 —NA-
11 MSTRG25622  oxysterols receptor LXR-dlphalike 13 Peulaton of DNAtemplte ranscrpin; P mtaolc proces; :sonalig; F-ONA binding: F meleletanscucr iy - ensofption regulor tiviy: C nuces
12 MSTRG257783 bgtzn Pproen lycosyltion: ranserase aciiy; C:Golg appaus
Genistein 13 MSTRG.26525:3  protein phosphatase 1 regullory subunit 26 isoform X2 ppPL26
donn-regulated 14 MSTRG.26829.4  protein ABHD18 ClaHdorf2e
15 MSTRG275122 alpha-mannosidase 2C1 Locsseses Pcabohydratemetbolc process - hydolase vty
16 MSTRG30391 —NA
17 MSTRG.32651.1 NLR fanily CARD dormein-containing protein 3-like
18 MSTRG34952  Werner syndrome ATP-dependent helicase isoform X1 wn Fydiolse iy, FATP-depndent ctiviy
19 MSTRGA6652 UPF0489 protein CSorf22 homolog CoHsortz2
20 MSTRGSS77.2  transcrption termination factor 1, mitochondrial MTERFL =
21 MSTRG.59242  cyclic AMP-responsive element-binding protein 3-like protein 3-A isoform X3 crebaisa Pegulaton of DNAtemplate ranscripion: F-ONA bining: C:orgnelle
22 MSTRG.60982  sushi, nidogen and EGF-like domin-containing potein 1 snedt sl aheson el ientiion; aatonical stuctue evelopment
23 MSTRG.6668.3  uncharacterized protein LOCIS112262 isoform X4
24 MSTRG86023 free fatty acid receptor 2-ike SICN73-90p23.1  Psignling: Fmoleculr ransducer ctiviy
25 MSTRG86622  synaptosoml-associated protein 23-ike isoform X1 2656072 Psioning
2 MSTRG.92202  twbuli epsilon and delta complex protein 1 Locs7os74
27__MSTRG95402 mhpa
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: From curated databases

: Experimentally determined
: Gene neighborhood

: Gene fusions

: Gene co-occurrence

: Textmining

: Co-expression

: Protein homology

Supplementary Figure S1. Functional and physiological networks visualized by STRING.
(A) Functional and physiological networks within the 49 genes up-regulated by E2
(B) Functional and physiological networks within the 45 genes up-regulated by Genistein



