Figure S3. DNA sequences synthetised. The eGFP and mCherry codon
usages were manually optimised to Streptomyces, using the Streptomyces

codon usage table of 100 Streptomyces genes reported by Kieser et al. [1].

P1 281 bps
Spel + P1 + Xbal + EcoRV

ACTAGT
AACCTGGACGAGGTGCTGGAGGCGGGCGCCCGGCGCGTGGTCGTCGTGCGCGCGA
TCACCGCCGCCGAGGACCCGGGCGCGGCGGCGGCCGAGTTCGCCCGGLCGGLTGLG
GCAGGCTCCGGCACACGGGTAGCCGCACCTCGCCACCGACGTCGTCGCAGGLCCGTC
GTCTGCGGCGGGCAGGTGTCCAAAGGGTGGACAACAACTCGACAATGTGGACAAA
AGTCCCGCATCCGGTTGGGTGACCGCCGCACCCTGGCTAACCTGCCCAT TCTAGA
GATATC

P1-P2-SC0O2102 1574 bps
Spel + P1 + P2 + SCO2102 + EcoRV

ACTAG
TAACCTGGACGAGGTGCTGGAGGCGGGCGCCCGGCGCGTGGTCGTCGTGCGLGLG
ATCACCGCCGCCGAGGACCCGGGLCGLCGGCGGLCGGCCGAGTTCGLCCLCGGLGGLTGL
GGCAGGCTCCGGCACACGGGTAGCCGCACCTCGCCACCGACGTCGTCGCAGGLCCGT
CGTCTGCGGCGGGCAGGTGTCCAAAGGGTGGACAACAACTCGACAATGTGGACAA
AAGTCCCGCATCCGGTTGGGTGACCGCCGCACCCTGGCTAACCTGCCCATCTCACA
GCCAAGGACGATCCGGCGGCTGTACGCTCGATCGGCATCGAGTTCGCCACGGAGTT
CTGCGCGCGGCTGCTGGCCGAGGGAGTGCCAGGACTGCACTTCATCACGCTCAACA
ACTCCACGGCGACGCTGGAAATCTACGAGAACCTGGGCCTGCACCACCCACCGCGG
GCCTAGACCGGCCGCACGTATTTGCGACACACTGCGTAACGGCCACTGGGAGAGGG
GCGTACATGGGCTGGACGGTCCTCTACATCGCGTTCGGCGTCGTCGCGCTGTGGCT
GCTCGGCGAGGTGCTGCTGCAGTACAAGGCGCGGCTGCGCTGGCGGCTGCTGGCCT
TCGCCGGCTTCGTCGGCGTCGTGGCCGGTGTGCTGATGTCGAACGTGCTCGTCATCG
GCGTCGGTGCCGCCGCCTTCGCGGTCGGCCAGACCTACGTCACCCTGTCGTTCCGCC
GCGGCTTCGAGGCCGGCTGGGCGGTCAACGCCCCGGCGAGCCTCGTCGGCAAGCGC
GGGCGTCCCGAACGGGGCCGCCGGGAACCGACGTTGGAGGTCTCCGGGCTCGAAC
CCGCCGAGGGCGGCCCGGACCACCACGACGGCTACGACGAGLCCLGLeLeeGGGLCA
GGACGGCACCGGCTCGTACGGGCACGACGACTACGACCGCGACGACGTCTTCACCC
CGGCCCGGCCCACCGCCGACCCCTCGGCCGCAGAGACCACCGLCCGTCTACGAACCG
CAGCCCATGCCGGACGACACCAACTCGTACGGCGTCTACACCGACGCCGGTTACGG
CACCGGCCAGCAGCAGGCGGCCGLLCGLCGLCCGGACGLCCGACCAGGCGTALCGLCTAC
GACTACTCCGGCTACGGCCAGCAGCAGGAGTACGGCTACGACACCGGCGCCCAGC
AGCAGTACGCCGCCTACTCCGACCCGTACATCGGCACCCACACCTACGGCGGLGGEG
ACGTACGACACCGGCGGCTACGACACGACCGGTGAGCAGAACTACGGCCAGCAGG
GCTACGGGCAGGACCAGTACGCCCCCGGLCGLLCCLCLCGGLGLLLeeeaGLaGLaLeeaase
GGCTACGGCGGCGAGACCCCGGCCGGCGGAGTGTGGGTGCCGCAGCAGCGCAGCA



CCGACGACCCCTACGGCGGCGAGCTCCCGCCCGAGCAGCAGCCCTACCCCTACCAG
GGCGACGGCCAGACGCAGGGCCAGGGCTACGACGAGCAGTACCGCTTCTGAGGAA
GAGGAAGCCGGAGCCGCTCACTGGGAGCCGCGGAACTCCGGCCCCTCCACCACGA
GTCC GATATC

