
Figure S1. Analysis of AL928768.3 expression in different tissues using bulk RNA-seq.  

 
  



Figure S2. Proportions of alive, dead and apoptotic cells during crizatinib treatment and knockdown of AL928768.3 
determined using FACS. Control sample and sample with crizatinib were transfected with scramble siRNA. A, B, 
C – MP1 cell line, D, E, F – Namalwa cell line.  

 



Figure S3. The impact of AL928768.3 knockdown on expression of neighboring genes IGHA1 and IGHG1. 
Expression levels were measured using quantitative PCR. The effects of the knockdown were measured in A. MP1 
and B. Namalwa cell lines. C. Location of genes in the genome.  

 



Figure S4. The proportions of GFP expressing cells during transfection. Populations of GFP positive MP-1 and 
Namalwa cells were determined using FACS.  

 
 


