PURINE METABOLISM A
Pentose phosphte pathray ) Alanine, cspartat end
e ool By )| et bl Hisbdie netiol
;

|
FGAM

5 Arino-
6 £, m T ‘—-—’Ommmmxma

(63423]

cotylphosghosdenosine

FAICAR ‘““""“"”"“

LR e il S-Beoripe sphmdcms\n#
Rt

36120) Appph O

35.Cyelic GMP

S-Butyshphosphoinosine O—{35.120
P
125
3

GDP.

35.Conlic

jic

I

I

I

! & Gpomos

v e Y HEEE LY.
Folate biosynthesis ) DNA “—fama—

361-

[EXFE] EFFIF)|

Gumosine Inosine 3.
SR

3151 [zaz1]z4215] (2423 [24222]

Deoxyadenssive

Deoxygunasine & o
7] =
Pa— D 3
Adenive
Hypoxqatiine
2431 5

XAmmn 4iridazole eorynosise

Lal cxyiate S [ep——

R En e 4“ 5o2 '—-—> (iad>o— Srvonins el

5-Ueido-4 imidaoale

23.Cyelic GMP pA e

5 Hytoxyisourste )

35211]
5 Hybory2.oxo-d e

o
23 Bighie- 1 sidszole 5catbosiate

0

00230777020
) Kaehusa Labonstoriss

PURINE METABOLISM B
Pentose phosphate pathvay Histdine metibolism

o -

5 Amins-
oS o] o—mmo (6326} OAR““ < B3 o anice
[ziz3)ezam)

cotyiphosghoadnosine

o e

3-Caboxyarino- FAICAR 36.1.20)

R B onhini i a)sphmdzm:mz
3613)

3,5.Cyolic GMP

Riboflavin
e balien

¥

2428 24222

Deoxygunosine

2o

Aming.&inidazole Deoxyinosine

s Gypine
-—m»—-——-—m-—-»%c» == =>{ Do mepbolom

5-Ueid.d imidazale
ey

5 Hylroxyisoute O

G52

"

oxo-dmido- Al Hydogen
S cuporsate

0

i

(R)-Allansin

00230 7720
©) Karehisa Laborstoies

Supplementary Figure S3. Gene-metabolite integrated analysis pathway diagram
of purine metabolism. (A) Yangmai 18. (B) Yannong 19. The red boxes represent
genes that are up regulated, the green boxes represent genes that are down regulated,
and the blue boxes represent genes that are partially up regulated and partially down
regulated. The red circles represent metabolites that are up regulated. The green circles

represent metabolites that are down regulated.