P2-SC0O2102-mcherry 1973 bps
Spel + P2 + Ndel SC0O2102 + Xhol + mcherry + ECORV

ACTAGTATCCTCACAGCCAAGGACGATCCGGCGGCTGTACGCTCGATCGGCATCGA
GTTCGCCACGGAGTTCTGCGCGCGGCTGCTGGCCGAGGGAGTGCCAGGACTGCACT
TCATCACGCTCAACAACTCCACGGCGACGCTGGAAATCTACGAGAACCTGGGCCTG
CACCACCCACCGCGGGCCTAGACCGGCCGCACGTATTTGCGACACACTGCGTAACG
GCCACTGGGAGAGGGGCGTACCATATGGGCTGGACGGTCCTCTACATCGCGTTCGG
CGTCGTCGCGCTGTGGCTGCTCGGCGAGGTGCTGCTGCAGTACAAGGCGCGGCTGC
GCTGGCGGCTGCTGGCCTTCGCCGGCTTCGTCGGCGTCGTGGCCGGTGTGCTGATGT
CGAACGTGCTCGTCATCGGCGTCGGTGCCGCCGCCTTCGCGGTCGGCCAGACCTAC
GTCACCCTGTCGTTCCGCCGCGGCTTCGAGGCCGGCTGGGCGGTCAACGLCLCLCCGGL
GAGCCTCGTCGGCAAGCGCGGGCGTCCCGAACGGGGCCGCCGGGAACCGACGTTG
GAGGTCTCCGGGCTCGAACCCGCCGAGGGCGGCCCGGACCACCACGACGGCTACG
ACGAGCCCGCCCCGGGCCAGGACGGCACCGGCTCGTACGGGCACGACGACTACGA
CCGCGACGACGTCTTCACCCCGGCCCGGCCCACCGCCGACCCCTCGGCCGCAGAGA
CCACCGCCGTCTACGAACCGCAGCCCATGCCGGACGACACCAACTCGTACGGCGTC
TACACCGACGCCGGTTACGGCACCGGCCAGCAGCAGGCGGLCLCGLLCGLCGLLCGGACG
CCGACCAGGCGTACGCCTACGACTACTCCGGCTACGGCCAGCAGCAGGAGTACGGC
TACGACACCGGCGCCCAGCAGCAGTACGCCGCCTACTCCGACCCGTACATCGGCAC
CCACACCTACGGCGGCGGGACGTACGACACCGGCGGCTACGACACGACCGGTGAG
CAGAACTACGGCCAGCAGGGCTACGGGCAGGACCAGTACGCCCLLeGGLGLeeeea
GCGCCCCCGGCGCGCCCGGCGGCTACGGCGGCGAGACCCCGGCCGGCGGAGTGTG
GGTGCCGCAGCAGCGCAGCACCGACGACCCCTACGGCGGCGAGCTCCCGCCCGAG
CAGCAGCCCTACCCCTACCAGGGCGACGGCCAGACGCAGGGCCAGGGCTACGACG
AGCAGTACCGCTTCCTCGAGATGGTCAGCAAGGGCGAGGAGGACAACATGGCCAT
CATCAAGGAGTTCATGCGCTTCAAGGTCCACATGGAGGGCTCCGTCAACGGCCACG
AGTTCGAGATCGAGGGCGAGGGCGAGGGCCGCCCGTACGAGGGCACCCAGACCGC
CAAGCTGAAGGTCACCAAGGGCGGCCCGCTGCCGTTCGCCTGGGACATCCTGTCCC
CGCAGTTCATGTACGGCTCCAAGGCCTACGTCAAGCACCCCGCCGACATCCCGGAC
TACCTGAAGCTGTCCTTCCCCGAGGGCTTCAAGTGGGAGCGCGTCATGAACTTCGA
GGACGGCGGCGTCGTCACCGTCACCCAGGACTCCTCCCTGCAGGACGGCGAGTTCA
TCTACAAGGTCAAGCTCCGCGGCACCAACTTCCCGTCCGACGGCCCGGTCATGCAG
AAGAAGACCATGGGCTGGGAGGCCTCCTCCGAGCGCATGTACCCGGAGGACGGCG
CCCTGAAGGGCGAGATCAAGCAGCGCCTGAAGCTGAAGGACGGCGGCCACTACGA
CGCCGAGGTCAAGACCACCTACAAGGCCAAGAAGCCGGTCCAGLCTGLCLCGGGLGLC
TACAACGTCAACATCAAGCTGGACATCACCTCCCACAACGAGGACTACACCATCGT
CGAGCAGTACGAGCGCGCCGAGGGCCGCCACTCCACCGGCGGCATGGACGAGCTG
TACAAGTGATACGTAGTTAACGATATC




eGFP 744 BPS
Xhol + eGFP + EcoRV

CTCGAGATGGTCTCCAAGGGCGAGGAGCTGTTCACCGGCGTCGTCCCGATCCTGGT
CGAGCTGGACGGCGACGTCAACGGCCACAAGTTCTCCGTCTCCGGCGAGGGCGAG
GGCGACGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCT
GCCGGTCCCGTGGCCGACCCTGGTCACCACCCTGACCTACGGCGTCCAGTGCTTCTC
CCGCTACCCGGACCACATGAAGCAGCACGACTTCTTCAAGTCCGCCATGCCGGAGG
GCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGC
GCCGAGGTCAAGTTCGAGGGCGACACCCTGGTCAACCGCATCGAGCTGAAGGGCA
TCGACTTCAAGGAGGACGGCAACATCCTGGGCCACAAGCTGGAGTACAACTACAA
CTCCCACAACGTCTACATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTCAACT
TCAAGATCCGCCACAACATCGAGGACGGCTCCGTCCAGCTGGCCGACCACTACCAG
CAGAACACCCCGATCGGCGACGGCCCGGTCCTGCTGCCGGACAACCACTACCTGTC
CACCCAGTCCGCCCTGTCCAAGGACCCCAACGAGAAGCGCGACCACATGGTCCTGC
TGGAGTTCGTCACCGCCGCCGGCATCACCCTGGGCATGGACGAGCTGTACAAGTGA
TACGTAGTTAACGATATC
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